Additional file 3:

P rotospacer sequences
Name Gene Chr Protospacer Sequence
Sngdl Hpd chrb:-:123178208:123178239 ATCAACTACACTGGCCGTTTCTTACCTGGATT
Sngd2 Hpd chr5:-:123175950:123175981 TTGTTTCCCCTCCTCCCAGGAATATGTGGACT
sgPcsk9 Pcsk9 chr4:-:106463790:106463821 CGGCGCTGGTGCCCAGGACGAGGATGGAGATT
sgRo0sa26 Rosa26 chr6:+:113076048:113076079 TGCAGATCACGAGGGAAGAGGGGGAAGGGATT
Sg Pcsk9 OT1 unannotated chr6:-:24894402:24894433 GGCGCTGTGTGTCCTGGACGAGGAACTGGACT
Sg Pcsk9 OT2 Rnf214 chr9:+:45868164:45868195 AGGAACTGGAGCAAAGGACAAQggagatgattt
Sg Pcsk9 OT3 Pcsk9 chr4:-:106463561:106463592 AGGTGCGGGAGGCGAGGGCAAGACTTAGTGCT
Sg Pcsk9 OT4 unannotated chr16:+:47959998:47960029 AGGGAACTGGGACCAGGACAAGGAGCTTGATT
sgRosa26 OT1 | Ptcd2 chr13:-:99335395:99335426 gtcataacaccagggaagaggaggcctggatt
sgRosa26 OT2 | unannotated chr1:-:96248259:96248290 TGGCAGAACagagggaagagagggggagggat
sgRosa26 OT3 | Tctn3 chr19:-:40606453:40606484 AGCAGATCAGAGGGAAGAGGGAGGGGTGGAGA
sgRosa26 OT4 [ unannotated chr3:-:121042039:121042070 TACACATCTCTGAGGGTGATGGGCTTGGGGCT
sgRosa26 OT5 [ unannotated chr10:-:8135358:8135389 TGCAGAGGTTTACAAACYY9gg9999ggggaq
sgRosa26 OT6 [ Sergef chr7:-:46544656:46544687 gccagaagaccaggtaggacttggacgacaag

TIDE Primers
Target Site 5’ Primer 3’ Primer
sgH pd 1 GGCAGGTAGTCGAACATTCC CAGCCGTGGTTAACTGAACA
sgHpd?2 CTGTGGTGTGCATGATGTC CAGCAAAATACCAGCGG
sgPcsk9 GGCTCCCGTTCTCTCTCTCT CGCTAAATCGAGGCCTACAG
sgRo0sa26 TCAGTTGGGCTGTTTTGGAG TAGGGGTTGGATAAGCCAGT

Deep-sequencing Primers

Target Site

5' Primer

3' Primer

sgPcsk9

ctacacgacgctcttccgatct GCTACTGTGCCCCACCGG

agacgtgtgctcttccgatctCTCATCAGCCAGGCCATC

sgPcsk9 OT1

ctacacgacgctcttccgatctGTGAGGTGCCAGAGTGGTGT

agacgtgtgctcttccgatctGGCTGTCAGGGTGAGAAGTG

sgPcsk9 OT2

ctacacgacgctcticcgatct CGACAAAAGAGATGAGGAGAAAA

agacgtgtgctcttccgatctTGAACTCAAGTCCTTATGCTTGC

sgPcsk9 OT3

ctacacgacgctcttccgatct CCTCCCCCATCACTCTGTG

agacgtgtgctcttccgatctTCTAGCCGTCTGGTGGTCTC

sgPcsk9 OT4

ctacacgacgctcttccgatctTTTGAAATGCAATCATAGCACA

agacgtgtgctcttccgatctGAGACAGTAGAGCAGAATGAAGGA

SsgR0sa26

ctacacgacgctcttccgatctCTTCTGAGGACCGCCCT

agacgtgtgctcttccgatctGCCTTTAAGCCTGCCCAG

sgRosa26 OT1

ctacacgacgctcttccgatct CACTGGCTTGGAACACACAA

agacgtgtgctcttccgatctGCCCACGGTTTCAGAAAGTA

sgRosa26 OT2

ctacacgacgctcttccgatct TCTCTGCCATTTCCTCTTCC

agacgtgtgctcticcgatctAAGCCCATGATTTTGTGAAA

sgRosa26 OT3

ctacacgacgctcttccgatctATGGAGAAGCCTCCCTTCAC

agacgtgtgctcttccgatctCCCTAAGTTTAACCCTCAGCA

sgRosa26 OT4

ctacacgacgctcttccgatct GACAAATATGAGTTTTTACTACCAGGA

agacgtgtgctcttccgatctCGTCTTAATGAGCCCGATCT

sgRosa26 OT5

ctacacgacgctcttccgatctTCAGGAAACACTTCCGCTTC

agacgtgtgctcttccgatctCCGAACATCAGGATGTGAAA

sgRosa26 OT6

ctacacgacgctcttccgatct GAGCTTTCTGCCTCTGTGCT

agacgtgtgctcttccgatctGGAGGAGGTGCTATCTGTGC




