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Supplementary Figure 1: Manhattan plot illustrating UK Biobank SNPs associated with diverticular disease (~30 million imputed SNPs). The x axis is

chromosomal position and y axis is the significance of association for each SNP. Red line indicates genome-wide significance level (5x10%). Genes

associated with 42 loci of interest are annotated. Loci replicating in MGl in bold. * indicates locus replicated in prior GWAS.
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Supplementary Figure 2: Quantile-quantile (QQ) plot illustrating results of genome-wide
association study (GWAS) for diverticular disease in European-descent participants in the
UK Biobank (27,444 cases/382,284 controls). lllustrates deviation of observed values (black
dots) from expected values (null hypothesis [red line]).




Supplementary Figures 3A-3Z, 3A1-3A16: Individual
LocusZoom plots for 42 individual loci of interest identified in
genome-wide association study of diverticular disease in the
UK Biobank (27,444 cases/382,284 controls; approximately 30
million imputed SNPs). Horizontal axis demonstrates nearby

genes. Vertical axis is —log 10 of two-sided p-value for
association with diverticular disease. Colors indicate r? level
between SNPs.
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100

80

60

40

20

(qIA/ND) ).l UoleUIqUIoOaY



—log4g(p—-value)

rs2131755

10

— 100

WFDC1—> —T7IDCT =COTL1 USP10—> CRISPLD2—» «/7DHHC7 <=—FAMS2B LINCOO311—>
= j-Ee N bt H—— T S B 21 =
ATPZC2—> KLHL36—> KIAADS513—> - WIR5083
- Ly ] i ]
LOC400548—
e
I I | | I
84.4 846 84.8 85 85.2

Position on chr16 (Mb)

Supplementary Figure 3R: Locus 18 — Nearest Gene: CRISPLD2

(a/no) 8jel uoneuIgIoDSY



—logqp(p—value)

10

rs4839715

0.8
0.8
0.4
0.2

LOC101927314—> MIR2113—>
LA 1

— 100

— 80

— 60

— 40

T I T T
98 98.2 98.4 98.6
Position on chr6 (Mb)

98.8

Supplementary Figure 3S: Locus 19 — Nearest Gene: ENSG00000224849

(QIN/IN) B}l UoHBUIGUWdY



—log4g(p—-value)

r2
16
08
06
0.4
8 0.2

rs1381335

— 100

:—|_7" NFRSF11B Mifl'!__z:.—b NO"V—V «—ENPP2 - TAF2
COL'E'CEO—" "—DH%C'?CT
DEPTOiR_—b
I I I T I
120 120.2 120.4 120.6 120.8

Position on chr8 (Mb)

Supplementary Figure 3T: Locus 21 — Nearest Gene: NOV

(a/no) 8jel uoneuIgIoDSY



—logyo(p—-value)

CGN—> SNX27—> =—MRPLS = THEM4 NBPF18FP—> “—RFPTN -—FLG —CRNN
- —t—iti—a L} - L] | Lo L]
TUFT1—> «CELF3 «RORC <« ST100A10 «TCHH —HRNR FLG-AST—>»
—&Ha - HE-H B . - —i—
MIR§54* R!J’A'E)‘f i 2 029D4D =-S5 TQOA 11 4—F£G2
OAZ3—> « TCHHL1
L] | |
<« TDRKH
=
4—LH\I|’GO4
LOC1001321 11—
<« THEMS
L]
| | | | |
151.6 151.8 152 152.2 152.4

Position on chr1 (Mb)

Supplementary Figure 3U: Locus 22 — Nearest Gene: S100A10

100

(QIA/ND) ).l UoBUIGWODaY



—log4o(p—value)

10

rs8074740

<« S0OST «—MPP2 <«PYY GBPC3—>» ASE16—» «[0C101926996 <«GPATCH8 FZDZ2-» C17orf104—>
H - Ht— ] H - H— L ] HH
=—DUSP3 FAMZ215A—= =—LSM12 C170rf53—+ =SLC4AT GRN—> =—[INCOT180
BH [ [ =] - L) "
C17orf105—> «—PPY «—HDACS <« UBTF =SLC25A39 «—(CCDCA43
a 1 _—— ] | ] [ .}
«— MPP3 NAGS—> “—ASB16-AS1 RUNDC3A—> DBF4B—>
e u W (] -
CD200LG—> - TMEM101 TMUBZ2—» ~—FAM171A2
HH L | ] .
— ATXN7L3 —/TGA2B
u 1=
- MHI? 6782
| | I I |
42 422 42.4 42,6 42.8

