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S2 Fig. Ten identified primary regulators of the core microcolony genes.
The 20 core microcolony genes (left) were analyzed using the Pathoyeastract 
database to predict transcriptional regulators (TR) that regulated at least half 
of the core microcolony genes (right). Arrows indicate regulatory associations 
between TR and their target genes. Color indicates either the number of TR a 
core microcolony gene is regulated by (red to yellow), or the number of micro-
colony genes that a TR regulates (yellow to green). 


