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Figure S3. Conserved PASs in rat. (A) Percent of conserved PASs of in different gene groups. The number of PASs in each group is indicated. (B)
Percent of mRNA or lncRNA genes with mammal conserved PASs. The average number of all or conserved PASs per gene is indicated. (C) Percent of 
mammal conserved UR or LE PASs. (D) Percent of genes with mammal conserved APA sites in UR, LE, or both. 
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