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Supplementary Figure 1. Forest plot showing the combined HR from included 
studies for the association between the expression levels of miR-200 family and OS. 
OS░=░overall survival. 

 
 



Supplementary Figure 2. Sensitivity analyses of studies regarding miR-200 family 
expression and OS. OS░=░overall survival. 
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Supplementary Figure 3. Begg’s funnel plot of standard error for assessing 

publication bias. A, miR-200a. B, miR-200b. C, miR-200c. D, miR-141. 
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Supplementary Figure 3. Begg’s funnel plot of standard error for assessing 

publication bias. A, miR-200a. B, miR-200b. C, miR-200c. D, miR-141. 

 



Supplementary Figure 4. Forest plots of subgroup analysis by study samples 
regarding the miR-200 family expression and OS of patients with ovarian cancer. A, 
the study samples were tissues. B, the study samples were blood. 
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Supplementary Figure 5. Forest plots of subgroup analysis by study kinds regarding 
the miR-200 family expression and OS of patients with ovarian cancer. A, the study 
kinds were multivariate study. B, the study kinds were univariate study. C, divided miR-
200 family into two clusters based on chromosomal location. OS░=░overall survival. 
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Supplementary Figure 5. Forest plots of subgroup analysis by study kinds regarding 

the miR-200 family expression and OS of patients with ovarian cancer. A, the study 

kinds were multivariate study. B, the study kinds were univariate study. C, divided miR-

200 family into two clusters based on chromosomal location. OS = overall survival. 
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Supplementary Figure 6. Forest plot showing the combined HR from included 
studies for the association between the expression levels of miR-200 family and PFS. 
PFS░=░progression free survival. 

 
 
 
 


