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Under 593 RELA peaks

Consensus sequence P-value Motif Name
FLCORAITICCS 1e-89 NFkB-p65
AAATTICCC le-52 NFkB-p65-Rel
ATGASTCALIS le-38 AP.1
GGEGGAATCCCC 1e-27 NFkB-p50,p52

Promoter regions: no significant motif
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dnikBay RELA peaks RELA negative promoters
Consensus sequence P-value Motif Name
1119
FOCCRATTICCS le-101 NFKB-p65 S2CCACCTCE le-11 o-Myc
| AAATTCCC 1e-69 NFKB-p65-Rel
LGGGEAATECCC 1e-52 NFKB-p50,p52
ATGACTCAZIS 1le-43 AP.1
dnikBad
No significant motif
364 ATCASTCAIS le-45 AP.1
Il AAATTICCC le-43 NFkB-p65-Rel
SOLERATTICCS le-31 NFKB-p65
GCEGCAATCCCC 1le-28 NFKB-p50,p52
p+i4
1731 FOCCRAXTICCS 1e-53 NFKB-p65 ASCCGGAAGI 1e-19 ETS
ATGASTCAXS le-43 AP.1 ACCCATTTCC 1le-10 YY1
AAATICCC le-28 NFKB-p65-Rel
GGGGAATCCCC le-25 NFkB-p50,p52
P+ :
Consensus sequence P-value Motif Name
3525 SATTICCS le-124 NFKB-p65 ACTTTCACTIZIS le-4 ISRE(IRF)
AAATTICCC 1e-73 NFkB-p65-Rel
GGGGGAATCCCC 1le-52 NFKB-p50,p52
ATGASTCAXS le-37 AP.1
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