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Figure S1 - KOG functional classification of Medicago ruthenica differentially expressed transcripts in the responses
to five different abiotic stress treatments. The value of each KOG term is based on the numbers of transcripts present
in KOG term; 0 (white) indicates that no transcripts are present, or the fewest transcripts are present, and a value of 1
(dark blue) indicates the highest number of transcripts present.



