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Supplementary Figure 1. (a) Multiplexed (4-plex) snmC-seq shows reduced reverse reads (R) mapping compared to non-multi-
plexed snmC-seq (1-plex). (b) Multiplexed snmC-seq shows aberrant reverse reads base composition. (c) Trimming of 5’ end
increases the mapping rate of reverse reads (n=94). (d) Reducing dNTP concentration in random-primed DNA synthesis or
treatment with Shrimp Alkaline Phosphatase (SAP) suppresses the aberrant reverse reads base composition. (e) SAP treatment
increases the mapping rate of reverse reads for single-cell methylomes generated from human cortical tissues. (f) Comparison of
library complexity for libraries generated with snmC-seq, snmC-seq with SAP treatment (snmC-seq + SAP) and snmC-seq2
using single nuclei isolated from human cortical tissues. The elements of all box-plots are defined as following - center line,
median; box limits, first and third quartiles; whiskers, 1.5x interquartile range.
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Supplementary Figure 2. (a) Library complexity for single cell methylomes generated using different DNA binding column plates.
Zymo 96 - Zymo-Spin |-96 Binding Plates (Zymo C2004). Whatman - 384 Wells Unifilter Microplate (Whatman 7700-2110). Zymo
384 (0.7) - 384-well DNA binding column plates with glass fiber pore size 0.7 yum. Zymo 384 (1.2) - 384-well DNA binding column
plates with glass fiber pore size 1.2 ym.
(b) Enrichment of CpG islands in DNA methylome generated by traditional MethylC-seq1, snmC-seq2, scBS-seq3, sc-WGBS4 and
snmC-seq2. (c) Fraction of 1kb and 10kb non-overlapping bins covered by single cell methylome reads as a function of the
sequencing depth. (d) Coverage distribution of genome-wide CG sites shows snmC-seg2 has more uniform coverage than Meth-
ylC-seq and snmC-seq. (e-g) Comparison of the quality of methylome libraries generated by snmC-seq, snmC-seq2. (h) Library
insert size distribution for sc WGBS, snmC-seq and snmC-seg2. The elements of all box-plots are defined as following - center line,
median; box limits, first and third quartiles; whiskers, 1.5x interquartile range.
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Comaprison of snmC-seq and snmC-seq2
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Supplementary Figure 3. (a-d) Correlation of CH methylation by snmC-seq2 and snmC-seq were compared for 100bp, 250bp,
500bp and 1kb genomic bins. (e-h) Correlation of biological replicates of excitatory neuron methylomes (Exc) were compared for
100bp, 250bp, 500bp and 1kb genomic bins.
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Supplementary Methods - snmC-seq2 protocol

Protocol to bisulfite convert and generate 3,072 single-cell methylome libraries in one
experiment (8x 384-well plates) from mouse or human frozen brain tissue.

Materials
General reagents

FACS sorted single-nuclei into 384 well PCR plate

HyClone™ HyPure™ Molecular Biology Grade (MB) Water (GE Life Sci. cat. no.
SH30538.03)

200-Proof (100%) Ethanol (Koptec cat. no. V1001)

Collection of single nuclei by Fluorescence-activated Cell Sorting (FACS)

M-Digestion Buffer (Zymo cat. no. D5021-9)

Proteinase K (Zymo cat. no. D3001-2-D)

Proteinase K Storage Buffer (Zymo cat. no. D3001-2-B)
Unmethylated Lambda DNA (Promega cat. no. D1521, 100pg/uL)

Bisulfite conversion

CT Conversion Reagent (Zymo cat. no. D5003-1)
M-Solubilization Buffer (Zymo cat. no. D5021-7)
M-Dilution Buffer-Gold (Zymo cat. no. D5006-2)
M-Reaction Buffer (Zymo cat. no. D5021-8)
M-Binding Buffer (Zymo cat. no. D5021-7)
M-Wash Buffer (Zymo cat. no. D5040-4)
M-Desulphonation Buffer (Zymo cat. no. D5040-5)
M-Elution Buffer (Zymo cat. no. D5007-6)

Random primers

HPLC purified Random primers were ordered from Integrated DNA Technologies

(IDT)

P5L_ADO002_H
I5SpC3/TTCCCTACACGACGCTCTTCCGATCTCGATGT(H1:33340033)(

H1)(H1)(H1)(H1)(H1)(H1)(H1)(H1)

P5L_ADO006_H
I5SpC3/TTCCCTACACGACGCTCTTCCGATCTGCCAAT(H1:33340033)(

H1)(H1)(H1)(H1)(H1)(H1)(H1)(H1)

P5L_ADO008_H
I5SpC3/TTCCCTACACGACGCTCTTCCGATCTACTTGA(H1:33340033)(

H1)(H1)(H1)(H1)(H1)(H1)(H1)(H1)



P5L_ADO010_H
/5SpC3/TTCCCTACACGACGCTCTTCCGATCTTAGCTT(H1:33340033)(

H1)(H1)(H1)(H1)(H1)(HT)H1)(HT)

P5L_AD001_H
/5SpC3/TTCCCTACACGACGCTCTTCCGATCTATCACG(H1:33340033)(

H1)(H1)(H1)(H1)(H1)HT)HT)(HT)

P5L_AD004 H
/5SpC3/TTCCCTACACGACGCTCTTCCGATCTTGACCA(H1:33340033)(

H1)(H1)(H1)(H1)(H1)(HT)H1)(H1)

P5L_AD007_H
/5SpC3/TTCCCTACACGACGCTCTTCCGATCTCAGATC(H1:33340033)(

H1)(H1)(H1)(H1)(H1)(HT)H1)(HT)

P5L_ADO012_H
/5SpC3/TTCCCTACACGACGCTCTTCCGATCTCTTGTA(H1:33340033)(

H1)(H1)(H1)(H1)(H1)(HT)H1)(H1)

Sera-Maqg Solid Phase Reversible Immobilization (SPRI) beads

Sera-Mag SpeedBeads Magnetic Carboxylate Modified (GE Healthcare cat. no.
45152105050250)

Poly(ethylene glycol) PEG 8000 (Sigma cat no. 89510-250G-F)

TE buffer pH=8.0 (Ambion cat. no. AM9858)

5M NaCl

1M Tris-HCI pH=8.0

0.5M EDTA pH=8.0

AMPure XP beads (Beckman Coulter cat no. A63881)

100 bp DNA ladder (New England Biolabs cat no. N3231L)

snmC-seq?2 library preparation

Blue Buffer (10x) (Enzymatics cat. no. P7010-HC-L)

Klenow Exo- (50U/uL) (Enzymatics cat. no. P7010-HC-L)
Deoxynucleotide Solution Mix (10mM each dNTP) (NEB cat. no. N0447L)
Exonuclease | (20U/uL) (Enzymatics cat. no. X8010L)

Shrimp Alkaline Phosphatase (rSAP) (1U/uL) (NEB cat. no. MO371L)
Sera-Mag SPRI beads

M-Elution Buffer (Zymo cat. no. 5007-6)

EB buffer (Qiagen cat. no. 19086)

Accel-NGS® Adaptase™ Module (Swift Bio cat. no. 330384)

PS5 Indexing Primer (IDT custom DNA oligo, standard desalted)

P7 Indexing Primer (IDT custom DNA oligo, standard desalted)



KAPA HiFi HS RM (Kapa cat. no. KK2602)
Qubit dsDNA BR Assay Kit (Thermo Fisher cat. no. Q32850)

Equipment

384-Well Hardshell PCR Plate Clear, 20 Pcs/pk (Thermo Fisher cat. no.
4483285)
96-Well Hardshell PCR Plate GPLE, 20 Pcs/pk (Thermo Fisher cat. no. 4483348)
Zymo-Spin 384 Well Plate, 2 pack (Zymo cat. no. C2012)
2.0mL 96-well Deep Well Polypropylene Plate, Sterilized (USA-SCI. cat. no.
1896-2110)
Reservoir Single Well 96 Bottom High Profile, Clear (Axygen cat. no. RES-
SW96-HP)
Reservoir Single Well 96 Bottom Low Profile, Clear (Axygen cat. no. RES-SW96-
LP)
15mL Centrifuge Tubes (Olympus cat. no. 28-103)
50mL Centrifuge Tubes (Olympus cat. no. 28-106)
1.5uL Eppendorf Tubes (Thermo Fisher cat. no. 02-681-320)
300pL 8-Strip Tubes
Microamp Clear Adhesive Film, 100pc (Thermo Fisher cat. no. 4306311)
Microporous Film, -20C to 80C, 50p, sterile (USA-SCI. cat. no. 2920-1010)
Speedball Deluxe Soft Rubber Brayer, 4 inches (Statesville N.C.)
37°C Incubator
384-well and 96-well Compatible Thermocycler
DynaMag™-96 Side Magnet (Thermo Fisher cat. no. 12331D)
DynaMag™-2 Magnet (Thermo Fisher cat. no. 12321D)
Allegra 25R Centrifuge with S5700 2x96 Swinging Bucket Rotor (Beckman
Coulter cat. no. 368954)

o All centrifuge steps at 5000xg for 5 minutes at room temperature unless

otherwise specified

(Optional) Axygen DITI 50uL STE.FIL. Robotics Tips (Thermo Fisher cat. no.
EVF-50-RS)
(Optional) Axygen DITI 180uL STE.FIL. Robotics Tips (Thermo Fisher cat. no.
EVF-180-RS)
(Optional) TECAN Freedom Evo 100 Base Unit with MultiChannel™ Arm MCA
96
(Optional/Required for TECAN use) Collection Spacer/Adapter, Type 2, 26.5mm,
Te-VacS (Tecan US Inc. cat. no. 10760662)

Reagent Setup



Ethanol, 80%
To 40mL of 200-proof Ethanol, add 10uL MB water in a 50mL tube. Keep
solution sealed when not in use. Prepare ~6 tubes fresh before each library
preparation.

