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Supplemental Figure 3. Ribonucleoside separation is readily achieved with linear gradients. (A) Repre-

sentative chromatograms (A

254nm

-trace) obtained on PGC-A (left panel), PGC-B (middle panel), and C18 (right

panel) for the separation of 20 modified ribonucleosides with linear non-optimized gradients (0-100% ACN for
PGC, 0-40% ACN for C18) in microbore columns. (B) Total ion chromatograms (TICs) of 100ng of either Limited
Standard Mix (LSM) analyzed on PGC-A (left panel) and PGC-B (middle panel) or Complete Standard Mix (CSM)
analyzed on C18 (right panel) capillary nanoflow columns with ACN as the mobile phase. (C) Extracted ion chro-
matograms (XICs) of adenosine, cytidine, guanosine, pseudouridine (¥), uridine, inosine (1), methylated cytidines
(m3C, Cm, m5C), and methylated adenosines (m'A, Am [m8A; CSM only]). NL: Normalized target level.



