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Supplementary information

Supplementary Figure 1. Representative graph shows the rarefaction of sample (Shannon).The similar
rarefaction measures for other indexes (observed species index, ACE index, and Simpson index) were

performed in the same manner.
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Supplementary Table 1. Comparisons of relative abundance of gut bacteria at the level of species in
obesity and control groups. Data are present as median (quartile Q1, Q3) and interquartile range (IQR)

Species Obesity Okl)gzty Control C(Tgc;ol P-value FDR
Coprobacillus 0
_cateniformis 0 (0,0) 0.000 (0,0.00407275) 0.004 0.011 0.077
Staphylococcu
s_capitis 0(0,0) 0.000 0(0,0) 0.000 0.012 0.085
Blautia_hanse
nii 0(0,0) 0.000 0(0,0) 0.000 0.013 0.088
Parvimonas_ 0
micra 0(0,0) 0.000 (0,0.00272625) 0.003 0.013 0.088
Bifidobacteriu 0
m_breve 0(0,0) 0.000 (0,0.00867875) 0.009 0.014 0.092
Terrisporobac
ter_glycolicus 0 (0,0) 0.000 0 (0,0.004059) 0.004 0.015 0.096
Dialister_succi
natiphilus 0(0,0) 0.000 0(0,0) 0.000 0.016 0.097
Anaerotruncu 0
s_colihominis 0 (0,0) 0.000 (0,0.0114675) 0.011 0.018 0.104
Lactobacillus 0.0533995
rogosae — (0.0059865, 0.0122135

0.26305025) 0.257 (0,0.0575285) 0.058 0.018 0.106
Oribacterium_
sinus 0(0,0) 0.000 0(0,0) 0.000 0.023 0.129
Clostridium_c
olinum 0(0,0) 0.000 0(0,0) 0.000 0.024 0.130
Bacteroides d 7.3311575 2.039316
orei - (1.6936,23.9 (0.529311,8.78

1409225) 22.220 872) 8.259 0.026 0.132
Eubacterium_ 0
siraeum 0(0,0) 0.000 (0,0.01680775) 0.017 0.025 0.132
Ruminococcus
_lactaris 0(0,0) 0.000 0(0,0.004556) 0.005 0.025 0.132
- .. 0
Eéal'Ster—'”‘”s (0,0.018118 0.026985

75) 0.018 (0,0.509202) 0.509 0.027 0.132
Streptococcus
_mutans 0(0,0) 0.000 0(0,0) 0.000 0.027 0.132
RUMINOCOCCUS 0.19293 0.291623
torques (0.0515635, (0.1101765,0.9
- 0.4552475) 0.404 86532) 0.876 0.034 0.164
Clostridium_s
piroforme 0(0,0) 0.000 0(0,0) 0.000 0.035 0.166
Brevundimon
as_vesicularis 0 (0,0) 0.000 0(0,0) 0.000 0.043  0.177
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culi

Roseburia_inu
linivorans

Desulfovibrio_
piger

Alistipes_indis
tinctus

Lactobacillus_
oris
Roseburia_fae
cis
Clostridium_ci
troniae
Kocuria_palus
tris

0(0,0)

0(0,0)
0.4668695
(0.08067775
,1.68742625
)

0.050782
(0.005135,0.
26589925)

0(0,0)

0(0,0)

0(0,0)

0(0,0)

0(0,0)
0.1401575
(0.005724,0.
55318125)
0
(0,0.012423
5)

0
(0,0.020134
25)

0(0,0)
0.208197

(0.05144575
,0.938633)

0(0,0)
0.001961
(0,0.059245
25)

0(0,0)

0(0,0)

0(0,0)

0(0,0)

0.000

0.000

1.607

0.261

0.000

0.000

0.000

0.000

0.000

0.547

0.012

0.020

0.000

0.887

0.000

0.059

0.000

0.000

0.000

0.000

0(0,0)

0(0,0)
0.283268
(0.01821225,1.
41034675)

0.0318795
(0,0.4652535)

0(0,0)

0(0,0)

0(0,0)

0(0,0)

0(0,0)

0.117282
(0,0.39638)

0
(0,0.0148015)

0.0042725
(0,0.012037)

0(0,0)
0.1366435

(0.018166,1.00
91595)

0(0,0)

0(0,0.032919)
0(0,0)
0(0,0)
0(0,0)

0(0,0)