Digestion Buffer Plates (for FACS sorting)
In a 50mL tube, combine 15mL M-Digestion Buffer (incubate for 10 minutes at
37°C to dissolve precipitate) with 14mL MB water. Resuspend one tube
Proteinase K with 1mL Proteinase K Resuspension Buffer and add 1mL to the
digestion buffer mix. Add 10uL A DNA to aid determination of bisulfite conversion
efficiency. Vortex to mix. Aliquot 2uL per well to 20 384-well plates to use for
FACS sorting of stained nuclei (TECAN script ). Plates can be stored at 4C.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - 2uL_Digestion_Buffer.

Sera-Maq Solid Phase Reversible Immobilization (SPRI) Beads

1. Mix Sera-Mag SpeedBeads and transfer 1mL to a 1.5ml tube.

2. Place SpeedBeads on a magnetic stand until clears and carefully remove the
supernatant. Wash the beads twice with 1ml of TE. For each wash, remove the
tube from the magnet and mix by inversions. Resuspend the washed beads in
1ml of TE.

3. Add 9g of PEG 8000 to a new 50ml sterile conical tube.

4. Add 10ml of 5M NaCl to the 50ml tube.

5. Add 500ul of 1M Tris-HCI pH=8.0 and 100ul of 0.5M EDTA pH=8.0 to the 50ml
tube.

6. Mix until all dissolves into solution.

7. Add 1ml of resuspended SpeedBeads to the 50ml tube and fill the volume with
MB water.

8. Test against AMPure XP beads using 100bp DNA ladder.

CT Conversion Reagent
Add 7.9 mL M-Solubilization Buffer and 3 mL M-Dilution Buffer to a bottle of CT
Conversion Reagent. Shake vigorously at room temperature to fully dissolve
before adding 1.6 mL M-Reaction Buffer.

M-Wash Buffer
Add 288mL 200-proof Ethanol to four bottles of M-Wash buffer. Invert to mix.
Make fresh each time. Extra buffer can be stored at room temperature.




Random Primer solution

35uL random primer stock (100pM) in 7mL M-Elution buffer (500nM final primer
concentration). Aliquot to eight 96-well plates.

Random Priming Master Mix
To have sufficient reagents for robotic preparation of 3,072 reactions, prepare
3600 reactions of Random Priming Master Mix in a 15mL tube and vortex to mix.

Aliquot 180uL of master mix into each well of one 96-well plate. Keep sealed on
ice until use. Do not store.

Reagent Vol. per reaction Vol. for 3,600 reactions
Blue Buffer (10x) 1L 3600 pL
Klenow exo- (50U/pL) 0.25 pyL 900 pL
dNTP (10mM each) 0.5puL 1800 pL
MB water 3.25 uL 11700 L
Exo/rSAP Master Mix

To have sufficient reagents for robotic preparation of 3,072 reactions, prepare
3600 reactions of Exo/SAP Master Mix in a 15mL tube and vortex to mix. Aliquot
53uL master mix to each well of one 96-well plate. Keep sealed on ice until use.
Do not store.

Reagent Vol. per reaction Vol. for 3,600 reactions
Exonuclease 1 (20U/uL) 1 uL 3600 uL
rSAP (1U/uL) 0.5uL 1800 uL

Adaptase Master Mix (using Accel-NGS® Adaptase™ Module)
To have sufficient reagents for robotic preparation of 3,072 reactions, prepare
3600 reactions of Adaptase Master Mix in a 15mL tube and vortex to mix. Aliquot

48 uL master mix to each well of on 96-well plate. Keep sealed on ice until use.
Do not store.

Reagent Vol. per reaction Vol. for 3,600 reactions
EB 4.25 uL 1912.5uL

Buffer G1 2uL 900 uL

Reagent G2 2uL 900 uL

Reagent G3 1.25 uL 562.5 uL

Enzyme G4 0.5uL 225 uL

Enzyme G5 0.5uL 225 uL



PCR Primer Mix

Sequences of indexing primers with unique dual barcodes are provided in
Supplementary Table 2. Each PCR Primer Mix contains a P5L indexing primer (600 nM)
and a P7L indexing primer (1 uM).

Procedure

Bisulfite Conversion
Timing ~ 5h
1. Add 15uL CT conversion reagent to each well of 384-well plate. Pipette up and
down for 8 times to mix the sample.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - 15uL._Conversion_Buffer

2. Seal the plate with adhesive film and quick spin for 10s at 2,000xg at room
temperature. Place the plate in a thermocycler and run the following program:

98°C 8 min
64°C 3.5hrs
4°C Hold

3. Load 80pL M-Binding buffer to each well of 384-Well DNA Binding Plate.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - 80uL_Binding Buffer

4. Transfer bisulfite conversion reactions to Zymo-Spin 384 Well DNA Binding Plate.
Pipette up and down for 8 times to mix the sample. Place the 384-Well DNA Binding
Plate on a 2.0mL 96-well Deep Well Plate and centrifuge for 5 min at 5,000g.
Discard the flow through by decanting.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - 17uL_Conversion_Rxn_To_Binding_Buffer.

5. Add 100uL M-Wash Buffer to each well of 384-Well DNA Binding Plate.
Centrifuge for 5 min at 5,000g and discard the flow through by decanting.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - 100uL_M_Wash_Buffer.



6. Add 50uL M-Desulphonation Buffer to each well of 384-Well DNA Binding Plate.
Incubate at room temperature for 15 min. Centrifuge for 5 min at 5,000g and discard
the flow through by decanting.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - 50ulL_Desulphonation_Buffer.

7. Add 100uL M-Wash Buffer to each well of 384-Well DNA Binding Plate.
Centrifuge for 5 min at 5,000g and discard the flow through by decanting.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - 100uL_M_Wash_Buffer.

8. Repeat step 7.

9. Place 384-Well DNA Binding Plate on new 384-well PCR plate. Add 7uL Random
Primer Solution. Each quadrant of 384-well plate is barcoded with a distinct indexed
random primer (Fig. 1). Every two 384-well plates receive a complete set of all eight
indexed random primers. Incubate for 5 min at room temperature. Centrifuge for 5
min at 5,000g and discard the 384-Well DNA Binding Plate.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - 7uL_Primer_Elution.
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Figure 1. Schematics of single-cell barcoding with indexed random primers. Using a
TECAN Freedom Evo 100 with MultiChannel Arm MCA 96, each indexed random
primer is added into a quadrant of 384-well DNA Binding Plate. The color of each
quadrant indicates the random primer barcode.

-,

10. Seal the plate with adhesive film and store at -20°C for up to 1 week.

Random-primed DNA synthesis
Timing ~2h

1. Denature the samples by placing 384-well PCR plate on a thermocycler and run
the following program.

95°C 3 min



Immediately place the plate on ice for 2 minutes.

. Add 5uL Random Priming Master Mix to each well of the 384-well PCR plate.

Vortex and quick spin for 10s at 2,000xg.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - SuL Random_Priming_Mix.

Place the plate in a thermocycler and run the following program:

4°C 5 min
25°C 5 min
37°C 60 min
4°C Hold

Inactivation of free primers & dNTP

4.

Add 1.5uL Exo/rSAP Master Mix to each well of the 384-well PCR plate. Vortex
to mix the samples and quick spin for 10s at 2,000xg.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - TuL_Exo_rSAP_MM.

Place the plate in a thermocycler and run the following program

37°C 30 min

4°C Hold

Sample clean-up

6.

7.

Add 73.6puL (0.8x) SPRI Beads to each well of four clean 96-well PCR plates.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - BP_Add _To_Clean_96well.

Transfer samples from two 384-well plates to each 96-well plate. The eight
quadrants (from two 384-well plates) barcoded with distinct indexed random
primers are combined. Mix the samples by vortexing and incubate for 5 minutes
at room temperature, then quick spin for 10s at 2,000xg.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - BP_Transfer_Lib_384well_To_96well.



8. Place 96-well plates on DynaMag™-96 Side Magnet, let stand until solution in
wells is clear of beads (~5 minutes). Remove supernatant and wash beads 3x
with 150puL fresh 80% EtOH. Remove all EtOH, remove plates from magnet, and
let beads dry at room temperature. DO NOT overdry beads.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - BP_2Plate_150uL_EtOH_Wash.

9. Add 10uL EB buffer and resuspend beads by pipet. Vortex and incubate for 5
minutes at room temperature, then quick spin for 10s at 2,000xg. Place back on
magnet and let stand until solution is clear of beads (~5 minutes).

10.Remove 10uL supernatant to a clean 96-well PCR plate.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - 70uL_96Well_Elution.

Adaptase reaction

11.Denature the samples by placing 96-well plates on a thermocycler and run the
following program.

95°C 3 min
Immediately place the plate on ice for 2 minutes.

12.Add 10.5uL Adaptase Master Mix to each well of the 96-well PCR plate. Vortex
and quick spin for 10s at 2,000xg.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - 10uL_25ul._Adaptase KAPA. Enter 10.5uL for the volume transferred.

13.Place the plate in a thermocycler and run the following program:

37°C 30 min
95°C 2 min
4°C Hold

Library amplification




14.Add 5uL PCR Primer Mix.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - b5uL_PCR_Primer.

15.Add 25uL 2x KAPA HiFi Mix. Vortex and quick spin for 10s at 2,000xg.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - 10uL_25ul._Adaptase KAPA. Enter 25ulL for the volume transferred.

