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Supplementary figure 1. Sedimentation velocity, ls-g*(s) distributions for model saliva 

(blue) and what happens upon the addition of 0.5 mg/mL EGCG. The model saliva is 

made with 1 mg/mL bovine submaxillary mucin and 1 mg/mL porcine pancreatic α-amylase 

in 0.1 M PBS, pH 6.8. The distributions are broad and show two components: α-amylase 

ranging from 0 to 2S and mucin ranging from 2 to 8S. The addition of 0.5 mg/mL EGCG 

results in a decrease in the α-amylase peak, equivalent to 47%, as indicated by the area under 

the curve for the first peak (Area = (X1+X1)/2*(S2-S1), where X represents data points for 

the sedimentation coefficient distribution curve and S represents the data points range within 

the sedimentation coefficient distribution).  
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Supplementary figure 2. Effect of green tea on the release of aroma compounds from 

model saliva in the presence (dashed green) and absence (green) of α-amylase. The 

experiment was made using bovine submaxillary mucin at 1 mg/mL and 1 mg/mL porcine 

pancreatic α-amylase. Each model saliva sample was mixed with green tea brew at a 1:1 

ratio. The comparison is made by Tukey’s post hoc test to calculate the P-values (P<0.01**). 

The data shown as mean +/- SD, n=3. 


