Database Level AMR Class, Median Median Kruskal-Wallis
Mechanism, or normalized normalized test p-value
Group Value abundance in high | abundance in low
Bifidobacterium Bifidobacterium
samples (range) samples (range)
Class Tetracyclines 0.0467 (0-0.815) | 0.522 (0-2.51) 0.000709
Mechanism Class A 0(0-0.401) 0.242 (0-1.14) 0.000347
Betalactamases
(Class
Betalactamases)
Mechanism Tetracycline 0.0123 (0-0.815) | 0.444 (0-2.05) 0.000153
Resistance
Ribosomal Proteins
(Class
Tetracyclines)
Group TETQ (Class 0 (0—0.0455) 0.343 (0-2.05) 0.0000467

Tetracyclines)
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