


Figure S1. Phylogenetic tree of nifH gene sequences. Bold names correspond to Lotus 

rhizobia, with original Lotus species and country of isolation indicated. In bold green 

are rhizobial species which have Lotus symbionts as type strains.  Previously defined 

symbiovars are indicated. Strains with unconfirmed symbiotic phenotypes in Lotus are 

marked with an arrow. Analyses were conducted with MEGA using Neighbor Joining 

Maximum Likelihood (NJML), for a total of 201 positions. Abbreviations are as in 

Figure 1.  

 