16.Place the plate in a thermocycler and run the following program:

a. 95°C 2 min
b. 98°C 30s
c. 98°C 15s
d. 64°C 30s
e. 712°C 2 min
Go to step ¢ 14 times
f. 72°C 5 min
g. 4°C Hold

Library clean-up

17.Sample cleanup. Add 40pL (0.8x) SPRI Beads to each well of four 96-well PCR
plates. Transfer contents of one 96-well plate to another to combine four 96-well
plates to two 96-well plates. Vortex and incubate for 5 minutes at room
temperature, then quick spin for 10s at 2,000xg.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - BP_Add_Beads_And_Combine_96well.

18.Place 96-well plates on DynaMag ™-96 Side Magnet, let stand until solution in
wells is clear of beads (~5 minutes). Remove supernatant and wash beads 2x
with 150puL fresh 80% EtOH. Remove all EtOH, remove plate from magnet and
let beads dry at room temperature. DO NOT overdry beads.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - BP_2Plate_150ulL_EtOH_Wash (stop script after two wash steps).

19.Add 25uL EB and resuspend beads by pipet. Vortex and incubate for 5 minutes
at room temperature, then quick spin for 10s at 2,000xg. Place back on magnet
and let stand until solution is clear of beads (~5 minutes). Remove 25uL
supernatant to a clean 96-well PCR plate.



(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - 20uL._96Well_Elution.

20. Add 20pL (0.8x) SPRI Beads to each well of two 96-well PCR plates. Transfer
contents of one 96-well plate to another to combine two 96-well plates to one 96-
well plate. Vortex and incubate for 5 minutes at room temperature, then quick
spin for 10s at 2,000xg.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - BP_Add_Beads_And_Combine_96well.

21.Place 96-well plate on DynaMag™-96 Side Magnet, let stand until solution in
wells is clear of beads (~5 minutes). Remove supernatant and wash beads 2x
with 150puL fresh 80% EtOH. Remove all EtOH, remove plate from magnet, and
let beads dry at room temperature. DO NOT overdry beads.

(Optional) This step can be automated using TECAN Freedom Evo 100 with
script - BP_1Plate_150uL_EtOH_Wash.

22.Add 20puL EB buffer and resuspend beads by pipet. Vortex and incubate for 5
minutes at room temperature, then quick spin for 10s at 2,000xg. Place back on
magnet and let stand until solution is clear of beads (~5 minutes). Combine 20uL
eluent from all wells in each column of the 96-well plate (8 wells per column, 12
columns) into 12 1.5uL Eppendorf tubes.

23.Add 128uL (0.8x) SPRI Beads to each 1.5uL Eppendorf tube. Pipette to mix and
incubate for 5 minutes at room temperature.

24 Place 1.5puL tubes on DynaMag™-2 Magnet, let stand until solution in tubes in
clear of beads (~5 minutes). Remove supernatant and wash beads 2x with 200uL
fresh 80% EtOH. Remove all EtOH, remove tubes from magnet, and let beads
dry at room temperature. DO NOT overdry beads.

25. Add 40uL EB and resuspend beads by pipet. Incubate for 5 minutes at room
temperature. Place tubes back on magnet and let stand until solution is clear of
beads (~5 minutes). Remove 40uL supernatant to 12 clean 1.5uL Eppendorf
tubes.

26.Measure concentration of each 1.5uL Eppendorf tube with Qubit dsDNA BR
Assay Kit. Normalize library concentrations and pool for sequencing.



Supplementary Table 1. Metadata for single-cell methylomes generated with snmC-seq + SAP and snmC-seq2

Sample
Pool_1681_ADD10_indexed
Pool_1686_AD00E_indexed

Pool_1693_ADD0S_indexed

Pool_2447_ADDOS_indexed
171130_MB_EB_Hs_251_BA10_AB_ADO12_indexed

171130 MB_EB_Hs_25yr BATO_DS_ADD12_index:
171130 MB_EB_Hs_25_BA10_E1_ADO10_indexed
171130_MB_EB_Hs_25yr BATO_E5_ADO02_index:

Species

Homo sapiens

Labelng
0

Bisulfte conversion method Libary ype

NeuNi+ Zymo E2.96 diact
Neus Zymo E2:96 drect

NeuNi+ Zymo EZ:96 direct
NeuNl+ Zymo EZ.96 diract
N Zymo EZ.96 direct

Plat
NeuNi+ Zymo-Spin 384 Wel Plate

NeuNi+ Zymo-pin 384 Wel Plate

samC-seq + SAP

samC-seqz

Sequencer
Ilumina HiSeq 4000
Ilumina Hiseq 4000
Ilumina HiSeq 4000
Ilumina HiSeq 4000
Ilumina Hiseq 4000
Ilumina HiSeq 4000
Ilumina HiSeq 4000
Ilumina Hiseq 4000
Ilumina HiSeq 4000

Ilumina Hiseq 4000

Totalreads
2010272
3931384

5763326
6074344

4803736

Mapped reads % Mapped reads.
637%

3246058

% Mapped forward reads % Mapped roverse reads
71.5% 55.8%

Non-clonal reads % Non-clonal reads  Fiered reads (MAPQ > 10)
1383602 5% 1124120

1654010
2081130
2500777

2553969

1341801

2059638

% Fitered reads (MAPQ > 10) mCCCICCC.
81.2% 0.00653

B1.1%

001088

mcoice

079716

0.04816

Estimated mCGICG
5 076078

079493

Estimated mCHICH
001441

0.04841
001501
0.03333

00714

003769

Coverage (%)
373

420
657
69
559
628
7
673
493
631
a8
a3
629
051
64



171130_MB_EB_Hs_25y1_ BAT0_C4_AD0OZ ndexed
171130_MB_EB_Hs_25yr_ BAT0_C7_AD002_indoxod

171130 MB_EB_Hs_25yr BAT0_HG_ADO02_indexed

171213_CEMBA_mm_P56_P63_3C_MOp_CEMBA171206_3C_1_CEMBA171206_3C_3_A1_AD0O1

180118_CEMBA_mm_P56_P63_4B_CEMBA180104_4B_1_CEMBA180104_4B_2_A12_AD010_indexed

Homo sapiens

Primary motor cort NeuNi+
Primary motor cort NeuNs
Primary motor cort NeuNi+

Primary motor cort Neuny
Primary motor cort NeuNs
imary molor cort Neu

Primary motor cort No
Primary motor cort NeuNs
e Neut

Primary motor cort No
Primary motor cort NeuNs
Primary motor cort Ne

Primary motor cort Neuny
Primary motor cort NeuNs
imary molor cort Neu

Primary motor cort NeuNi+

NeuNi+ Zymo-Spin 384 Well Plate

Zymo-Spin 384 Vel Plate

Ilumina Hiseq 4000
Itumina Hieq 4000

Ilumina Novaseq

5692524
4982350
5140650

4838528

3666614
3152871

3301530
3051783

2012129

2215577

2302679
2013680

1763389

001388
001168
0.00864

0.0108

0.00422

083617
080116
080513

8105
085445
081581
082799

073005

0.08321
0.04631

083386
079881
080343
080843

072891

0.05002
0.03504

0.00661



Supplementary Table 2. Sequence of library amplification primers for unique dual-indexing

P5 primer sequence
AATGATACGGCGACCACCGAGATCTACACACGATCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGAGAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTAGCTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATCGTCTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGACAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTTGGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATCATGCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGTTCCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATTAGCCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGATCGATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATCTTGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGATAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTAGCGTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGAGTCCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTACTCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCTGGATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGATCGTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTCAGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCCTAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTATGGCACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGGATTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACAGCGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAACGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAGTGCTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATCAAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCTTCGACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATCGTGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGGTAATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTTGTGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAATGACGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACCGGATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGCAACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACTTCACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGCCATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAGGCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGTGTTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAGTCACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGATGACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAAGTGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTCCTTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGAACAACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACAACCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCTCAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGTCTTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCGTAACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACACGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACTCGATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGAGCTGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACTGCTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGACGAACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTCGCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATGGCGATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACATGCCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCAACAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTGGTATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAACTTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGACGTCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACGTCCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATCCACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGCCTATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGCTACCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGATTGCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACACATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGCAATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATAGAGCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGACCGATAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAGACGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGAACGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGGACTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCTGCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCACATTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATGGAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGTCAACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACACACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAAGTCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGCTAGTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCCTAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACTCCTACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAATCAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGTGCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAACGTCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGGCGTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCTTACGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGTGTGATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACAGGTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTCGAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGGAAGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCGTTCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACGAGAACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGCCTGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTACAAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGATGTTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCGGTTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAACGGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGTACCAACACTCTTTCCCTACACGACGCTCT

P7 primer sequence
CAAGCAGAAGACGGCATACGAGATAGGCAATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCACCTAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCATACGGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCATCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTACCGACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCTTCGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACGCTTCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGTAGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATGCCTAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAACTCCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGTCCTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCGATTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCGTTAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGCGAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACACCGATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGTATCTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGGAGACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGTCGACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCAATCCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGACTTGTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGATGTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGGAGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAACGAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGTGTCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTAGGTTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTGTCCTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACCTGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTTAGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACAGACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGAACCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCATAGTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCCTGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACGCACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGTCTCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACTCTGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTTATGGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCGGTAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACAGAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCATAACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATCAGACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGCAACTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCCGATCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAACTTGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCAGTAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAGCAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAATGGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGGATCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACTGCACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTAAGTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTCGTACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCCTGGTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCATTGACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCTCTTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCATTCGTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTCCTCCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTGTAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGACATCTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAACCGTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCGATAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGGTTCGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGCGTTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGATTCTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCAACCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAATCCAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTGCATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCATTGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTAGGACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATAGTCGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGACCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACAAGGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAGTATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTCGAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAACTGACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCTCTACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCATCACGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCCACTTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTTCACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCGAATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCACCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAGAACTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGAAGCCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACGATTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGCTGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCAATGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCTATCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACTCTCCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAGCATACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACTCCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGGCATTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACACCTCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGCAATGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTAGAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACTAGCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGTCCATTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGCTATCGTGACTGGAGTTCAGACGTGTGCTCTT

