
8238 no changed genes Consensus sequence P-value Motif Name

1e-89 NFkB-p65

1e-52 NFkB-p65-Rel

1e-38 AP.1

1e-27 NFkB-p50,p52

Under 593 RELA peaks

Promoter regions: no significant motif
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Consensus sequence P-value Motif Name

1e-19 ETS

1e-10 YY1

Consensus sequence P-value Motif Name

1e-45 AP.1

1e-43 NFkB-p65-Rel

1e-31 NFkB-p65

1e-28 NFkB-p50,p52

Consensus sequence P-value Motif Name
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1e-101 NFkB-p65

1e-69 NFkB-p65-Rel

1e-52 NFkB-p50,p52

1e-43 AP.1
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No significant motif

Consensus sequence P-value Motif Name

1e-53 NFkB-p65

1e-43 AP.1

1e-28 NFkB-p65-Rel

1e-25 NFkB-p50,p52

Consensus sequence P-value Motif Name

1e-124 NFkB-p65

1e-73 NFkB-p65-Rel

1e-52 NFkB-p50,p52

1e-37 AP.1

Consensus sequence P-value Motif Name
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