Supplemental file 4. Multiple sequence alignments of the predicted MpFRH1 miRNA target mRNAs in M. polymorpha and their orthologs from other liverworts.
The predicted MpFRH1 target site is indicated with a grey arrow. Region around the predicted miRNA target site (top) and overview of the alignment (bottom).

A)

Foie gras domain containing protein Mapoly0075s0041.1. B) Basic helix-loop-helix transcription factor MpRSL1 Mapoly0039s003 C) Basic helix-loop-helix

transcription factor transcript 27676 D) Nucleotide-rhamnose synthase/epimerase-reductase Mapoly0005s0120.
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1. Marchantia_polymorpha_Mapoly0075s0041.1 AAACCAGGAGTGEAGACATATAT GACATT GTETCTTCTCACGCATTTACCGTTGAGEGTGGTGETTTTGGAGETEGAAGTGE
2. Marchantia_paleacea_onekp:IHWO_scaffold_2007760 AAACCAGGT GTGEAGACATATAT GACATT GTCTCTTCTCACGCATCTACCGTTGAGECTGGTGETTCTGGAGETT GAAGTGIE
3. Conocephalum_conicum_onekp:ILBQ_scaffold_2006831 AAAGETGGC TIMGAAGAE TIMATTMAACA CTGTEAC@TTATGACGEATCMACGE T TTGAGECTGAGTETGITTGGAGGTEGAGGTGE
4. Riccia_berychiana_onekp:WJLO_scaffold_2037875 AAACGETGGTGIETAAGAGCCATTHEGACACTGTEACGTTAET CACGGEATCMHGEETITTGAGECHEGAGT AINTTTG GAAETA GAAGTGE
5. Bazzania_trilobata_onekp:WZYK_scaffold_2017318 CAACCETGGTGHEGAAGAGCHCETIAAGT GEGTEACTTAET AACCEATTITACCCTTAACEGTETGTAGTTCHEC GAGETEGAAGTCE
6. Calypogeia_fissa_onekp:RTMU_scaffold_2184173 CGAGE@TGGTGHGAAGACGACCETHEAAGT GEGTEAGTT THAACC@ATTTAGCECTTACCTGETGHEGETC GHGGAGET T GAAGTETE
7. Odontoschisma_prostratum_onekp:YBQN_scaffold_2010468 GAIGIET GG TGMA AAGACGCCCCTIMGAEGC GTGTEACGTTTHAACCTATTITACC CTTGACTGTTGTGETTCTGGAGETTGAAGTTE
8. Scapania_nemorosa_onekp:IRBN_scaffold_2015277 AGAGETGGCGMGAAAAEGGCCHETHEGAGT GHNGTEACGTT THAACT@ATTTACGCCTTGACTGETGIGE@TTCMHGGAGET T GAAGTETE
9. Plagiochila_asplenioides_onekp:NWQC_scaffold_2017380 CGAGETGGTGHAAGCAGCCCGTIHAACGC GMNGTEGE@ETT T TAACGCE@ATTITAGECTTACCEGTCGCGE@TGCTGGAGETTGAAGTTE
10. Metzgeria_grassipilis_onekp:NRWZ_scaffold_2009070 AAGEETGGTGHECAAGAGCGCHETHAACGT I IGTECETTTIHEGCACGC@ACTTGCECATTAAATGRECGTACTTITTG GAGET T GAAGTETIE
11. Pallavicinia_lyelii_onekp:YFGP_scaffold_2018616 AGGEETGGTGTAGAGAECTGTECTGACATTIGTECETT THGCACC@ATTTGECECTTAAGT TIETGET TINECMGGAGET T GAAGECE
12. Pellia_cf._epiphylla_onekp:PIUF_scaffold_2012541 AAACGECGGTGHMAAATAECETHECTEGAEGT CHGTEA THGETAACCEATCTITEEAMNTAAGGGEGGTEGETGIETAGAGETTGAAGTETE
13. Pellia_neesiana_onekp:JHFI_scaffold_2015259 AAACECGGTGMAAATAGCTETIHECHEGACGT CEGTETTHGCETAACCEATCTTECGCTTAAGGGTEGGTGETGCIETAGAGET T GAAGTETIE
14. Frullania_sp._onekp:TGKW_scaffold_2016933 CGCAEBGGGTGCAAGTAGBGAGETHEGAGT GTAMEAGHEG TIHRGACGC@ATTTACGCEGCMCAGTGIEGGAGECHCHEGGAT THGGAAGTETE
15. Lejeuneaceae_sp._onekp:CHJJ_scaffold_2020459 CGTEBEGGGTGCAAGAAGAAGIETIEGACGT GIEGTEGGHGTIRGACGEATCMACCEGCMCAGTGHECGAGECHCEGGAT TIRGGAAGTETE
16. Radula_lindenbergia_onekp:BNCU_scaffold_2011168 AAACETGGTGHMAAAGAEBCCCCTHGAGC CTGTECETT TIHGACGCE@AC CTAGECTMTAAATACAGECTIEEICMAGAAGTTGAGGIETE
17. Lunularia_cruciata_onekp:TXVB_scaffold_2076367 AAACETGGTGMGAAGAGATAT TTAAGT CTATEA@TCETGAGTE@ATCTACG@ T TAAGECTGATA@TTITG GAA@TEGAGGTETE
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MpFRH1 miRNA target site

. Marchantia_paleacea_onekp:IHWO_scaffold_2053602

. Marchantia_emarginata_onekp:TFYI_scaffold_2058323
. Conocephalum_conicum_onekp:ILBQ_scaffold_2045343
. Lunularia_cruciata_onekp:TXVB_scaffold_2076144

. Riccia_berychiana_onekp:WJLO_scaffold_2000771

. Barbilophozia_barbata_onekp:OFTV_scaffold_2118138
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. Calypogeia_fissa_onekp:RTMU_scaffold_2171979

10. Porella _pinnata_onekp:UUHD_scaffold_2133290

11. Metzgeria_crassipilis_onekp:NRWZ_scaffold_2098520
12. Pellia_neesiana_onekp:JHFI_scaffold_2015299
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. Odontoschisma_prostratum_onekp:YBQN_scaffold_212682BGAEA - - - GEGGITICEGEETGEC TECENCAAGEGETCATCETCAT G GGECTETTETETCACATCCACETGTITECAAAGGCCAAGAEGECAGIGTEAEBT GGG TEGGGCEMTEEGITACAT A AA(

AGGEA - - - GEGGTGCEGEETGEE TECENCAAGEGETEATEETCAT G GGEETETTETETCACATCCACETGTITECAAGGACCAAGAEB TEEAGCGT TABT GGG TEGG T CETACE G CACAGGAA(
AGACA - - - TEGGTGCEGEEGGEE TECETCAAGEGETEATEGTCAT G GGECTETTETCTCACATCCACETGTTETAAGGGICAAGAGAECAATATEGET GGG TEGGGCETACETTACACA AA(
AGAGAGTTGETANGCEGEETGE T TECETCAAGEGETEATECTEAT GGGEETETTETETCATATECAT T GGIRTECAAGGGHCAAGAT GEGATCATEEETGGC TEGGGCEAAGEGTATAGGAA(
BAAGAGCAGEAATIGCAGTENGEETECGCCAAGEGETEATEETEAT GGGECTETTETETEATAAAGAACGACGIEARAGGETCAAGAGGECAATAT GGEAGGGTETAGCETACEGITACACEAA(
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2. Marchantia_emarginata_onekp:TFYI_scaffold_2073264
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