Figure S3

A B
Total no. of 100% -
PASs =
RNA | 36,100 f; 80% 1 Mammal conserved:
’ o
IncRNA | | 300 g,’ 60% - O No conserved PAS
Other [ | 764 S 409 - B One conserved PAS
Intergenic [ | 16,296 - B Multiple conserved PASs
TE | | 8,445 S 20% |
T T T 1 m
0% 25% 50% 75% 100% o gy I [
\gl\ o
Percent of PASs Q§ (,Q-é
AR
Average no. of
B Mammal conserved PASs per gene: 36 35

| Rodent conserved Average no. of
conserved PASs

O
Not conserved per gene: 1.6 09

C D
100% -
2 80% -
c
>
o/ |
UR = | | ‘S 60% || No conserved APA
LE . . . . . ?, 40% - Il Both UR and LE
0% 25% 50% 75% 100% S s | =1 UR Conserved
o ° APA
Percent of PASs
B LE
0% A
Qg’»‘

Figure S3. Conserved PASs in rat. (A) Percent of conserved PASs of in different gene groups. The number of PASs in each group is indicated. (B)
Percent of MRNA or IncRNA genes with mammal conserved PASs. The average number of all or conserved PASs per gene is indicated. (C) Percent of
mammal conserved UR or LE PASs. (D) Percent of genes with mammal conserved APA sites in UR, LE, or both.