0.000

0.000

1.392

0.465

0.000

0.000

0.000

0.000

0.000

0.396

0.015

0.012

0.000

0.991

0.000

0.033

0.000

0.000

0.000

0.000

0.396

0.392

0.396

0.406

0.406

0.417

0.417

0.443

0.453

0.459

0.463

0.466

0.482

0.489

0.505

0.533

0.551

0.549

0.568

0.568

0.512

0.512

0.512

0.520

0.520

0.527

0.527

0.557

0.566

0.570

0.573

0.573

0.589

0.594

0.610

0.642

0.656

0.656

0.659

0.659



Odoribacter_|
aneus

Parabacteroid
es_gordonii

Prevotella_ti
monensis

Bacteroides_x
ylanisolvens

Oscillibacter_v
alericigenes

Ruminococcus
_flavefaciens

Escherichia_fe
rgusonii

Victivallis_vad
ensis

Alistipes_shah
i

Bacteroides_r
odentium
Prevotella_dis
iens

Flavonifractor
_plautii

Bacteroides_c
ellulosilyticus

Lactobacillus_
salivarius

Pyramidobact
er_piscolens

Bacteroides_c
oprocola

Barnesiella_in
testinihominis

Butyricimonas
_virosa

Haemophilus_
parainfluenza
e

0(0,0)

0(0,0)

0(0,0)
1.0439275
(0.16902025
,3.12830475
)

0.094937
(0.02261125
,0.18905375

)

0(0,0)
0.070175
(0.013279,0.
2873375)

0(0,0)
0.015845
(0,0.202260
75)

0(0,0)

0(0,0)
0.035952
(0.00894275
,0.1055155)
0.004209
(0,0.041267
25)

0(0,0)

0(0,0)

0
(0,0.022167
)

0
(0,0.106835
5)

0
(0,0.018616
75)
0.0265145
(0,0.154730
25)

0.000

0.000

0.000

2.959

0.166

0.000

0.274

0.000

0.202

0.000

0.000

0.097

0.041

0.000

0.000

0.022

0.107

0.019

0.155

0(0,0)

0(0,0)

0(0,0)

0.9058265
(0.1975215,2.3
0964025)

0.078005
(0.0135505,0.2
85895)

0(0,0)

0.12032
(0,0.27019575)

0(0,0)

0.007859
(0,0.257981)

0(0,0)

0(0,0)
0.0347135
(0.0065955,0.0
80181)

0
(0,0.03470675)

0(0,0)

0(0,0)

0
(0,0.07804625)

0
(0,0.06300675)

0
(0,0.0107795)
0.0250525
(0.00491975,0.
13211375)

0.000

0.000

0.000

2.112

0.272

0.000

0.270

0.000

0.258

0.000

0.000

0.074

0.035

0.000

0.000

0.078

0.063

0.011

0.127

0.568

0.568

0.568

0.578

0.587

0.585

0.605

0.612

0.656

0.669

0.684

0.687

0.712

0.715

0.756

0.778

0.820

0.822

0.839

0.659

0.659

0.659

0.667

0.671

0.671

0.687

0.692

0.738

0.749

0.762

0.762

0.785

0.785

0.826

0.846

0.885

0.885

0.898



Acinetobacter
_beijerinckii
Bacteroides_cl
arus
Bacteroides_e
ggerthii

Bacteroides_u
niformis

Clostridium_m
ethylpentosu
m
Collinsella_tan
akaei
Eggerthella_le
nta
Finegoldia_ma
gna
Lactobacillus_
sanfranciscens
is
Peptococcus_
niger
Peptoniphilus
_lacrimalis
Porphyromon
as_bennonis
Pseudoflavoni
fractor_capillo
sus
Veillonella_ro
gosae

0(0,0)

0(0,0)

0(0,0)
0.922804
(0.08522875
,3.575247)

0(0,0)

0(0,0)
0
(0,0.00506)

0 (0,0)

0 (0,0)

0(0,0)

0(0,0)

0(0,0)

0(0,0)

0(0,0)

0.000

0.000

0.000

3.490

0.000

0.000

0.005

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0(0,0)

0(0,0)

0(0,0)
0.8454785
(0.10672025,3.
57849425)

0(0,0)

0(0,0)
0
(0,0.00606725)

0(0,0)

0(0,0)

0(0,0)

0(0,0)

0(0,0)

0(0,0)

0(0,0)

0.000

0.000

0.000

3.472

0.000

0.000

0.006

0.000

0.000

0.000

0.000

0.000

0.000

0.000

1.000

0.974

0.987

0.941

1.000

1.000

0.958

1.000

1.000

1.000

1.000

0.974

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000




