Table S4. AML-relevant structural variants detected by TAP in Leucegene samples

sample event coordl coord2 5'gene 3'gene 5'exon 3'exon in_frame size spanning_reads
03H065 fusion chr8:93029591 chr21:36231770 RUNX1 RUNX1T1 6 6 T na 108
03H065 fusion chr8:93074855 chr21:36231770 RUNX1 RUNX1T1 6 5 F na 7
03H065 fusion chr8:93074937 chr21:36231770 RUNX1 RUNX1T1 6 2 F na 13
03H083 fusion chr8:93029591 chr21:36231770 RUNX1 RUNX1T1 6 6 T na 108
03H095 fusion chr16:15818197 chrl6:67116210 CBFB  MYH11 5 32 T na 93
03H095 fusion chr16:15818198 chr16:67116209 CBFB MYH11 5 32 T na 32
03H109 fusion chr16:15814908 chrl16:67116241 CBFB  MYH11 5 34 F na 7
03H112 fusion chrl6:15814908 chr16:67116210 CBFB MYH11 5 34 T na 75
03H112 ITD chr13:28608084 chr13:28608263  FLT3 FLT3 15 14 T 93 115
04H030 fusion chrl6:15814908 chr16:67116210 CBFB MYH11 5 34 T na 80
04H030 ITD chr13:28608253 chr13:28608309  FLT3 FLT3 14 14 T 57 17
04H061 fusion chrl6:15814908 chr16:67116210 CBFB MYH11 5 34 T na 41
04H091 fusion chr16:15820911 chrl16:67116210 CBFB  MYH11 5 29 T na 82
05H042 fusion chr8:93029591 chr21:36231770 RUNX1 RUNX1T1 6 6 T na 182
05H042 fusion chr8:93074937 chr21:36231770 RUNX1 RUNX1T1 6 2 F na 123
05H099 fusion chrl6:15814908 chr16:67116210 CBFB MYH11 5 34 T na 48
05H113 fusion chr16:15814908 chr16:67116210 CBFB  MYH11 5 34 T na 88
05H118 fusion chr8:93029591 chr21:36231770 RUNX1 RUNX1T1 6 6 T na 117
05H118 fusion chr8:93074855 chr21:36231770 RUNX1 RUNX1T1 6 5 F na 15
05H118 fusion chr8:93074937 chr21:36231770 RUNX1 RUNX1T1 6 2 F na 52
05H136 fusion chr16:15814908 chr16:67116210 CBFB  MYH11 5 34 T na 86
05H136 fusion chrl6:15814908 chr16:67116241 CBFB MYH11 5 34 F na 4
05H184 fusion chr8:93023319 chr21:36231770 RUNX1 RUNX1T1 6 8 F na 13
05H184 fusion chr8:93029591 chr21:36231770 RUNX1 RUNX1T1 6 6 T na 277
05H184 fusion chr8:93074855 chr21:36231770 RUNX1 RUNX1T1 6 5 F na 19
05H184 fusion chr8:93074937 chr21:36231770 RUNX1 RUNX1T1 6 2 F na 103
06H020 fusion chr16:15814908 chr16:67116210 CBFB MYH11 5 34 T na 117
06H020 fusion chr16:15814908 chrl6:67116241 CBFB  MYH11 5 34 F na 6
06HO035 fusion chr8:93029591 chr21:36231770 RUNX1 RUNX1T1 6 6 T na 166
06H035 fusion chr8:93074937 chr21:36231770 RUNX1 RUNX1T1 6 2 F na 19
06H115 fusion chr16:15814908 chr16:67116210 CBFB MYH11 5 34 T na 109
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cohorts:

CBF-AML
MLL-F
NUP98-ND1
CEBPA
MLL-PTD




Table S5. Aberrant splicing variants previously identified in AML patients detected by TAP in Leucegene samples