P5 index sequence (10bp) P7 index sequence (10bp)

ACGATCAGAC
TCGAGAGTAC
CTAGCTCAAC
ATCGTCTCAC
TCGACAAGAC
CCTTGGAAAC
ATCATGCGAC
TGTTCCGTAC
ATTAGCCGAC
CGATCGATAC
GATCTTGCAC
AGGATAGCAC
GTAGCGTAAC
AGAGTCCAAC
GCTACTCTAC
CTCTGGATAC
AGATCGTCAC
GCTCAGTTAC
GTCCTAAGAC
TATGGCACAC
TCGGATTCAC
AACAGCGAAC
CCAACGAAAC
CAGTGCTTAC
GATCAAGGAC
TCTTCGACAC
ATCGTGGTAC
CGGTAATCAC
AGTTGTGCAC
AATGACGCAC
TACCGGATAC
TTGCAACGAC
CACTTCACAC
TAGCCATGAC
ACAGGCATAC
AGGTGTTGAC
CAGTCACAAC
TCGATGACAC
GAAGTGCTAC
CTTCCTTCAC
CGAACAACAC
AACAACCGAC
ACCTCAGTAC
CGTCTTCAAC
TGCGTAACAC
AACACGCTAC
ACTCGATCAC
TGAGCTGTAC
TACTGCTCAC
GACGAACTAC
CTTCGCAAAC
ATGGCGATAC
ACATGCCAAC
GTCAACAGAC
GTGGTATGAC
CCAACTTCAC
GACGTCATAC
ACGTCCAAAC
GATCCACTAC
AGCCTATCAC
AGCTACCAAC
AGATTGCGAC
CACACATCAC
GAGCAATCAC
ATAGAGCGAC
GACCGATAAC
CAGACGTTAC
CTGAACGTAC
TTGGACTGAC
GTCTGCAAAC
CCACATTGAC
GATGGAGTAC
AGGTCAACAC
TACACACGAC
CAAGTCGTAC
AGCTAGTGAC
CTCCTAGTAC
ACTCCTACAC
CAATCAGGAC
TCGTGCATAC
TAACGTCGAC
AAGGCGTAAC
TCTTACGGAC
CGTGTGATAC
AACAGGTGAC
AGTCGAAGAC
TGGAAGCAAC
CTCGTTCTAC
ACGAGAACAC
AAGCCTGAAC
CTACAAGGAC
CGATGTTCAC
ACCGGTTAAC
GAACGGTTAC
CTGTACCAAC

CATTGCCTAT
CTAGGTGAAT
TCCGTATGAT
ACGATGACAT
GTCGGTAAAT
TCGAAGGTAT
AGAAGCGTAT
CTCTACTCAT
CTAGGCATAT
TGGAGTTGAT
GAGGACTTAT
CAATCGACAT
TCTAACGCAT
TCTCGCAAAT
ATCGGTGTAT
GAGATACGAT
GTCTCCTTAT
AGTCGACAAT
CGGATTGAAT
CACAAGTCAT
TACATCGGAT
AGCTCCTAAT
ACTCGTTGAT
CTGACACAAT
CAACCTAGAT
AAGGACACAT
TGCAGGTAAT
ACCTAAGGAT
AGTCTGTGAT
AGGTTCGAAT
GACTATGCAT
TTCAGGAGAT
TGTGCGTTAT
CGAGACTAAT
CTCAGAGTAT
GCCATAACAT
TTACCGAGAT
GCTCTGTAAT
CGTTATGCAT
GTCTGATCAT
TAGTTGCGAT
TGATCGGAAT
CCAAGTTGAT
CCTACTGAAT
CTTGCTGTAT
TGCCATTCAT
TTGATCCGAT
AGTGCAGTAT
GACTTAGGAT
CGTACGAAAT
TACCAGGAAT
CGTCAATGAT
GAAGAGGTAT
GACGAATGAT
AGGAGGAAAT
CTTACAGCAT
GAGATGTCAT
TACGGTTGAT
CTATCGCAAT
TCGAACCAAT
GAACGCTTAT
CAGAATCGAT
ATGGTTGCAT
GCTGGATTAT
GATGCACTAT
ACCAATGCAT
GTCCTAAGAT
CCGACTATAT
TTGGTCTCAT
GCCTTGTTAT
GATACTGGAT
ATTCGAGGAT
GTCAGTTGAT
GTAGAGCAAT
ACGTGATGAT
TAAGTGGCAT
TGTGAAGCAT
CATTCGGTAT
TTGGTGAGAT
CAGTTCTGAT
AGGCTTCTAT
GAATCGTGAT
ACCAGCTTAT
CTCATTGCAT
CGATAGAGAT
TGGAGAGTAT
GTATGCTGAT
CTGGAGTAAT
AATGCCTCAT
TGAGGTGTAT
ACATTGCGAT
TCTCTAGGAT
CGCTAGTAAT
AATGGACGAT
GATAGCGAAT



AATGATACGGCGACCACCGAGATCTACACGCGCATATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGATAGGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATCCAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTGAGACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGATGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACGGTACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCGACTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAACGTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCTGTGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAAGTAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACTGAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGTAGGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTCGCCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAGGTAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTATCGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTCACGGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGCTCTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCAGTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACGTCTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAATTCCGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCTAGGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATCCGTTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATAGCCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTATGACCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGATTGGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAAGCTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAACCTTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGCGAGATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGTAACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCAGACACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGAAGTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTGATCCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACTGGTGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTAACCTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGCCAACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAGTTGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGTGCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACCGTGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCGTATTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTTCGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGTCAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACACCACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTAAGCACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCCTTGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAGGTTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAACACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGAGTACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGATACGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTTCTTCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATTCCGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGCTCACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGATCACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAATGCGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATGCGTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACATCGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACTGCGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCTGTCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCAAGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACCACTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTACAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTCTTGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACGCAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGCTTCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTCGTTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGAGACGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACAGGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACTCAACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGCGACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTACCTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATCTCCTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCACGATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCACAACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGTCTGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGAAGGACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCGTATCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAACACAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCCACGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATCGCAACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACGTCGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGAATACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCTTGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCGAACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACATGGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAAGACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCCTTATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGCAGACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTTAAGCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATGGATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAGAGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAAGTGGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTCAGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCCTTAACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTTGGCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAACCTCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGGATGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTATCCACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATCTCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAACGAAGACACTCTTTCCCTACACGACGCTCT

CAAGCAGAAGACGGCATACGAGATAATGGTCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAACGAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCTAGACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACGACGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGAGCTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTACACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGTCAGTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGACTACGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTACGTGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACTGCTTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCCTATGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTACCACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGTGGTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATACGCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGACCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCCAATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCTGGACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACACTGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGGTGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTGTCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTATGCCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTCGGCTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCGACAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGTAGATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGTATGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTTGCTGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGAACCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATGTCGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGAGGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAATCGCTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTGACCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGAATTGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAAGAAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACCAGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTATTCCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTCGAAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGACCTTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAAGGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACGTATGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGGACCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTATGCGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGGAAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGCGTGTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCTACGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGGCTCTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTTCCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATACTGGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACCTACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCATACTCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCACTTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCACTCGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACTGTAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTACGATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGGTGAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGCTGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGAGCAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTCGGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAACAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGCCGTAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCTTGTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAGATCCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATGCTACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGAACACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCATCCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAACGTGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGAACGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACCAGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGACCTAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCTCAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGCTGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATCGGAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATACCTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCCTGACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCAGCCTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGCATCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCCAATACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGACACAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGAGGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAAGACTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGTTATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTAGCAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCCAGAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGAGAGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACTCGGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAGTTCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGACCGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCATCTGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGCTGATAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGTCTGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACATGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGAGTTAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGCTAAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTTCCATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCATCCTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCATGAACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATCCACGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGAAGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGATAGGCGTGACTGGAGTTCAGACGTGTGCTCTT
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AGTCAGGTAC
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CATGGAACAT
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GTTCATGGAT
TCGTGGATAT
ACCTTCTCAT
GCCTATCAAT



AATGATACGGCGACCACCGAGATCTACACACCTAGACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACGACGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGAGCTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTACACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGTCAGTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGACTACGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTACGTGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACTGCTTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCCTATGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTACCACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGTGGTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATACGCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGACCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCCAATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCTGGACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACACTGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGGTGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTGTCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTATGCCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTCGGCTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCGACAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGTAGATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGTATGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTTGCTGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGAACCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATGTCGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGAGGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAATCGCTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTGACCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGAATTGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAAGAAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACCAGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTATTCCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTCGAAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGACCTTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAAGGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACGTATGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGGACCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTATGCGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGGAAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGCGTGTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCTACGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGGCTCTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTTCCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATACTGGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACCTACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATACTCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCACTTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCACTCGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACTGTAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTACGATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGGTGAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGCTGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGAGCAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTCGGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAACAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGCCGTAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCTTGTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAGATCCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATGCTACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGAACACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCATCCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAACGTGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGAACGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACCAGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGACCTAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCTCAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGCTGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATCGGAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATACCTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCCTGACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCAGCCTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGCATCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCCAATACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGACACAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGAGGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAAGACTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGTTATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTAGCAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCCAGAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGAGAGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACTCGGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAGTTCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGACCGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATCTGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCTGATAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGTCTGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACATGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGAGTTAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGCTAAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTTCCATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCATCCTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCATGAACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATCCACGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGAAGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGCAATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCACCTAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATACGGAACACTCTTTCCCTACACGACGCTCT

