
Table S1. Primers used for HBV (whole genome and pre-S/S) and HDV (sHD gene fragment) nucleotide 

sequencing. 

Sequencing 

target 

Primer 

direction 

Primer ID 

(Reference) 
5ʼ-Sequence-3̕ 

HBV whole 

genome 

Forward 

C1 (1) CTGTGGAGTTACTCTCGTTTTTGC 

P01 (2) GGACTCATAAGGTGGGGAA 

P1(3) CCGGAAAGCTTGAGCTCTTCTTTTTCACCTCTGCCTAATCA 

PS1 (1) CCATATTCTTGGGAACAAGA 

PS4 (4) ACACTCATCCTCAGGCCATGCAGTG 

S1 (2) CTTCTCGAGGACTGGGGACC 

S4 (5) TGCTGCTATGCCTCATCTTCT 

S18 (5) GGATGATGTGGTATTGGGGGCCA 

X1 (1) ACCTCCTTTCCATGGCTGCT 

X5 (2) ACTCTTGGACTCBCAGCAATG 

Reverse 

C8 (2) GAGGGAGTTCTTCTTCTAGG 

P2 (3) CCGGAAAGCTTGAGCTCTTCAAAAAGTTGCATGGTGCTGG 

P3 (2) AAAGCCCAAAAGACCCACAA 

PS2 (1) GGTCCCCAGTCCTCGAGAAG 

PS8 (4) TTCCTGAACTGGAGCCACCA 

S2 (5) GGGTTTAAATGTATACCCAAAGA 

HBV PreS/S  

Forward 
PS1 (1) CCATATTCTTGGGAACAAGA 

PS4 (4) ACACTCATCCTCAGGCCATGCAGTG 

Reverse 
PS8 (4) TTCCTGAACTGGAGCCACCA 

S2 (5) GGGTTTAAATGTATACCCAAAGA 

HBV S 
Forward 

PS1a (4) GGAAAACATCACATCAGGAT 

PS1b (4) AAAATTCGCAGTCCCCAACC 

Reverse P3 (2) AAAGCCCAAAAGACCCACAA 

HDV sHD 

gene fragment 

Forward HDV-E (6) GAGATGCCATGCCGACCCGAAGAG 

Reverse HDV-A (6) GAAGGAAGGCCCTCGAGAACAAGA 
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