Position on chr17 (Mb)

Supplementary Figure 3V: Locus 23 — Nearest Gene: UBTF

100

(QIN/INR) B1B) UORRUIGLIODSY



—log,o(p-value)

10

0.8
0.8
0.4
0.2

rs3113037

— 100

— 80

DYNC1I1—> < SLC25A13 «—C7orf76 = [ OC100506136
B e ] -
<« MIR591 = SHFM1
1 H—
I | | I |
95.6 95.8 96 96.2 96.4

Position on chr7 (Mb)

Supplementary Figure 3W: Locus 24. Nearest Gene — SHFM 1

(QN/N9) B1BI UolBUIQLUIODSY



—log,o(p-value)

10 —

rs12293535
@

:— COPB1 FPDE3B—> *—CﬂLCA CALE?B -
< PSMAT *CLP.’ZR‘-’ INSC—>
bttt
I I | | I
14.6 14.8 15 15.2 154

Position on chr11 (Mb)

Supplementary Figure 3X: Locus 25 — Nearest Gene: CALCA/CALCB

100

(QN/N0) B1BI UoBUIGLUIODSY



—log4g(p—-value)

10

0.8

rs875107

:—FGF‘-‘Q «—[OC ?EJ' 1928443 FAD.D—D PPFIAT—> «—SHANKZ2
*—FSSP? *—ANC%' 1-AS2 MJ’R5?8K‘" C|_7;T-N-—" SHANK2-AS ?.—"
‘—F’('SF\S' ANOT—>
I | | I 1
69.6 69.8 70 70.2 70.4

Position on chr11 (Mb)

Supplementary Figure 3Y: Locus 26 — Nearest Genes: FADD/ANO1

100

(/D) 838l UoRRUIGLIoOSY



—logqo(p—value)

10

rs3823878
0.8

06 @]

«—PCL78B VPS37D-—» «CLDN3 ELN=—> ElIF4H—» CLIPZ2—> GTFZ2IRD1—>
H-H | | L} - —H il
= TBLZ =DNAJC30 CLDN4—= LIMKT—= LATZ2—>=
[ 7 ] [ (e v
«—MLXIFL =STX1A ~—WBSCRZ7 MIR5G0—
- - H 1
WBSCRz22—> WBSCR28—> -—RFC2
e H Heb
MIR. 4|284—F
LIN 00?035—*
=—AB ;HD 11
| | I I |
73 73.2 73.4 73.6 73.8

Position on chr7 (Mb)

Supplementary Figure 3Z: Locus 27 — Nearest Gene: ELN

100

80

(QIAL/ND) 81BI UONBUIGLIOOSY



—log,o(p-value)

10

rs10471645

0.8

— 100

RGS7BP—> FAMHEQB e CW:CE?'—’- " : “—ADAMTS6E
~SREk1IP1
| | I I |
63.8 64 64.2 64.4 64.6

Position on chr5 (Mb)

Supplementary Figure 3A-1: Locus 28 — Nearest Gene: CW(C27

(QN/N9) B1BI UolBUIQLUIODSY



—logo(p—-value)

10

0.8

rs1888693

Position on chr10 (Mb)

Supplementary Figure 3A-2: Locus 29 — Nearest Gene: CACNB2

MRC1—> SLC39A12—> CACNB2—>
HHHHEH—H H—— L + + + +
TMEM236—> =—[0C100129213 —NSUNE
—H—a P et
M!R5‘r: { a
| I I | |
18 18.2 18.4 18.6 18.8

100

(/o) ejel uoneulquIooay



—log,o(p-value)

10

0.8

- rs4871180
<&

0.4 %

02

Position on chr8 (Mb)

- SNTB1 -1—'!-_IAHS2
HAS?—.AST—'
I I | I I
121.8 122 122.2 122.4 122.6

Supplementary Figure 3A-3: Locus 30 — Nearest Gene: HAS2

100

80

60

40

(QN/N9) B1BI UolBUIQLUIODSY



—logqp(p—value)

10

0.8
0.8
0.4
0.2

rs2049865
4

— 100

— 80

— 60

— 40

= TRPS1 <[ INCO0536
| I | | I
116.2 116.4 116.6 116.8 117

Position on chr8 (Mb)

Supplementary Figure 3A-4: Locus 31 — Nearest Gene: TRPS1

(QIN/IN) B}l UoHBUIGUWdY



—log,o(p-value)

