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This manuscript presents a high-quality genome assembly for the snail P. canaiculata. Such genome and
further analysis presented will contribute deeply for future studies of the molecular evolution and adaptation
of molluscs, as well as to the study of the molecular mechanisms leading to - or involved with - invasive
species success. I also point out the relevance of a first qualitative description of a high-depth gut
microbiome for a snail. For such reasons, I recommend the publication of this manuscript. Nevertheless, I
would like to recommend some essential revision prior publication.

First, the English has to be revised. I'll give a few examples bellow, and authors will find major marks in
purple concerning specifically the need of English revision in the revised pdf attached. However, the entire
manuscript would benefit from a native English speaker revision.

Examples of sentences needing English revision:

Lines 50-51: "causing severe economic loss each year as a result of yield loss, replanting cost and the funds
of control." - rephrasing necessary.

Line 52: "More seriously, P. canaliculata has involved in the transmission of a human fatal disease."

Line 57: "causing great challenge to human health" - rephrasing advised.

Line 58: "Molluscs is ..." - English correction necessary.

Lines 92-94: " However, researches at whole genome level in P. canaliculata still lags far behind other
mollusks species, due to the lack of a high-quality reference genome. By far, multiple draft..." - rewriting
necessary.

Line 263: "was" should be "were".
Data and analysis related comments:

Lines 36-37: The description of the genome and the several molecular expression data are great
contributions for the further understanding of molluscan and invasive biology. Nevertheless, we should avoid
direct jumps to conclusions such as in lines 36 and 37, as the results in the manuscript don't present tools
or direct ways to prevent invasions or pathogen transmission. I advise the withdraw of such sentence.

Line 47: I would rephrase the sentence here in line 47. Even though the biology of the species may
positively influence its invasive capacity, such characteristics are not exclusive of invasive mollusks. For that
reason, I would exclude the "was due to" (line 47) which implies causality.

Line 63: Please present and refer to the lower temperature the species can establish populations in.

Line 95: I would cite here also the draft genome of the invasive Limnoperna fortunei mussel.

Line 95: There is a new version of the Pearl oyster published. If analysis were performed with data cited in
line 95, I would advise for updating the analysis with proteins from the new genome (Du X, Fan G, Jiao Y et

al. The pearl oyster Pinctada fucata martensii genome and multi-omic analyses provide insights into
biomineralization. Gigascience 2017;6(8):1-12).



Line 100-101: Rephrasing is necessary as cellular homeostasis, color and nutrient of the eggs are not
species-specific invasive characteristics.

Line 104-105: same argument as for lines 36-37. Some rephrasing starting from "interrupt transmission..."
is necessary.

Table S1: Table S1 would benefit of having 2 columns: one with (i) number of reads generated and (ii) total
bp produced for each library, instead of having a column 'Data size' (and what G bp means?).

Line 122: The ratio of genome coverage by reads used as input in the assembly? Rephrase it together with
the sentences in lines 126-127, please.

Line 123-124 and line 403: Please estimate and present the levels of heterozygosity using the illumina
reads.

Line 415-416: "Then, the protein-coding sequences were mapped by RNA-seq data." - please explain this
sentence.

Line 163: Withdraw "and so on".

Lines 146-163: To start understanding if the genome composition itself - and not only regulation of gene
expression - can play a major role in the success of invasive species, I would advise to compare gene family
expansions and contractions between the genomes of two invasive mollusks, which is now possible once the
draft genome of L. fortunei is available (GigaScience doi: 10.1093/gigascience/gix128.). Further discussion
about the presence - or lack thereof - of common expansions and contractions of gene families would be a
great contribution. Such gene families could be further investigated for their roles in the expression of
phenotypes related to invasive ecology and behaviour. I would strongly suggest for a comparative analysis
of P. canaliculata and L. fortunei protein sets leading to a new Figure S4 and brief discussion on the findings.

Line 171-172: "interestingly, only the results of DNA transposons showed a unique peak at ~4% divergence
rate for P. canaliculata and C. gigas" - rewrite this sentence.

Line 249: Please indicate how many and which genes were highly induced to facilitate further investigation
by other groups in the future.

Line 254 -257: This direct link between phenotype and molecular characteristics cannot be supported by
your data. Please rephrase it.

Line 264- 269: Please clarify what was performed here. In any case, blast alone is not the best tool to
predict orthology. I would use RBBH methods.

Line 327: Conclusion and discussion? At this point, only conclusions should be stated. Please eliminate
sentences from 346 to 359.

Line 395: Please indicate software used for trimming.
Line 424-431: I would state the masking before stating the gene prediction. Rewrite.
Line 448: Any trimming performed for the transcriptome?

Line 591: Please make available a supplementary material with the IDs of all sequences presented in Figure
4b. Please explain the scale in the heat maps of figure 4b.
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