CAAGCAGAAGACGGCATACGAGATCATCCAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTGAGACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGATGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACGGTACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCGACTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAACGTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCTGTGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAAGTAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACTGAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGTAGGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTCGCCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAGGTAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTATCGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTCACGGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGCTCTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCAGTCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACGTCTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAATTCCGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCTAGGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATCCGTTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATAGCCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTATGACCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGATTGGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAAGCTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAACCTTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGCGAGATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGTAACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCAGACACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGAAGTCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTGATCCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACTGGTGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTAACCTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGCCAACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAGTTGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGTGCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACCGTGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGCGTATTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTTCGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGTCAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACACCACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTAAGCACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCCTTGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAGGTTCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAACACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGAGTACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGATACGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTTCTTCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATTCCGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGCTCACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGATCACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAATGCGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATGCGTCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACATCGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACTGCGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCTGTCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCAAGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACCACTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTACAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTCTTGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACGCAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGCTTCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTCGTTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGAGACGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACAGGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACTCAACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGCGACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTACCTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATCTCCTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCACGATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCACAACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGTCTGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGAAGGACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCGTATCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAACACAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCCACGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATCGCAACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACGTCGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGAATACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCTTGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCGAACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACATGGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAAGACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGCCTTATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGCAGACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTTAAGCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCATGGATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAGAGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAAGTGGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTCAGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCCTTAACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTTGGCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAACCTCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGGATGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTATCCACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATCTCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACGATCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGAGAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTAGCTCAGTGACTGGAGTTCAGACGTGTGCTCTT
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AATGATACGGCGACCACCGAGATCTACACGTCATCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTACCGACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCTTCGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACGCTTCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGTAGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATGCCTAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAACTCCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGTCCTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCGATTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCGTTAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGCGAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACACCGATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGTATCTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGGAGACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGTCGACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCAATCCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGACTTGTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGATGTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGGAGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAACGAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGTGTCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTAGGTTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTGTCCTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACCTGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTTAGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACAGACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGAACCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCATAGTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCCTGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACGCACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGTCTCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACTCTGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTTATGGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCGGTAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACAGAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCATAACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATCAGACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCAACTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCCGATCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAACTTGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCAGTAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAGCAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAATGGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGGATCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACTGCACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTAAGTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTCGTACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCCTGGTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATTGACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCTCTTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATTCGTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTCCTCCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTGTAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGACATCTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAACCGTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCGATAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGGTTCGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGCGTTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGATTCTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCAACCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAATCCAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTGCATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCATTGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTAGGACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATAGTCGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGACCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACAAGGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAGTATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTCGAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAACTGACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCTCTACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATCACGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCCACTTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTTCACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCGAATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCACCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAGAACTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGAAGCCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACGATTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGCTGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCAATGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCTATCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACTCTCCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAGCATACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACTCCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGGCATTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACACCTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCAATGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTAGAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACTAGCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGTCCATTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGCTATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAATGGTCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGTAGAACAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGGCATATTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGAACCTCGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGTCGTTAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATACCGCTGACACTCTTTCCCTACACGACGCTCT

CAAGCAGAAGACGGCATACGAGATATCGTCTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGACAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTTGGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATCATGCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGTTCCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATTAGCCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGATCGATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATCTTGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGATAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTAGCGTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGAGTCCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTACTCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCTGGATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGATCGTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTCAGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCCTAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTATGGCACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGGATTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACAGCGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAACGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAGTGCTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATCAAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCTTCGACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATCGTGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGGTAATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTTGTGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAATGACGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACCGGATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGCAACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACTTCACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGCCATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAGGCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGTGTTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAGTCACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGATGACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAAGTGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTCCTTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGAACAACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACAACCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCTCAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGTCTTCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCGTAACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACACGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACTCGATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGAGCTGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACTGCTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGACGAACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTCGCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATGGCGATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACATGCCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCAACAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTGGTATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAACTTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGACGTCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACGTCCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATCCACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGCCTATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGCTACCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGATTGCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACACATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGCAATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATAGAGCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGACCGATAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAGACGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGAACGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGGACTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCTGCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCACATTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATGGAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGTCAACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACACACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAAGTCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGCTAGTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCCTAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACTCCTACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAATCAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGTGCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAACGTCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGGCGTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCTTACGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGTGTGATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACAGGTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTCGAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGGAAGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCGTTCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACGAGAACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGCCTGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTACAAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGATGTTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCGGTTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAACGGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGTACCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCGCATATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGCTAACAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTATCTTCCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACGAAGTGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGAGCGACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGGCCAAGTGTGACTGGAGTTCAGACGTGTGCTCTT

GTCATCGTAC
TTACCGACAC
ACCTTCGAAC
ACGCTTCTAC
GAGTAGAGAC
ATGCCTAGAC
CAACTCCAAC
AAGTCCTCAC
GTCGATTGAC
GCGTTAGAAC
TTGCGAGAAC
ACACCGATAC
CGTATCTCAC
AAGGAGACAC
TGTCGACTAC
TCAATCCGAC
GACTTGTGAC
CCGATGTAAC
TAGGAGCTAC
CAACGAGTAC
TGTGTCAGAC
CTAGGTTGAC
GTGTCCTTAC
TACCTGCAAC
CCTTAGGTAC
CACAGACTAC
TCGAACCTAC
GCATAGTCAC
CTCCTGAAAC
AACGCACAAC
TAGTCTCGAC
ACTCTGAGAC
GTTATGGCAC
CTCGGTAAAC
TACAGAGCAC
GCATAACGAC
GATCAGACAC
CGCAACTAAC
TCCGATCAAC
CAACTTGGAC
TCAGTAGGAC
ACAGCAAGAC
GAATGGCAAC
CGGATCAAAC
ACTGCACTAC
CCTAAGTCAC
TTCGTACGAC
TCCTGGTAAC
CATTGACGAC
ACCTCTTCAC
CATTCGTCAC
TTCCTCCTAC
GCTGTAAGAC
GACATCTCAC
CAACCGTAAC
TGCGATAGAC
TGGTTCGAAC
AAGCGTTCAC
CGATTCTGAC
GCAACCATAC
AATCCAGCAC
AGTGCATCAC
GCATTGGTAC
CTTAGGACAC
ATAGTCGGAC
GAGACCAAAC
AACAAGGCAC
CCAGTATCAC
CCTCGAATAC
CAACTGACAC
TGCTCTACAC
CATCACGTAC
GCCACTTAAC
GCTTCACAAC
ACCGAATGAC
CTCACCAAAC
CAGAACTGAC
AGAAGCCTAC
CACGATTCAC
AAGCTGGTAC
GCAATGAGAC
CTCTATCGAC
ACTCTCCAAC
CAGCATACAC
TACTCCAGAC
GAGGCATTAC
ACACCTCAAC
CGCAATGTAC
CCTAGAGAAC
TACTAGCGAC
CGTCCATTAC
TCGCTATCAC
AATGGTCGAC
CGTAGAACAG
CTGGCATATT
AGAACCTCGC
TGTCGTTAAG
CATACCGCTG

GAGACGATAT
CTTGTCGAAT
TTCCAAGGAT
CGCATGATAT
ACGGAACAAT
CGGCTAATAT
ATCGATCGAT
GCAAGATCAT
GCTATCCTAT
TACGCTACAT
TGGACTCTAT
AGAGTAGCAT
ATCCAGAGAT
GACGATCTAT
AACTGAGCAT
CTTAGGACAT
GTGCCATAAT
GAATCCGAAT
TCGCTGTTAT
TTCGTTGGAT
AAGCACTGAT
CCTTGATCAT
GTCGAAGAAT
ACCACGATAT
GATTACCGAT
GCACAACTAT
GCGTCATTAT
ATCCGGTAAT
CGTTGCAAAT
GTGAAGTGAT
CATGGCTAAT
ATGCCTGTAT
CAACACCTAT
TGTGACTGAT
GTCATCGAAT
AGCACTTCAT
GAAGGAAGAT
GTTGTTCGAT
CGGTTGTTAT
ACTGAGGTAT
TGAAGACGAT
GTTACGCAAT
AGCGTGTTAT
GATCGAGTAT
ACAGCTCAAT
GAGCAGTAAT
AGTTCGTCAT
TTGCGAAGAT
ATCGCCATAT
TGGCATGTAT
CTGTTGACAT
CATACCACAT
GAAGTTGGAT
ATGACGTCAT
TTGGACGTAT
AGTGGATCAT
GATAGGCTAT
TGGTAGCTAT
CGCAATCTAT
GATGTGTGAT
GATTGCTCAT
CGCTCTATAT
TATCGGTCAT
AACGTCTGAT
ACGTTCAGAT
CAGTCCAAAT
TTGCAGACAT
CAATGTGGAT
ACTCCATCAT
GTTGACCTAT
CGTGTGTAAT
ACGACTTGAT
CACTAGCTAT
ACTAGGAGAT
GTAGGAGTAT
CCTGATTGAT
ATGCACGAAT
CGACGTTAAT
TACGCCTTAT
CCGTAAGAAT
ATCACACGAT
CACCTGTTAT
CTTCGACTAT
TGCTTCCAAT
AGAACGAGAT
GTTCTCGTAT
TCAGGCTTAT
CCTTGTAGAT
GAACATCGAT
TAACCGGTAT
AACCGTTCAT
TGGTACAGAT
ATATGCGCAT
CTGTTAGCGG
CGGAAGATAA
ACACTTCGTT
CGTCGCTCAA
ACTTGGCCGA



