S2 Table. List of homozygous variants left after filtering in individual AL-IV-3
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KDM5A
LTBP3
CNTN6
MATN2
TEP1
HEMK1
MATN2
SERPINI1
CNST
PPFIA4
DFFA
WNK1
MICALL1
CASz1
IFRD2
VPS13D
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