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Figure S1 Frequently mutated pathways with SLoFVs in NTDs (including Chinese and US 

NTDs). Pathways are shown according to decreasing SLoFV frequency. NTD samples are 

displayed as columns. Left bar depicts the percentage of NTD samples with SLoFVs. 
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Figure S2 Hierarchical clustering and KEGG pathway enrichment analysis based on 

significantly differentially expressed genes (P < 0.05 and 1.2-fold change) of NTDs and controls. 

a Hierarchical clustering analysis of significantly differentially expressed genes in NTDs and 

controls based on GSE4182. b KEGG pathway enrichment analysis based on significantly 

differentially expressed genes of NTDs and controls. 

 

 