AATGATACGGCGACCACCGAGATCTACACCTTCAATAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCAGTCCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCTTACAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGAGAGACCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGCACACTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGGAGCATCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCTTGGTTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTGAAGAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACGCCATTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAATTGGTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGTGTTACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTCCTAGGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTCTCCAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGCGCAATAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTAGACCACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGACCAAGCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTATGCAACTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAACGCAGTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCATAAGCCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGGAACCAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCCATCAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGACCTGTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTAGACACTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACATGGCCTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCCAGCTCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACCAGCACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGCGATTAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTGCCGATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATCTATTGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATATTGGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGTCCATAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTACCATGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCCGGTAAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACCAGAACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATTGGCCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTGGCCAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTACGTGGTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTATTCGGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGGCATCCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTAGCAATTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTCCTCTTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGTTGTAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCAGACTTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTTAAGCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTCATAACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTCATGGTGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGGACGGAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGTGAGCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGGCATCGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATCTGGTTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTATAATGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTAAGGAATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGTAACGTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCCAGTTCTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGTAGCGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGACTGATCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGGTTGAACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGAATGGAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCGCGAACATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCGGCGAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCCAATTGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTGCAGCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAGAGGAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAATCAAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACGTTACTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTACGTTCCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAAGGTGACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGCAGGCTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTACACGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCTATGCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCGCTAGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGACAGTGGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTGCAGATTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTACGAGTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTCACAGATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAACAGATTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGAGTGAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAAGGTTCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGTTCGTAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCAGCAGAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTAACGGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACGCAAGAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGAGGCTTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTAGAGTGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCCTTGTCGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACTAATCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACCGAGATTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACACGAAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGCGACAGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGTAACCTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACGGCTAGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTACCGCGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCAAGAGATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCCTACAGCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAGTGACGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTGGCGGTTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGACACTCTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAAGCACAAACACTCTTTCCCTACACGACGCTCT

CAAGCAGAAGACGGCATACGAGATGCAATCAATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCGGAGTAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCAAGCGTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTTCTGTCTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAAGAGCAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTATGTGTGTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCCGTTGAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGCCTGTGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTATGCCGGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGACGTTAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAATCCGGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACACGAGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAACTCGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGGCACATGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTATCTCTCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGTTACCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACCTTATGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGTTAACCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGTACTCGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACCATCAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCCTTCACTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTACACCATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCTCGCATCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACGGCAGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCATACCGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTCGCATGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCACTGTTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGTAACCGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCACCGCTATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGCTCACCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGGAACGGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAATTAAGCGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGACGAGGTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTAATAGGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCCTACCGATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTATCAGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCATATAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCACCTGATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTACTCGTGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACATATGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGTACTATACGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTATCAGCCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAAGCCATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATCGCCTCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTCTGAAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTGGCCTCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCATCGGAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCACCGTATAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGTTACCTCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAAGGCCTAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACGAATCGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGTTAGAGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTTCCTCATTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGGTATTAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGCCTCCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGGCTATGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCGAGCCATAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTTCATAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTTGAGACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGGAGTATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTTACACTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCGATGATTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACGCGAGTCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGTGAAGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACGCAACGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCCACTGCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGAGCCTGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGTGAATCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCCTGTACTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTGATAAGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTACCACGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCATATACGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAACGGCCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTACGTGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTCGGAACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAACATAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAGTGTGGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGAAGCGGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCACTACGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCGACTATAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCAAGTACGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTGTTGTCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGGTTGCCTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGAATGGTAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGCAATAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGTGCGTAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGTGGCGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGGCAAGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTCTAGATGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTGGAACAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGTGGAGAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCTGCAGTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAGCTACAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATTATCTGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCATGAGCGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCTTAGGCCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGCGGATTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGACTAAGAAGTGACTGGAGTTCAGACGTGTGCTCTT

CTTCAATAGC
CTCAGTCCGT
CGCTTACAAT
AGAGAGACCG
TAGCACACTT
CGGAGCATCT
CGCTTGGTTC
CTTGAAGAGG
AACGCCATTC
ACAATTGGTC
TAGTGTTACG
CTTCCTAGGC
CTTCTCCAGC
TAGCGCAATA
TTAGACCACA
GACCAAGCAT
TATGCAACTC
TAACGCAGTC
CCATAAGCCA
CGGAACCAGT
CGCCATCAAT
AGGACCTGTA
CTAGACACTC
ACATGGCCTG
TCCAGCTCAT
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CCGCGATTAG
AGTGCCGATG
GATCTATTGG
CATATTGGAG
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AGTACCATGA
GCCGGTAAGT
TACCAGAACG
CATTGGCCAA
GCTGGCCAAT
CTACGTGGTA
CTTATTCGGA
CTGGCATCCA
CCTAGCAATT
CCTCCTCTTG
TCGTTGTAGC

CCTCATAACT
TTCATGGTGC
CGGACGGAAT
CCGTGAGCAA
TTGGCATCGC
GATCTGGTTA
CCTATAATGC
GTAAGGAATC
AAGTAACGTC
TCCAGTTCTC
CTGTAGCGCT
AGACTGATCA
CGGTTGAACG
AGAATGGAGG
GCGCGAACAT
ACCGGCGAAT
GCCAATTGCA
CCTGCAGCAT
CCAGAGGAAT
CCAATCAAGT
CACGTTACTC
CTACGTTCCA
TAAGGTGACA
AAGCAGGCTC
GCTACACGAG
TGCTATGCAG
ACCGCTAGCA
AGACAGTGGC
GTGCAGATTA
CTTACGAGTA
CCTCACAGAT
CCAACAGATT
TAGAGTGAGA
TAAGGTTCGT
TCGTTCGTAA
TCAGCAGAGG
GCTAACGGCA
ACGCAAGAAG
TAGAGGCTTA
AGTAGAGTGT
TCCTTGTCGG
CACTAATCAG
AACCGAGATT
TACACGAAGA
AGCGACAGGT
GAGTAACCTT
ACGGCTAGAG
CTACCGCGTT
GCAAGAGATG
TCCTACAGCG
CCAGTGACGA
GTGGCGGTTA
AGACACTCTA
CCAAGCACAA

GATTGATTGC
TTACTCCGGT
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TAGACAGAAC
ATTGCTCTTC
GACACACATA
CTTCAACGGC
CCACAGGCTA
TGCCGGCATA
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TTCCGGATTA
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TGGTGAGCAA
TTCCGTTCCA
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GACCTCGTCT
AGCCTATTAG
ATCGGTAGGC
ACCTGATAAG
CCTATATGCA
GATCAGGTGC
TCACGAGTAC
TGCATATGTG
GTATAGTACG
TTGGCTGATA
GATGGCTTGG
TGAGGCGATC
CCTTCAGAGC
AGAGGCCAAG
ATTCCGATGA
TATACGGTGA
TGAGGTAACA
TTAGGCCTTC
TCGATTCGTA
ACCTCTAACA
AATGAGGAAC
CTAATACCAG
TTGGAGGCCT
TCATAGCCGA
TATGGCTCGC
CCTATGAAGG
CGTCTCAAGC
CATACTCCTC
AAGTGTAAGC
AATCATCGAC
TGACTCGCGT
TTCTTCACAG
CCGTTGCGTA
ACGCAGTGGA
CCAGGCTCAA
CGATTCACTA
CAGTACAGGC
AGCTTATCAC
TTCGTGGTAG
TCGTATATGG
ATGGCCGTTC
TTCACGTACT
AGTTCCGAGC
TCTATGTTGG
TGCCACACTG
TCCGCTTCGA
ACCGTAGTGC
TATAGTCGAC
TCGTACTTGC
AGACAACACT
TAGGCAACCG
TTACCATTCG
CCTATTGCGG
CTACGCACAG
TGCGCCACAA
AACTTGCCTT
CCATCTAGAA
ATTGTTCCAC
CCTCTCCACA
GACTGCAGCA
ACTGTAGCTG
GCAGATAATC
TGCGCTCATG
AGGCCTAAGA
TAATCCGCTT
TTCTTAGTCG



AATGATACGGCGACCACCGAGATCTACACTATGTGCGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGTTAGGATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCATCTTGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGAGGAGCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGTCGATAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGCGTAGCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCAACGGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGTGCATTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTGCGTCGTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCATCCGAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCCACAGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCATCTTCTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGATACAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTCCTAGCCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCTTCCGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTACTAGGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGTGTCTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCTACACTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGGATGAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGGCCACATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCATAAGAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGGCTAGGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTAGAATCGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAACGGACTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAATATCCGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCATTCAGCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGCCTTATAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACGGATCGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACATGCCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTAGATAACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGAACCGCTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGTCTGTAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCTCGTGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATCATTCCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTGAATTCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGTGTTCTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGCAGCTTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGACCTGCTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTATTCAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTGTACACTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGCACTCCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGTGAATGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGTTACCTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGCCATCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGTAGGACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTACTTGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACGCAAGTTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTGCTAGGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCGGACACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGACACATAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCAAGTATTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGAATCGCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAATCCTAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGGCTGCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGACAAGGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGGCCATTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGTAGTTGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTGCAGTAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAACTCAGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTCTGTTCTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTTGTGCCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGATAACCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATATACCTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACCAATAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTCGTCAACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGTGTTCTTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCACAGCTGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGAACCACAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGCTAGCTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCCTAAGAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGTTGCACTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAGCTATAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGGCATCTGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCTTATCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAAGAGGAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCAATCGCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGGTGAATAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGTAACATAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGCTAATGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAATACCTTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCATGATGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACGAGCCTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATGACTGCCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGACATGAGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTAGTTGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAGGCGTCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAAGCAACAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAACTCGTGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGACATGTAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCTGCAGTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAGCTACAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATTATCTGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATGAGCGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCTTAGGCCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGCGGATTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGACTAAGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAACAACTGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCGAAGGAAACACTCTTTCCCTACACGACGCTCT

