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Figure 5 c, d, and e 
These tables show the top 30 two-step transition probabilities associated with each reduced 
Markov diagram for (c) EGFRm and (d) EGFRwt.  Spreader/sponge factors can be found in (e) 
and were computed directly from the probabilities found in (c) and (d).  Nodes are classified as a 
“spreader” (red) or “sponge” (blue) based on the ratio of their outgoing and incoming 
probabilities.   
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 Adrenal Bone Brain Liver LN(distant) Lung/pleura 
EGFRm 0.720 1.230 0.864 1.769 1.070 0.933 
EGFRwt 0.235 1.704 1.041 2.265 1.213 0.834 
 