10

0.8
06

rs1544387

PDLIM5—> _  BMPR1B—>

«-LOC100507012 3F1: Locus 33

T I T T
95.4 95.6 95.8 96
Position on chr4 (Mb)

Supplementary Figure 3A-5: Locus 32 — Nearest Gene: BMPR1B

100

(QN/N9) B1BI UolBUIQLUIODSY



—logqp(p—value)

10

0.8
0.8
0.4
0.2

rs11934833
4

— 100

— 80

=—PDGFC GLRB—>
I I I | I
157.2 157.4 157.6 157.8 158

Position on chr4 (Mb)

Supplementary Figure 3A-6: Locus 33 — Nearest Gene: ENSG0000251283

(QIN/NR) B}l UoHRUIqWODaY



—logyo(p—value)

10 4] 2

0.8
0.6 rs2784255

MARKT—> MARCZ2—> HLX—>
———— S H—H HH—a [}
Clorf115—=> MARCT—>
H HHH
LJ’NCO;!352—*

=—H[ X-AST
—

—Clof140
=

I ! T T I
220.6 220.8 221 221.2 221.4
Position on chr1 (Mb)

Supplementary Figure 3A-7: Locus 34 — Nearest Gene: HLX

(QN/ND) 3.l UolRUIqUIcOaY



—log4g(p-value)

10

r2
0.8
086
10120333
0.4
02 Q
o

Position on chr9 (Mb)

Supplementary Figure 3A-8: Locus 35 — Nearest Gene: PCSK5

<« MIR548H.2 PCSKE— GCNT1—>
*—ﬁFK ‘—PRUNEE‘
RPS/:.PQ—*
I | | I |
78.4 78.6 78.8 79 792

100

o]
|

[o))]
=]

I
=

]
o

(/o) 81el UoRBUIGWOdSY



—log4e(p-value)

10

rs12942267

<[ OCT00506713 —DLG4 =YBXZ2 TNK1—> «/7BTB4 SENP3—> «—7P53 DNAHZ— CHD3—>
—d - | - - - - - H—
ALOX 12> <~ ASGR1  SLC2A4—» =—PLSCR3 POLRZ2A-—» <=FXR2 EFNB3—» KDM6EB—>
B u - | ] = —HH - HE
RNASEK—> ACADVL—> ACAPT—> FGF11—> TNFSF12—> WRAPS3—> TMEM&8—>
L] - . ] [ ] - ]
RNALSEK -Cl170rf49—>» < M)‘f?324 4—G‘PSE NL G'LV2—b TNF S.F 13— RPL 2;9F’2—b *N.?A 38
CT?Ol{ﬁQ—P *E:‘VL.? *—NE-URL4 TMEN:‘IOQ—P E!F4i41—" CYB?D?—P
1—MiﬂR49?'HG 4—P;‘;I’F23 KCT?‘H—F SLC3I5GS—F CD?B—D SCAR!:!A??—*
-— Mh:? 185 “—GA B.ARAF’ - TMFT: M256 SENPS—.E!FA#A 7T -—[OC 2I8-4023
*M!:‘?ZIQ? -—C TENEP? SPE IM‘-'—P SNOR:AZIB—P *KC!EABS
BCLE‘B—" ELe5—* TME;?I'95—" TNFSFTE—&NFSF 13— - TRAPIPC 1
SLC TQA‘!S—’ 4—CL.DN 7 c1 701:f74—b SNOF\’lDTO—P CN TRO.E}-—P
I I | I 1
7 7.2 7.4 7.6 7.8

Position on chr17 (Mb)

Supplementary Figure 3A-9: Locus 36 — Nearest Gene: ZBTB4

100

80

(aW/INO) ).l UoEBUIqWODDY

12 genes
omitted



—log4g(p—-value)

10

rs62126581

0.8
0.6
0.4
0.2

«—RDH14
H

«NT5C1B-RDH14
-

—NT5C18B
rm

— 100

|
(0]
o

|
)]
o

|
I
=

|
N
o

I I T T
18.6 18.8 19 19.2
Position on chr2 (Mb)

Supplementary Figure 3A-10: Locus 37 — Nearest Gene: NT5C1B
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Supplementary Figure 3A-11: Locus 38 — Nearest Gene: UBL4B
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Supplementary Figure 3A-12: Locus 39 — Nearest Gene: RBKS
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Supplementary Figure 3A-15: Locus 47- Nearest Gene: ETFA
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Supplementary Figure 3A-16: Locus 68- Nearest Gene: GTPBP1
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