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Supplementary Figure Captions

Figure S1. The pictures of morphology for eight stages from early embryonic development in buffalo
parthenogenesis.

Figure S2. The qRT-PCR validation for the transcriptomic data of single-cell/embryo.

(A) Ten genes that up-regulated in 16-cell stage were detected in the 8-cell and the 16-cell stages, which
made 8-cell as a control. The white pillar represents the fold change of the RNA-Seq data and the black
pillar represents the fold change of the qRT-PCR data. (B) Ten genes that up-regulated in 16-cell stage were
detected in the 16-cell and the blastocyst stages, which made Blastocyst as a control. The white pillar
represents the fold change of the RNA-Seq data and the black pillar represents the fold change of the
qRT-PCR data.