CAAGCAGAAGACGGCATACGAGATCAACAACTGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCGAAGGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAAGCTTACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATGGCGCCTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCCTATTAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAATCACGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGACCACCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACGTAGGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTGAAGGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGACGTGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAACGCCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGGTCTAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATTATGAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCTGTGAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGGTGAAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGAGGTATAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGTTAACTGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACGCGATAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTGGCTATAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACGGATAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTACCTATCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGTATTAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAACACCGGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGGCCATATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACTTATCCGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGGTCTCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACACACCGGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATGAACATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACCTAGCCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGGAATAGTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTATACCGTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCTTGCAGATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCGTGCTAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGCATTCGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTACCAGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTGATCCTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCATCGACCGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCCGAGGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGTAACACTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCACCTCTCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAATAGGCTCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATGGAACTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCCGAAGTGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTATGACTTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCAAGATGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCAAGAACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTAATCCGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGTCTCTCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTACCGTTGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGTGAATTGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTGGCACAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAACCGCTAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCAATTCGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCATGTGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCGTCATGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTATAGGCCGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCATCAAGGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCCGCAGATTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCCTGAAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGAGTCTCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTAACGCCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCACACTCTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCAATTAAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCCAACCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCAACAAGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCCATCACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTGTGCAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAATTCGACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGAGTCCTGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTAGCAACCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGGATAACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTAAGATGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCCAGCTAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCAGAAGTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCACACTTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGCGCCAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTAAGAGCTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCCAGAGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGACTATTCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCAGTAACATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACACCATGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGTTAGCACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTAACTGCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGGCAACTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTTAGTATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTTAGTCGTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACGATAAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGGCTACTTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAGCAGTGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTACCGCGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCAAGAGATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCCTACAGCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAGTGACGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTGGCGGTTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGACACTCTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAAGCACAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTATGTGCGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGTTAGGATGTGACTGGAGTTCAGACGTGTGCTCTT
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AATGATACGGCGACCACCGAGATCTACACGAAGCTTACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACATGGCGCCTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCCTATTAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAATCACGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGACCACCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACGTAGGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTGAAGGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGACGTGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAACGCCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGGTCTAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATTATGAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCTGTGAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGGTGAAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGAGGTATAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGTTAACTGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACGCGATAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTGGCTATAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACGGATAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTACCTATCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGTATTAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAACACCGGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGGCCATATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACTTATCCGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGGTCTCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACACACCGGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATGAACATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACCTAGCCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGGAATAGTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTATACCGTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCTTGCAGATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCGTGCTAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGCATTCGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTACCAGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTGATCCTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCATCGACCGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCCGAGGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGTAACACTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCACCTCTCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAATAGGCTCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATGGAACTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCCGAAGTGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTATGACTTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCAAGATGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCAAGAACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTAATCCGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGTCTCTCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTACCGTTGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGTGAATTGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTGGCACAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAACCGCTAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCAATTCGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCATGTGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCGTCATGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTATAGGCCGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCATCAAGGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCCGCAGATTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCCTGAAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGAGTCTCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTAACGCCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCACACTCTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCAATTAAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCCAACCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCAACAAGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCCATCACAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTGTGCAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAATTCGACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGAGTCCTGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTAGCAACCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGGATAACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTAAGATGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCCAGCTAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCAGAAGTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTCACACTTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGCGCCAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTAAGAGCTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCCAGAGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGACTATTCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCAGTAACATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACACCATGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGTTAGCACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTAACTGCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGGCAACTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTTAGTATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTTAGTCGTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACGATAAGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGGCTACTTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAGCAGTGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGCTAACAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTATCTTCCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACGAAGTGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGAGCGACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGGCCAAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCAATCAATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCGGAGTAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCAAGCGTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTTCTGTCTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAAGAGCAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTATGTGTGTCACACTCTTTCCCTACACGACGCTCT

CAAGCAGAAGACGGCATACGAGATCGCATCTTGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGAGGAGCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGTCGATAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGCGTAGCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCAACGGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGTGCATTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTGCGTCGTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCATCCGAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGCCACAGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCATCTTCTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGATACAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTCCTAGCCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCTTCCGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTACTAGGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGTGTCTCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGCTACACTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGGATGAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGGCCACATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCATAAGAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGGCTAGGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTAGAATCGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAACGGACTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAATATCCGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCATTCAGCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGCCTTATAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACGGATCGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACATGCCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTAGATAACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGAACCGCTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGTCTGTAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGCTCGTGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATCATTCCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTGAATTCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGTGTTCTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGCAGCTTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGACCTGCTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTATTCAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTGTACACTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGCACTCCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGTGAATGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGTTACCTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGCCATCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGTAGGACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTACTTGAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACGCAAGTTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTGCTAGGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCGGACACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGACACATAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCAAGTATTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGAATCGCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAATCCTAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGGCTGCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGACAAGGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGGCCATTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGTAGTTGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTGCAGTAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAACTCAGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTCTGTTCTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTTGTGCCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGATAACCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATATACCTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACCAATAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTCGTCAACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGTGTTCTTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCACAGCTGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGAACCACAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGCTAGCTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCCTAAGAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGTTGCACTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAGCTATAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGGCATCTGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTCTTATCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAAGAGGAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCAATCGCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGGTGAATAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGTAACATAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGCTAATGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAATACCTTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCATGATGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACGAGCCTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATATGACTGCCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGACATGAGTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTAGTTGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCAGGCGTCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAAGCAACAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAACTCGTGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGACATGTAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGTAGAACAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGGCATATTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGAACCTCGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGTCGTTAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCATACCGCTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTCAATAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTCAGTCCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGCTTACAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGAGAGACCGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGCACACTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGGAGCATCTGTGACTGGAGTTCAGACGTGTGCTCTT

GAAGCTTACT
ATGGCGCCTT
TCCTATTAGG
ACAATCACGA
TGACCACCAG
AACGTAGGCT
CTTGAAGGTT
TTGACGTGAA
ACAACGCCAA
CCGGTCTAGA
GATTATGAGG
CTCTGTGAGG
AAGGTGAAGA
GAGAGGTATA
TGTTAACTGC
TACGCGATAA
CCTGGCTATA
AACGGATAAG
CTACCTATCT
CCGTATTAAG
TAACACCGGC
CGGCCATATG
ACTTATCCGG
CTGGTCTCAA
ACACACCGGA
GATGAACATC
AACCTAGCCA
CGGAATAGTA
TTATACCGTG
TCTTGCAGAT
GCGTGCTAGT
CGCATTCGAG
CCTACCAGCT
CTTGATCCTA
CATCGACCGA
GTCCGAGGAA
CGTAACACTT
TCACCTCTCG
AATAGGCTCT
GATGGAACTA
TCCGAAGTGG
GTATGACTTC
TGCAAGATGA
GTCAAGAACT
CTAATCCGTT
TTGTCTCTCT
CTACCGTTGA
TGTGAATTGG
GTGGCACAGA
TAACCGCTAG
ACCAATTCGG
GTCATGTGAA
TGCGTCATGG
TATAGGCCGA
CCATCAAGGA
GCCGCAGATT
TGCCTGAAGT
CCGAGTCTCT
CTAACGCCAT
TCACACTCTT
GCAATTAAGG
GTCCAACCGT
GCAACAAGTT
TGCCATCACA
AGTGTGCAGA
GAATTCGACT
CGAGTCCTGA
CTAGCAACCT
GAGGATAACT
GTAAGATGAG
TGCCAGCTAA
ACCAGAAGTA
CTCACACTTA
TAGCGCCAGT
CTAAGAGCTA
TGCCAGAGCT
GACTATTCGT
GCAGTAACAT
ACACCATGAA
CGTTAGCACT
GTAACTGCAT
CTGGCAACTC
GCTTAGTATG
GTTAGTCGTC
TACGATAAGC
CGGCTACTTC
ACAGCAGTGC
CCGCTAACAG
TTATCTTCCG
AACGAAGTGT
TTGAGCGACG
TCGGCCAAGT
GCAATCAATC
ACCGGAGTAA
TGCAAGCGTG
GTTCTGTCTA
GAAGAGCAAT
TATGTGTGTC