sample event chroml coordl coord2 event size exonl exon2 in_frame support_reads
03HO65 CD13-Vc chrl5 90347848 90348353 novel_donor 44 5 4 F 13
03H065 FLT3-Va chrl3 28623598 28624232 novel acceptor 76 8 6 F 22
03HO65  FLT3-Va chrl3 28623598 28624232  skipped_exon 140 8 6 F 22
03H065  FLT3-Vb chrl3 28624359 28631497 novel_donor 13 6 4 F 7
03HO65  FLT3-Vb chrl3 28624359 28631497  skipped_exon 130 6 4 F 7
03HO065 NOTCH2-Va chrl 120497855 120506197 skipped _exon 111 13 11 T 6
03H065 NOTCH2-Vb  chrl 120484377 120493347 skipped_exon 273 18 15 T 11
03H083 FLT3-Va chrl3 28623598 28624232 novel_acceptor 76 8 6 F 25
03H083 FLT3-Va chrl3 28623598 28624232  skipped_exon 140 8 6 F 25
03H083 NOTCH2-Vb chrl 120484377 120493347 skipped_exon 273 18 15 T 5
03H095 CD13-Vc chrl5 90347848 90348353 novel_donor 44 5 4 F 12
03H095  FLT3-Va chrl3 28623598 28624232 novel_acceptor 76 8 6 F 15
03H095  FLT3-Va chrl3 28623598 28624232  skipped_exon 140 8 6 F 15
03H095 FLT3-Vc chrl3 28623598 28631497 skipped_exon 398 8 4 F 4
03H095 NOTCH2-Vb  chrl 120484377 120493347 skipped_exon 273 18 15 T 13
03H109 CD13-Vc chrl5 90347848 90348353 novel_donor 44 5 4 F 5
03H109 FLT3-Va chr13 28623598 28624232 novel acceptor 76 8 6 F 21
03H109  FLT3-Va chrl3 28623598 28624232  skipped_exon 140 8 6 F 21
03H112 CD13-Vc chrl5 90347848 90348353 novel_donor 44 5 4 F 12
0O3H112 FLT3-Va chrl3 28623598 28624232 novel_acceptor 76 8 6 F 6
03H112  FLT3-Va chrl3 28623598 28624232  skipped_exon 140 8 6 F 6
04H030  FLT3-Va chrl3 28623598 28624232 novel_acceptor 76 8 6 F 21
04H030 FLT3-Va chrl3 28623598 28624232 skipped_exon 140 8 6 F 21
04H030  FLT3-Vb chrl3 28624359 28631497 novel_donor 13 6 4 F 5
04H030  FLT3-Vb chrl3 28624359 28631497 skipped_exon 130 6 4 F 5
04H030 NOTCH2-Va chrl 120497855 120506197 skipped_exon 111 13 11 T 5
04HO030 NOTCH2-Vb  chrl 120484377 120493347 skipped exon 273 18 15 T 10
04HO061 CD13-Va chrl5 90347848 90348552  skipped_exon 140 5 3 F 8
04H061 CD13-Vc chrl5 90347848 90348353 novel _donor 44 5 4 F 11
04H061  FLT3-Va chrl3 28623598 28624232 novel_acceptor 76 8 6 F 12
04H061 FLT3-Va chrl3 28623598 28624232 skipped_exon 140 8 6 F 12
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CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
NOTCH2-Va
NOTCH2-Vb
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
NOTCH2-Vb

chrl
chrl
chrl3
chrl3
chrl3
chrl3
chrl5
chrl5
chrl3
chrl3
chrl3
chrl3
chrl
chrl
chrl5
chrl3
chrl3
chrl
chrl
chrl3
chrl3
chrl5
chrl5
chrl3
chrl3
chrl3
chrl3
chrl
chrl
chrl3
chrl3
chrl3
chrl3
chrl

120497855
120484377
28623598
28623598
28623598
28623598
90347848
90347848
28623598
28623598
28624359
28624359
120497855
120484377
90347848
28623598
28623598
120497855
120484377
28623598
28623598
90347848
90347848
28623598
28623598
28624359
28624359
120497855
120484377
28623598
28623598
28624359
28624359
120484377

120506197
120493347
28624232
28624232
28624232
28624232
90348552
90348353
28624232
28624232
28631497
28631497
120506197
120493347
90348353
28624232
28624232
120506197
120493347
28624232
28624232
90348552
90348353
28624232
28624232
28631497
28631497
120506197
120493347
28624232
28624232
28631497
28631497
120493347

skipped_exon
skipped_exon
novel _acceptor
skipped_exon
novel _acceptor
skipped_exon
skipped_exon
novel_donor
novel _acceptor
skipped_exon
novel_donor
skipped_exon
skipped_exon
skipped_exon
novel _donor
novel_acceptor
skipped_exon
skipped_exon
skipped_exon
novel_acceptor
skipped_exon
skipped_exon
novel_donor
novel_acceptor
skipped_exon
novel _donor
skipped_exon
skipped_exon
skipped_exon
novel _acceptor
skipped_exon
novel _donor
skipped_exon
skipped_exon

111
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06H020
06H020
06H020
06H020
06H020
06HO035
06H035
06HO035
06H035
06HO035
06H035
06H115
06H115
06H115
06H115
06H115
07H099
07H099
07H099
07H099
07H137
07H137
07H137
07H137
07H137
07H144
07H144
07H144
07H144
07H144
07H144
07H144
07H144
08HO34

CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
NOTCH2-Vb
CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
NOTCH2-Va
NOTCH2-Vb
CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
NOTCH2-Vb
CD13-Va
CD13-Vc
NOTCH2-Va
NOTCH2-Vb
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
NOTCH2-Vb
CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
NOTCH2-Va
NOTCH2-Vb
CD13-Va

chrl5
chrl5
chrl3
chrl3
chrl
chrl5
chrl5
chrl3
chrl3
chrl
chrl
chrl5
chrl5
chrl3
chrl3
chrl
chrl5
chrl5
chrl
chrl
chrl3
chrl3
chrl3
chrl3
chrl
chrl5
chrl5
chrl3
chrl3
chrl3
chrl3
chrl
chrl
chrl5

90347848
90347848
28623598
28623598
120484377
90347848
90347848
28623598
28623598
120497855
120484377
90347848
90347848
28623598
28623598
120484377
90347848
90347848
120497855
120484377
28623598
28623598
28624359
28624359
120484377
90347848
90347848
28623598
28623598
28624359
28624359
120497855
120484377
90347848

90348552
90348353
28624232
28624232
120493347
90348552
90348353
28624232
28624232
120506197
120493347
90348552
90348353
28624232
28624232
120493347
90348552
90348353
120506197
120493347
28624232
28624232
28631497
28631497
120493347
90348552
90348353
28624232
28624232
28631497
28631497
120506197
120493347
90348552

skipped_exon
novel_donor
novel _acceptor
skipped_exon
skipped_exon
skipped_exon
novel_donor
novel_acceptor
skipped_exon
skipped_exon
skipped_exon
skipped_exon
novel _donor
novel_acceptor
skipped_exon
skipped_exon
skipped_exon
novel_donor
skipped_exon
skipped_exon
novel_acceptor
skipped_exon
novel_donor
skipped_exon
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novel_donor
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08HO34
08H034
08HO34
08H034
08H034
08HO034
08H034
08HO42
08H042
08HO42
08H042
08HO72
08H072
08HO72
08H072
08HO72
08H072
08HO72
08H081
08HO081
08H081
08HO081
08H081
08HO081
08H081
08HO081
08H099
08H099
08H099
08HO099
08H099
08HO099
09HO016
09HO16

CD13-Vc
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
NOTCH2-Va
NOTCH2-Vb
FLT3-Va
FLT3-Va
NOTCH2-Va
NOTCH2-Vb
CD13-Vc
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
NOTCH2-Va
NOTCH2-Vb
CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
NOTCH2-Va
NOTCH2-Vb
CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
NOTCH2-Va
NOTCH2-Vb
CD13-Vc
FLT3-Va

chrl5
chrl3
chrl3
chrl3
chrl3
chrl
chrl
chrl3
chrl3
chrl
chrl
chrl5
chrl3
chrl3
chrl3
chrl3
chrl
chrl
chrl5
chrl5
chrl3
chrl3
chrl3
chrl3
chrl
chrl
chrl5
chrl5
chrl3
chrl3
chrl
chrl
chrl5
chrl3

90347848
28623598
28623598
28624359
28624359
120497855
120484377
28623598
28623598
120497855
120484377
90347848
28623598
28623598
28624359
28624359
120497855
120484377
90347848
90347848
28623598
28623598
28624359
28624359
120497855
120484377
90347848
90347848
28623598
28623598
120497855
120484377
90347848
28623598
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28624232
28624232
28631497
28631497
120506197
120493347
28624232
28624232
120506197
120493347
90348353
28624232
28624232
28631497
28631497
120506197
120493347
90348552
90348353
28624232
28624232
28631497
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120506197
120493347
90348552
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28624232
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novel _donor
novel_acceptor
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novel_donor
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novel_donor
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skipped_exon
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09HO16
09HO040
09HO040
09HO066
09H066
09HO066
09H066
09HO066
09H066
10H008
10HO008
10H008
10HO08
10H008
10H030
10H030
10H030
10H030
10H030
10H030
10H030
10H119
10H119
10H119
10H119
10H119
10H119
10H119
11H022
11H022
11H022
11H022
11H022
11H022

FLT3-Va
FLT3-Va
FLT3-Va
CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
NOTCH2-Va
NOTCH2-Vb
CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
NOTCH2-Vb
CD13-Vc
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
NOTCH2-Va
NOTCH2-Vb
CD13-Vc
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
NOTCH2-Va
NOTCH2-Vb
CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
NOTCH2-Va
NOTCH2-Vb

chrl3
chrl3
chrl3
chrl5
chrl5
chrl3
chrl3
chrl
chrl
chrl5
chrl5
chrl3
chrl3
chrl
chrl5
chrl3
chrl3
chrl3
chrl3
chrl
chrl
chrl5
chrl3
chrl3
chrl3
chrl3
chrl
chrl
chrl5
chrl5
chrl3
chrl3
chrl
chrl

