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Supplemental tables 

Table S1. Gnp4/LAX2- interacting proteins isolated by yeast two-hybrid assays 

 

 

 

  



2 
 

Table S2. Enriched GO terms in significant DEGs. 
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Table S3. Significantly enriched protein domains of up- and down-regulated 

genes in Gnp4/LAX2-overexpression compared to wild-type plants. 
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Table S4. DEGs containing AP2 domains in Gnp4/LAX2-overexpression 

compared to wild-type plants. 
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Table S5. The nucleotide diversity of Gnp4/LAX2 

 

 

N, total number of accession sequences; S, number of polymorphic (segregating) sites; H, number of haplotypes; 

πT, average number of nucleotide differences per site calculated based on the total number of polymorphic sites; 

**P <0.01, ***P <0.001. 

 

 

 

 

 

 

 

 

 

 


