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DMPs in DNase I sites (probably TF sites) in cell lines for encode Unnamed

B
la

st
ul

a

B
lo

od

B
lo

od
 v

es
se

l

B
on

e

B
ra

in

B
ra

in
 h

ip
po

ca
m

pu
s

B
re

as
t

C
er

eb
el

la
r

C
er

vi
x

C
ol

on
C

on
ne

ct
iv

e

E
S

 C
el

l

E
m

br
yo

ni
c 

lu
ng

E
pi

th
el

iu
m

E
ye

F
et

al
 m

em
br

an
e

F
or

es
ki

n

G
in

gi
va

l

H
ea

rt

IP
S

K
id

ne
y

Li
ve

r

Lu
ng

M
us

cl
e

M
yo

m
et

riu
m

N
er

vo
us

P
an

cr
ea

s

P
an

cr
ea

tic
 d

uc
t

P
ro

st
at

e

S
ki

n

S
pi

na
l c

or
d

Te
st

is
U

ro
th

el
iu

m
U

te
ru

s

●

●

●

●

●

●

● ●

●

●
●

●

●

●

●

●

●

●

●
● ●

●

● ● ●

●
● ●

●

●

●
●

●

● ●

●

●

●

●

●

●

● ●

●

●

●

●●

●

● ●

●

●

●
●

●
●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

● ● ●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

● ● ●

●

●

●

●

● ●

●
● ● ● ●

●

●

●

●
●

●

●

●

●

●

●

●●

●

●

●

●

●

●

● ●

●

●
●

●

●

●

●

●

●

●

●
● ●

●

● ● ●

●
● ●

●

●

●
●

●

● ●

●

●

●

●

●

●

● ●

●

●

●

●●

●

● ●

●

●

●
●

●
●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

● ● ●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

● ● ●

●

●

●

●

● ●

●
● ● ● ●

●

●

●

●
●

●

●

●

●

●

●

●●

H
T

R
8s

vn

A
du

lt_
C

D
4+

C
D

14
+

C
D

20
+

C
D

34
+

C
LL

C
M

K

G
M

06
99

0

G
M

12
86

4

G
M

12
86

5

G
M

12
87

8

G
M

12
89

1

G
M

12
89

2

G
M

18
50

7

G
M

19
23

8

G
M

19
23

9

G
M

19
24

0

H
L−

60

Ju
rk

at

K
56

2

N
B

4

T
h1

T
h2

A
oA

F

A
oS

M
C

H
B

M
E

C

H
M

V
E

C
−

LB
l

H
M

V
E

C
−

LL
y

H
M

V
E

C
−

dA
d

H
M

V
E

C
−

dB
l−

A
d

H
M

V
E

C
−

dB
l−

N
eo

H
M

V
E

C
−

dL
y−

A
d

H
M

V
E

C
−

dL
y−

N
eo

H
M

V
E

C
−

dN
eo

H
PA

E
C

H
PA

F

H
U

V
E

C

O
st

eo
bl

B
E

2_
C

G
lio

bl
a

M
ed

ul
lo

S
K

−
N

−
M

C

S
K

−
N

−
S

H

H
A

−
h

H
M

E
C

H
M

F

M
C

F
−

7

T
−

47
D

H
A

c

H
eL

a−
S

3

C
ac

o−
2

H
C

T
−

11
6

H
V

M
F

H
9E

S

H
E

S
C

hE
S

C
T

0

W
I−

38

A
54

9

H
A

E
pi

C

H
C

P
E

pi
C

H
E

E
pi

C

H
IP

E
pi

C

H
N

P
C

E
pi

C

H
P

dL
F

H
R

C
E

pi
C

H
R

E

H
R

P
E

pi
C

R
P

T
E

C

S
A

E
C

pH
T

E

H
C

on
F

W
E

R
I−

R
b−

1

C
ho

rio
n

H
F

F

H
F

F
−

M
yc

A
G

09
31

9

H
G

F

H
C

F

H
C

Fa
a

H
C

M

iP
S

H
R

G
E

C

89
88

T

H
ep

G
2

H
ep

at
oc

yt
es

H
uh

−
7

H
uh

−
7.

5

S
te

lla
te

A
G

04
45

0

H
P

F

N
H

LF

E
_m

yo
bl

as
t

H
S

M
M

S
K

M
C

M
yo

m
et

r

N
H

−
A

PA
N

C
−

1

P
an

Is
le

tD

P
an

Is
le

ts

H
P

D
E

6−
E

6E
7

LN
C

aP

P
rE

C

R
W

P
E

1

A
G

04
44

9

A
G

09
30

9

A
G

10
80

3

B
J

F
ib

ro
P

F
ib

ro
bl

M
el

an
o

N
H

D
F

−
A

d

N
H

D
F

−
ne

o

N
H

E
K

P
ro

gF
ib

H
A

−
sp

N
T

2−
D

1

U
ro

th
el

ia

Is
hi

ka
w

a

Cell

−
lo

g1
0 

bi
no

m
ia

l p
−

va
lu

e

●

●

●

FDR q−value

q < 0.01
q < 0.05
non−sig

●

●

●

FDR q−value

q < 0.01
q < 0.05
non−sig


