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SI 1: UltraScan application ‘us_mwl_species_sim’ (top) with simulation parameter controls (bottom) 
allowing the user to select appropriate run parameters for the synchronous time grid models needed 
for spectral decomposition of MWL-AUC data.



SI 2: Top: 3D view of a single scan from a simulated, time-synchronized MWL-AUC dataset derived 
from the iterative 2DSA models. Bottom: Multi-wavelength data viewer in UltraScan.



SI 4: Multi-wavelength AUC Species Fit module (us_mwl_species_fit)

SI 3: Sedimentation movie of HSA-PPIX-Zn after 
simulation of time-synchronized MWL-AUC 
surfaces for each scan.