TCAAGATGCG
CTGCTCCTCT
TTATCGACCT
TTGCTACGCT
CTCCGTTGAG
TAATGCACAG
TACGACGCAC
ACTCGGATGG
TTCTGTGGCG
AAGAAGATGC
GCTGTATCTT
CGGCTAGGAA
ACCGGAAGGT
TGCCTAGTAA
TGAGACACTC
GAGTGTAGCG
CCTCATCCGA
ATGTGGCCTC
CCTCTTATGG
GCCTAGCCAA
CCGATTCTAA
TAGTCCGTTC
GCGGATATTA
CGCTGAATGC
TATAAGGCCT
GCGATCCGTT
ACGGCATGTA
CGTTATCTAG
TAGCGGTTCT
CTACAGACAA
AACACGAGCG
AGGAATGATC
CGAATTCAAG
GAGAACACGG
TAAGCTGCCT
CAGCAGGTCA
ACTGAATAGG
TAGTGTACAC
TGGAGTGCGA
ACATTCACAG
AAGGTAACCT
CTGATGGCAA
TGTCCTACAA
TTCAAGTAGC
GAACTTGCGT
TCCTAGCAGG
TGTGTCCGCA
TATGTGTCCT
CAATACTTGC
ACGCGATTCA
TTAGGATTGG
ACGCAGCCAA
TCCTTGTCTC
TAATGGCCGG
CCAACTACGG
ATTACTGCAC
TGCTGAGTTA
CAGAACAGAA
TGGCACAAGC
TTGGTTATCG
GAGGTATATC
ACTATTGGTG
AGTTGACGAA
TAAGAACACG
GCAGCTGTGA
TTGTGGTTCA
AAGCTAGCGG
CTTCTTAGGC
TAGTGCAACA
TTATAGCTGG
CCAGATGCCA
CTGATAAGAC
CCTCCTCTTG
TTGCGATTGC
TATTCACCGA
CTATGTTACG
CCATTAGCTT
GAAGGTATTG
TCATCATGAG
GAGGCTCGTT
CGGCAGTCAT
AACTCATGTC
TGCAACTAAG
TTGACGCCTG
TTGTTGCTTC
CCACGAGTTA
TCTACATGTC
CTGTTCTACG
AATATGCCAG
GCGAGGTTCT
CTTAACGACA
CAGCGGTATG
GCTATTGAAG
ACGGACTGAG
ATTGTAAGCG
CGGTCTCTCT
AAGTGTGCTA
AGATGCTCCG



AATGATACGGCGACCACCGAGATCTACACGCCGTTGAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGCCTGTGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTATGCCGGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGACGTTAGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAATCCGGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACACGAGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACAACTCGAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGGCACATGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTATCTCTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGTTACCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACCTTATGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGTTAACCAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGTACTCGCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAACCATCAAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCCTTCACTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTACACCATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCTCGCATCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACGGCAGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCATACCGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTCGCATGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACCACTGTTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGTAACCGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCACCGCTATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGCTCACCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGGAACGGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAATTAAGCGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGACGAGGTCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTAATAGGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCCTACCGATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTATCAGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGCATATAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCACCTGATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTACTCGTGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCACATATGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGTACTATACACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTATCAGCCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAAGCCATCACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGATCGCCTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTCTGAAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTTGGCCTCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCATCGGAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCACCGTATAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGTTACCTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAAGGCCTAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACGAATCGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGTTAGAGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTTCCTCATTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGGTATTAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGGCCTCCAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGGCTATGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCGAGCCATAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCTTCATAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTTGAGACGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAGGAGTATGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTTACACTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCGATGATTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACACGCGAGTCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGTGAAGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTACGCAACGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCCACTGCGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGAGCCTGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTAGTGAATCGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCCTGTACTGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTGATAAGCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTACCACGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCATATACGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGAACGGCCATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTACGTGAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCTCGGAACTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCAACATAGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCAGTGTGGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTCGAAGCGGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCACTACGGTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTCGACTATAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGCAAGTACGAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAGTGTTGTCTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGGTTGCCTAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCGAATGGTAAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCCGCAATAGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACCTGTGCGTAGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTGTGGCGCAACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACAAGGCAAGTTACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTTCTAGATGGACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACGTGGAACAATACACTCTTTCCCTACACGACGCTCT
AATGATACGGCGACCACCGAGATCTACACTGTGGAGAGGACACTCTTTCCCTACACGACGCTCT

CAAGCAGAAGACGGCATACGAGATCGCTTGGTTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTGAAGAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACGCCATTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACAATTGGTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGTGTTACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTCCTAGGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTCTCCAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGCGCAATAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTAGACCACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGACCAAGCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTATGCAACTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAACGCAGTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCATAAGCCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGGAACCAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGCCATCAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGGACCTGTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTAGACACTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACATGGCCTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCCAGCTCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACCAGCACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGCGATTAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTGCCGATGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATCTATTGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCATATTGGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGTCCATAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTACCATGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCCGGTAAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACCAGAACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCATTGGCCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTGGCCAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTACGTGGTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTATTCGGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGGCATCCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTAGCAATTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTCCTCTTGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGTTGTAGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCAGACTTCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTTAAGCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTCATAACTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTCATGGTGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGGACGGAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCGTGAGCAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTTGGCATCGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGATCTGGTTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTATAATGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTAAGGAATCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGTAACGTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCCAGTTCTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTGTAGCGCTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGACTGATCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCGGTTGAACGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGAATGGAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCGCGAACATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCGGCGAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCCAATTGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTGCAGCATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAGAGGAATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAATCAAGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACGTTACTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTACGTTCCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAAGGTGACAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAAGCAGGCTCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTACACGAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTGCTATGCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACCGCTAGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGACAGTGGCGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGTGCAGATTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCTTACGAGTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCTCACAGATGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCCAACAGATTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGAGTGAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAAGGTTCGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCGTTCGTAAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCAGCAGAGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGCTAACGGCAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACGCAAGAAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTAGAGGCTTAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGTAGAGTGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTCCTTGTCGGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATCACTAATCAGGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAACCGAGATTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATTACACGAAGAGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATAGCGACAGGTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATGAGTAACCTTGTGACTGGAGTTCAGACGTGTGCTCTT
CAAGCAGAAGACGGCATACGAGATACGGCTAGAGGTGACTGGAGTTCAGACGTGTGCTCTT

GCCGTTGAAG
TAGCCTGTGG
TATGCCGGCA
AGACGTTAGT
TAATCCGGAA
AACACGAGAA
ACAACTCGAG
CGGCACATGA
CTATCTCTCA
AAGTTACCAG
TACCTTATGC
TGTTAACCAG
TTGTACTCGC
AACCATCAAG
TCCTTCACTA
GTACACCATG
TCTCGCATCG
TACGGCAGAA
CCATACCGCA
AGTCGCATGG
ACCACTGTTA
TAGTAACCGA
GCACCGCTAT
TTGCTCACCA
TGGAACGGAA
AATTAAGCGG
AGACGAGGTC
CTAATAGGCT
GCCTACCGAT
CTTATCAGGT
TGCATATAGG
GCACCTGATC
GTACTCGTGA
CACATATGCA
CGTACTATAC
TATCAGCCAA
CCAAGCCATC
GATCGCCTCA
GCTCTGAAGG
CTTGGCCTCT
TCATCGGAAT
TCACCGTATA
TGTTACCTCA
GAAGGCCTAA
TACGAATCGA
TGTTAGAGGT
GTTCCTCATT
CTGGTATTAG
AGGCCTCCAA
TCGGCTATGA
GCGAGCCATA
CCTTCATAGG
GCTTGAGACG
GAGGAGTATG
GCTTACACTT
GTCGATGATT
ACGCGAGTCA
CTGTGAAGAA
TACGCAACGG
TCCACTGCGT
TTGAGCCTGG
TAGTGAATCG
GCCTGTACTG
GTGATAAGCT
CTACCACGAA
CCATATACGA
GAACGGCCAT
AGTACGTGAA
GCTCGGAACT
CCAACATAGA
CAGTGTGGCA
TCGAAGCGGA
GCACTACGGT
GTCGACTATA
GCAAGTACGA
AGTGTTGTCT
CGGTTGCCTA
CGAATGGTAA
CCGCAATAGG
CTGTGCGTAG
TTGTGGCGCA
AAGGCAAGTT
TTCTAGATGG
GTGGAACAAT
TGTGGAGAGG

GAACCAAGCG
CCTCTTCAAG
GAATGGCGTT
GACCAATTGT
CGTAACACTA
GCCTAGGAAG
GCTGGAGAAG
TATTGCGCTA
TGTGGTCTAA
ATGCTTGGTC
GAGTTGCATA
GACTGCGTTA
TGGCTTATGG
ACTGGTTCCG
ATTGATGGCG
TACAGGTCCT
GAGTGTCTAG
CAGGCCATGT
ATGAGCTGGA
TGTGCTGGTG
CTAATCGCGG
CATCGGCACT
CCAATAGATC
CTCCAATATG
CTATGGACTT
TCATGGTACT
ACTTACCGGC
CGTTCTGGTA
TTGGCCAATG
ATTGGCCAGC
TACCACGTAG
TCCGAATAAG
TGGATGCCAG
AATTGCTAGG
CAAGAGGAGG
GCTACAACGA
TGAAGTCTGC
CTGCTTAAGG
AGTTATGAGG
GCACCATGAA
ATTCCGTCCG
TTGCTCACGG
GCGATGCCAA
TAACCAGATC
GCATTATAGG
GATTCCTTAC
GACGTTACTT
GAGAACTGGA
AGCGCTACAG
TGATCAGTCT
CGTTCAACCG
CCTCCATTCT
ATGTTCGCGC
ATTCGCCGGT
TGCAATTGGC
ATGCTGCAGG
ATTCCTCTGG
ACTTGATTGG
GAGTAACGTG
TGGAACGTAG
TGTCACCTTA
GAGCCTGCTT
CTCGTGTAGC
CTGCATAGCA
TGCTAGCGGT
GCCACTGTCT
TAATCTGCAC
TACTCGTAAG
ATCTGTGAGG
AATCTGTTGG
TCTCACTCTA
ACGAACCTTA
TTACGAACGA
CCTCTGCTGA
TGCCGTTAGC
CTTCTTGCGT
TAAGCCTCTA
ACACTCTACT
CCGACAAGGA
CTGATTAGTG
AATCTCGGTT
TCTTCGTGTA
ACCTGTCGCT
AAGGTTACTC
CTCTAGCCGT
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