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Age at Menarche (Perry 2014)
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Chin dimple
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Coronary Artery Disease
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Crohn's Disease
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Depressive symptoms
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Ever Smoked
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Fasting Glucose



Predicted
Allele Age

LLD−AFR Recombination
Rate

Nucleotide
Diversity

Background
Selection
Statistic

CpG−Content MAF

P
ro

po
rt

io
n 

of
 H

er
ita

bi
lit

y

0.
0

0.
1

0.
2

0.
3

0.
4

Predicted
Allele Age

LLD−AFR Recombination
Rate

Nucleotide
Diversity

Background
Selection
Statistic

CpG−Content MAF

P
ro

po
rt

io
n 

of
 H

er
ita

bi
lit

y

0.
0

0.
1

0.
2

0.
3

0.
4

Female breast cup size
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Female hair loss
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Gray hair amount
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Hair color
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Hair curl
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HbA1C
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Height (Lango Allen 2010)
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Hypertension
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Inflammatory bowel disease
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Lung FEV1/FVC ratio
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Lung Forced Expiratory Volume
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Male age voice deepened
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Male back hair
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Male facial stubble
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Male pattern baldness
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Motion sickness
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Neuroticism
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Nose size
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Primary Biliary Cirrhosis
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Putamen Volume



Predicted
Allele Age

LLD−AFR Recombination
Rate

Nucleotide
Diversity

Background
Selection
Statistic

CpG−Content MAF

P
ro

po
rt

io
n 

of
 H

er
ita

bi
lit

y

0.
0

0.
1

0.
2

0.
3

0.
4

Predicted
Allele Age

LLD−AFR Recombination
Rate

Nucleotide
Diversity

Background
Selection
Statistic

CpG−Content MAF

P
ro

po
rt

io
n 

of
 H

er
ita

bi
lit

y

0.
0

0.
1

0.
2

0.
3

0.
4

Rheumatoid Arthritis
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Schizophrenia
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Shoe size
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Smoking Status
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Subject well being
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Systemic Lupus Erythematosus
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Triglycerides
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Type 2 Diabetes
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Ulcerative Colitis
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Unibrow
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Waist−hip ratio (BMI adjusted)
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Widow's peak
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Years of Education (Okbay 2016)
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Years of Education (Rietveld 2013)


