
 

Description of Additional Supplementary Information 

 

File Name: Supplementary Data 1 

Description: Dynamic Organellar Maps profiles and MR plot shift analysis. Processed mass 
spectrometry data used to produce the Dynamic Organellar Maps of wildtype, AP4B1 knockout and 
AP4E1 knockout cells, related to Fig. 1. Sheet 1 shows normalised SILAC ratio profiles used to 
generate the maps. Sheet 2 shows the data used to generate the MR plot shown in Fig. 1e. 

File Name: Supplementary Data 2 

Description: Dynamic Organellar Maps marker protein neighbourhood analysis. Results of the 
neighbourhood analysis performed on the Organellar Maps data shown in Supplementary Data 1, 
related to Fig. 1.  

File Name: Supplementary Data 3 

Description: AP-4 vesicle profiling MS data. Processed mass spectrometry data used in the 
comparative profiling of vesicle fractions from control and AP-4-depleted cells, related to Fig. 2b and 
Supplementary Fig. 2a.  

File Name: Supplementary Data 4 

Description: AP-4 knockouts proteomic analyses and TEPSIN-GFP IP MS data. Processed mass 
spectrometry data, related to Fig. 2d, f and Supplementary Fig. 1c and 2e. Sheet 1 shows the data 
used for global proteomic analysis of AP-4 knockout HeLa cells. Sheet 2 shows the data used for 
membrane fraction analysis of AP-4 knockout cells. Sheet 3 shows the data from the sensitive 
TEPSIN-GFP immunoprecipitations and sheet 4 shows the data from the conventional TEPSIN-GFP 
immunoprecipitations.  

File Name: Supplementary Data 5 

Description: AP-4 BioID MS data. Processed mass spectrometry data and analysis from the AP-4 
BioID experiments, related to Fig. 2e and Supplementary Fig. 2b-d. Sheet 1 shows the LFQ intensity 
data. Sheet 2 shows the data with control compression. Sheets 3-6 show the data following 
transformation and imputation, used to generate the volcano plots for each AP-4 subunit. 


