
Consensus sequence P-value Motif Name

1e-13 NFkB-p65-Rel

1e-10 NFkB-p65

1e-6 NFkB-p50,p52

RELA binding, dnIkBα (304) -promoters  
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Consensus sequence P-value Motif Name

1e-129 NFkB-p65

1e-68 NFkB-p65-Rel

1e-61 NFkB-p50,p52
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A

0h

Pattern Clone1 (normalized reads>10) Clone2 (normalized reads>10) Clone1(fdr<0.05) Clone2(fdr<0.05)

1 9517 10357 0 0

2 53 64 41 43

3 38 33 26 18

4 7701 5583 6329 4424

5 163 66 159 65

1892 187 40 862 150 23

RELA binding, dnIkBα (304) -under peaks  

Under peaks (304)

Cluster number Consensus sequence P-value Motif Name % of Targets Sequences with Motif

Patterns 2Ad,4Ad 1e-69 REL 33.73%

1e-27 JunB(bZIP) 28.99%

1e-18 Sfpi1 10.65%

Pattern 3Ad 1e-16 NFkB-p65 42.42%

bZIP motif NA NA NA
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logPvalue

nucleobase-containing compound transport        

protein trimerization   

deoxynucleotide transport       

cellular response to interleukin-21

interleukin-21-mediated signaling pathway

response to interleukin-

nuclear export  

protein export from nucleus     

necrotic cell death     

programmed necrotic cell death  

negative regulation of FasL biosynthetic process        

regulation of FasL biosynthetic process 

mitochondrial tRNA pseudouridine synthesis      

ubiquitin-dependent catabolism of misfolded proteins by cytoplasm-associated proteasome 

taurine transport       

negative regulation of phosphatidylcholine biosynthetic process 

hyaloid vascular plexus regression      

acylglycerol biosynthetic process       

neutral lipid biosynthetic process      

triglyceride biosynthetic process       

cytoplasmic sequestering of protein     

regulation of response to stimulus      

negative regulation of transcription factor import into nucleus 

regulation of transcription factor import into nucleus  

cellular response to interleukin-

cytokine-mediated signaling pathway     

response to cytokine    

response to interferon-gamma    

cellular response to interferon-gamma   

response to interleukin-1

inflammatory response   

regulation of leukocyte activation      

regulation of endothelial cell apoptotic process        

regulation of cell death        

negative regulation of cellular process 

negative regulation of epithelial cell apoptotic process        

negative regulation of cell activation  

negative regulation of leukocyte activation     

negative regulation of endothelial cell apoptotic process       

negative regulation of biological process       

positive regulation of NF-kappaB transcription factor activity  

regulation of adaptive immune response  

ncRNA processing        

regulation of cytokine production       

regulation of immune system process     

regulation of adaptive immune response

regulation of type I interferon production      

ribonucleoprotein complex biogenesis    

immune response 

ribosome biogenesis     

interaction with host   

initiation of neural tube closure     

modulation of signal transduction in other organism     

termination of RNA polymerase III transcription 

monounsaturated fatty acid biosynthetic process 

negative regulation of histone H3-K27 acetylation  

modulation of signal transduction in other organism involved in symbiotic interaction   

modulation by symbiont of host signal transduction pathway      

modulation by symbiont of host I-kappaB kinase/NF-kappaB cascade        

monounsaturated fatty acid metabolic process
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