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Table S1: List of the primer sets used in this study

Gene name Sequences

forward TATGCGATGGAACACCTGAG
Tyrosinase

reverse ATAGGTGCATTGGCTTCTGG

forward TCACTGATGCGGTCTTTGAC
TYRP1

reverse TTCGGGAGCTCCTCATAGTC

forward CCCGACTGTAATCGGAAGAA
TYRP2

reverse TCCAGCCACAACAGATGGTA

forward ACCCGTCTCTGGAAACTTGA
MITF

reverse TCCACAGAGGCCTTGAGAAT

forward GGCACACACACAATGGAAGT
Pmel 17

reverse GCTTCTGCAGTTGGCATGTA

forward GGGCTCTATGTTCTGCTGCT
SLC24A5

reverse TCTCCTGCAGTCTGGTGTTG

forward CTAACCCAAGGCAGAAGCTG
SLC45A2

reverse CGTATTCATGCATCCCACTG

forward GACATGCGCCTAGAGAACAA
OCA2

reverse AGCAACCTCTTTACCCAGCA

forward TGGGAAATTAAAGGCCTCCT
VDAC

reverse GCTGTCCATGCCAGGTTTAT

forward AGACCATGTCCAACCCTCTG
TRPM1

reverse CGCAGTATTTGTGTGCGAAG

Forward TTGTGATGGGTGTGAACCAC
Gapdh

reverse ACACATTGGGGGTAGGAACA
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Figure S2: Chemical Structure of Kaempferol and the major possible mass fragmentation
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Figure S3: Chemical Structure of chrysoeriol and the major possible mass fragmentation
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Figure S4: Chemical Structure of isorhamnetin and the major possible mass fragmentation
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Figure S5: Chemical Structure of laricitrin and the major possible mass fragmentation
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Figure S12: Mushroom tyrosinase inhibition activities of methanolic extract and various

organic solution fractions of Nymphaea nouchali flowers. Values are expressed as the mean +

SD (n=3). *p < 0.05 and **p < 0.01, significantly different from control, using student’s t-

test.
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melanin content were measured. Values are expressed as the mean + SD (n=3). #p < 0.05
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Figure S15: Cells (5x10° cells mI™Y) were cultured for 24 h, and the medium was then
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24 h. mRNA was extracted using TRIzol and mRNA expressions was analyzed by RT PCR.
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MRNA was extracted using TRIzol and mRNA expressions was analyzed by RT PCR.



