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Additional file 1: Table S1: Plasmids used in this study

Plasmids Relevant characteristics References

pCR2.1-Topo AmpR. E. coli cloning vector Invitrogen

pTopoXylolso AmpR. T18 xylose isomerase in pCR2.1- This study
Topo

pET23-MTF AmpR. pET23 derivative containing N- [1]
terminal histidine tag and T7 promoter

pET23-isohis AmpR. His-tagged T18 xylose isomerase in  This study
PET23-MTF

pYES2 AmpR. Yeast expression plasmid with Invitrogen
GAL1 promoter and URAS.

pYES2-isohis AmpR. Inducible His-tagged T18 xylose This study
isomerase for protein expression in yeast

pTopoXylA AmpR. W3110 xylA in pCR2.1-Topo This study

pET23-XylAhis  AmpR. His-tagged E. coli W3110 xylA for  This study
expression in E. coli under a T7 promoter

pJB5 KanR. pUCS5, a-tubulin promoter, ble-2A, This study
a-tubulin terminator

pa-tub isohis KanR. His-tagged T18 xylose isomerase This study

cloned downstream of ble-2A of pJB5.

Zeocin selection for T18



pChlamy_3

pJB47

AmpR. Source of aph7 for hygromycin
selection in T18

KanR. T18 codon optimized E. coli W3110
xyIB under control of a-tubulin promoter
and terminator. aph7-2A for hygromycin

selection in T18

Invitrogen

This study




Additional file 1: Table S2: Primers used for cloning

Primer Sequence? Restriction site
AMJP1 ATATCT AGAATG GAGTTCTTC CCC GAG Xbal
AMJP2 TCC CCC GGG TTA GGA AAT GTAGTG GTT GAG Smal
AMJP11 ATATCT AGA ATG CAAGCC TAT TTT GAC CAG Xbal
AMJIP12 CGCGGATCCTTATTT GTC GAACAGATAATGGT BamHI
AMJP15 CACACATGT CGATGG AGT TCT TCC CCG AG AflII
AMJIP16 GA AGATCT TTA GGA AAT GTAGTG GTT GAG Bglll
AMJIP20 AAT ACC ATG GGC ATGCAAGCCTATTTTGACCAG Ncol
AMJIP39 GAT ATG CAT AAT GCACCACCACCACCACCA Nsil
AMJIP40 CAT GCG GCC GCT TAG GAAATGTAGTGG TTG AG Notl
JB028 ATT ATT TCT AGA ATG ACACAAGAATCCCTGTTAC  Xbal
JB029 ATT ATT GGT ACC GGC GCC GGG GGC GGTG Kpnl

& The restriction sites are underlined and the start or stop codons are in bold.



Additional file 1: Table S3: Primers used for gPCR

Gene

Primer name Sequence

actin

GAPDH

Xi

ble

aph7

actin2fwd CGT CCT GCG CATTGA TCT TG
actin2rvs GGC GAGCTT CTC CTT GAT GT
GAPDH2fwd GGC GTC AAC CAC AAG GAGTA
GAPDH2rvs TGT CGT TGA TGA CCT TGG CA
isogrtpcrfwdl TGA GAT TGG GGA AAC CTC GC
isogrtpcrrvsl TCT TGA CTG GTT CCG TGT CG
ble2HR-F GAC GACGTGACCCTGTTC AT
ble2HR-R TCC CGG AAG TTCGTG GACA
HRo37 CAG CGT GCT TGC AGATTT GA

HRo38 TGC TTG AGA CAG CGA CAG AG
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