
0 5
PCA 1

2

0

2

4

P
C

A
 2

a
SAG Contigs with < 5% 

 aligned to MAG

0 5
PCA 1

2

0

2

4

P
C

A
 2

b
SAG Contigs with > 5% 

 aligned to MAG

0.050.000.05

0.04

0.02

0.00

0.02

0.04

Contig lengths

50,000

10,000

5,000

1,000

200

0

500

1000

1500

2000

2500

M
et

ag
en

om
e 

av
g.

 c
ov

er
ag

e 
de

pt
h

0 1000 2000
Metagenome avg. coverage depth

0.0000

0.0005

0.0010

0.0015

D
en

si
ty

c

0 1000 2000
Metagenome avg. coverage depth

0.0000

0.0005

0.0010

0.0015

D
en

si
ty

d

BACL1 - BS0038H10