28623598
28623598
28623598
90347848
90347848
28623598
28623598
120497855
120484377
90347848
90347848
28623598
28623598
120484377
90347848
28623598
28623598
28624359
28624359
120497855
120484377
90347848
28623598
28623598
28624359
28624359
120497855
120484377
90347848
90347848
28623598
28623598
120497855
120484377

28624232
28624232
28624232
90348552
90348353
28624232
28624232
120506197
120493347
90348552
90348353
28624232
28624232
120493347
90348353
28624232
28624232
28631497
28631497
120506197
120493347
90348353
28624232
28624232
28631497
28631497
120506197
120493347
90348552
90348353
28624232
28624232
120506197
120493347

skipped_exon
novel_acceptor
skipped_exon
skipped_exon
novel_donor
novel_acceptor
skipped_exon
skipped_exon
skipped_exon
skipped_exon
novel_donor
novel_acceptor
skipped_exon
skipped_exon
novel _donor
novel_acceptor
skipped_exon
novel_donor
skipped_exon
skipped_exon
skipped_exon
novel_donor
novel_acceptor
skipped_exon
novel_donor
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skipped_exon
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140
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11H104
11H104
11H104
11H104
11H104
11H104
11H104
11H104
11H107
11H107
11H107
11H107
11H179
11H179
11H179
11H179
11H179
11H179
11H179
11H179
11H179
12H042
12H042
12H042
12H042
12H042
12H042
12H042
12H042
12H044
12H044
12H044
12H044
12H044

CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
NOTCH2-Va
NOTCH2-Vb
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
CD13-Va
CD13-Vc
CD13-Vc
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
NOTCH2-Va
NOTCH2-Vb
CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
FLT3-Vb
FLT3-Vb
NOTCH2-Va
NOTCH2-Vb
CD13-Va
CD13-Vc
FLT3-Va
FLT3-Va
FLT3-Vb

chrl5
chrl5
chrl3
chrl3
chrl3
chrl3
chrl
chrl
chrl3
chrl3
chrl3
chrl3
chrl5
chrl5
chrl5
chrl3
chrl3
chrl3
chrl3
chrl
chrl
chrl5
chrl5
chrl3
chrl3
chrl3
chrl3
chrl
chrl
chrl5
chrl5
chrl3
chrl3
chrl3

90347848
90347848
28623598
28623598
28624359
28624359
120497855
120484377
28623598
28623598
28624359
28624359
90347848
90347848
90347848
28623598
28623598
28624359
28624359
120497855
120484377
90347848
90347848
28623598
28623598
28624359
28624359
120497855
120484377
90347848
90347848
28623598
28623598
28624359

90348552
90348353
28624232
28624232
28631497
28631497
120506197
120493347
28624232
28624232
28631497
28631497
90348552
90348353
90348357
28624232
28624232
28631497
28631497
120506197
120493347
90348552
90348353
28624232
28624232
28631497
28631497
120506197
120493347
90348552
90348353
28624232
28624232
28631497

skipped_exon
novel_donor
novel _acceptor
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novel_donor
skipped_exon
skipped_exon
skipped_exon
novel _acceptor
skipped_exon
novel_donor
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novel_donor
novel _donor
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skipped_exon
novel_donor
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140
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12H044
12H044
12H044
12H045
12H045
12H045
12H045
12H045
12H045
12H045
12H098
12H098
12H098
12H098
12H098
12H098
12H098
12H165
12H165
12H165
12H165
12H165
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FLT3-Vb
NOTCH2-Va
NOTCH2-Vb

CD13-Vc

FLT3-Va
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FLT3-Vb

FLT3-Vb
NOTCH2-Va
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CD13-Vc

FLT3-Va
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FLT3-Va
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FLT3-Va
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chrl3
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28631497
120506197
120493347
90348353
28624232
28624232
28631497
28631497
120506197
120493347
90348353
28624232
28624232
28631497
28631497
120506197
120493347
90348552
90348353
28624232
28624232
28631497
28631497
120493347
28624232
28624232
120506197
120493347
90348353
28624232
28624232
28631497
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skipped_exon
skipped_exon
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novel_donor
novel _acceptor
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novel_donor
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novel_donor
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12H180
12H183
12H183
12H183
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cohorts:

CBF-AML
MLL-F
NUP98-ND1
CEBPA
MLL-PTD




