
In a structural model, R290 and Y252 interact with the carboxylate of AN3661
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Residue number in the Plasmodium falciparum sequence / in T. brucei sequence

Residue change linked to AN3661 resistance in Toxoplasma
Zinc binding
Interaction with His 396 (human) = 424 T. brucei
Interaction with phosphate
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Residue change linked to AN3661 resistance in Plasmodium

EENLQISDKKKNKVDEHDKHNINNNISNEKHNVNNQIEGIIITEPQNVPILIYPNDIYEYTNLKTAMIDQTINISFPYRFDLLYN 642Pfalc
------------------------FLADKKPEQGQRVSGILVKR-NFNYHILSPCDLSNYTDLAMSTVKQTQAIP----YTGPFN 524Hsap
------------------------TLARNPPRDGEFISGVLLMSGHHTYSVVHPTDIPHFTDLDVAQIQQAIVLPLPR-YKSPHE 553Tbruc
------------------------TLASNPPRDGEFISGVLLMSGQHTYSIVHPTDIPHFTDLDVAQIHQAIVLPLPR-YKSPHE 552Tcongo
------------------------SLASNPPRDGEFVSGVLLVSGQHSYSIVHPTDIPNFTDLDVAQIQQAIVMPFPR-YKSPLE 367Tvivax

IFNIIASDKKSGVILTGYTVKGTLADELKTEP-EFVTINDKVVKRKCR-FEQISFSAHSDFNQTKTFIEKL-KCPNVVLVHGDKN 472Pfalc
LFESWCTDKRNGVIIAGYCVEGTLAKHIMSEPEEITTMSGQKLPLKMS-VDYISFSAHTDYQQTSEFIRAL-KPPHVILVHGEQN 422Hsap
LFERWCGDKRNGIIVAGYCVDGTIAKDILSKPREITKPDGKVLPLRMRTIQSVSFSAHSDGRQTRDFIQALPKTKHVILVHGNVG 450Tbruc
LFERWCGDKRNGIIVAGYCVDGTIAKEILSKPKEITKPDGKVLPLRMRTVQSVSFSAHSDGRQTRDFIQALPNTKHVILVHGNIG 449Tcongo
LFEKWCGDRRNGIIIAGYCIDGTIAKDVLSKPREITKPDGKVLPLRMRTIQSVSFSAHSDGRQTRDFIQALPKTQHVILVHGNAG 264Tvivax
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YTGDYSREIDRHIPIAEIPNIDVHVLICEGTYGIKVHDDRKKREIRFLNILTSMINNKGKVLLPVFALGRAQELLLILEEHWDKN 305Pfalc
YTGDFSRQEDRHLMAAEIPNIKPDILIIESTYGTHIHEKREEREARFCNTVHDIVNRGGRGLIPVFALGRAQELLLILDEYWQNH 260Hsap
YTGDFSRVPDRHLLGAEVPPYSPDILIAESTNGIRELESREERESLFTTWVHDVVKGGGRCLVPVFALGRAQELLLILEEYWEAH 285Tbruc
YTGDFSRVPDRHLLGAEVPPYSPDILIAESTNGIRELESREERETLFTTWVHDVVKGGGRCLIPVFALGRAQELLLILEEYWEAH 284Tcongo
--------------------------------------------------------------------------------YWEAH 99Tvivax

Y

252 290229

C
C

LLSNEYSSDENIDDNGDVYENNDNGDGNSNVLYDENDIDKTMDLIETLNFHQNFEFPNVKFTAYRAGHVIGACMFLVEINNIRFL 220Pfalc
---------------------------ADDMLYTETDLEESMDKIETINFHEVKEVAGIKFWCYHAGHVLGAAMFMIEIAGVKLL 175Hsap
---------------------------AEDIVNNEW-LQSTIEKIETVEYHEEVTVNGIHFQPFNAGHVLGAALFMVDIAGMKLL 200Tbruc
---------------------------AEDIVNNEW-LQSTIEKIETVEYHEEVTVNGIHFQPFNAGHVLGAALFMVDIAGMKVL 199Tcongo
-------------------------------------------------------------------------------------Tvivax
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YDISKVDLCLITHFHMDHSGALPYLINKTRFKGRIFMTEATKSICYLLWNDYARIEKYMNVVNKNKLSKNKKGGEDDNGLNNGNM 135Pfalc
IDPAEIDLLLISHFHLDHCGALPWFLQKTSFKGRTFMTHATKAIYRWLLSDYVKVSNIS-------------------------- 117Hsap
IRCDEIDLVLITHFHLDHCGALPYFCEQTSFRGRIFMTSATKAFYKMVMNDFLRIG-AS-------------------------- 143Tbruc
IRCEEIDVVLITHFHLDHCGALPYFCEQTAFKGRIFMTSATKAFYKMVMNDFLRVG-AS-------------------------- 142Tcongo
INCGEIDLVLITHFHLDHCGALPYFW----------------------------------------------------------- 94Tvivax

-----------------------------------MSNINIVCLGGASEVGRSCVIIECDKTSVMLDCGIHPAFMGIGCLPIYDA 50Pfalc
---------------MSAIP-----AE-------ESDQLLIRPLGAGQEVGRSCIILEFKGRKIMLDCGIHPGLEGMDALPYIDL 58Hsap
MFSHAAYSAPGVHVLDSSSPRHLAAGPQPAAAPPSTDEVEILPIGSGGEVGRSCVVVRYKGRSVMLDCGNHPAKSGLDSLPFFDS 85Tbruc
MFSSAANNASGVYLNDGATP-HVAVGHSPAVTQASTDEVEILPIGSGGEVGRSCIVVRYKGRSVMLDCGNHPAKSGLDSLPFFDS 84Tcongo
-------------MPDSSAMYFTPTG----AASAPVDEVEILPIGSGGEVGRSCVVVRYKGRSVMLDCGNHPAKSGLDSLPFFDS 68Tvivax
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KHLQNIPIFYISSMATKSLCIYETFINLCGEFVKKVVNEGKNPFNFKYVKYAKSLESISSYLYQDNNPCVIMASPGMLQNGISKN 390Pfalc
PELHDIPIYYASSLAKKCMAVYQTYVNAMNDKIRKQININ-NPFVFKHISNLKSMDHFD-----DIGPSVVMASPGMMQSGLSRE 339Hsap
KELQHIPIYYASSLAQRCMKLYQTFVSAMNDRVKKQHENHRNPFVFKYIQSLLDTRSFE-----DTGPCVVLASPGMLQSGISLE 365Tbruc
KELQHIPIYYASSLAQRCMKLYQTFVSAMNDRVKEQHENHRNPFVFKYIQSLLDTRSFE-----DTGPCVVLASPGMLQSGISLE 364Tcongo
KELQHIPIYYASSLAQRCMKLYQTFVSAMNDRVKQQHANHRNPFVFKYIQPLVDTRSFE-----DNGPCVVLASPGMLQSGISLE 179Tvivax

ELNRLKNKLIEEKQYLSVFTPELLQKLSFHFEQNDSLISLGKLSEHIKKINKKIKLEGLKMKKEKMIANDEHISVKNEMGDINND 557Pfalc
EMARLKAALIRE------------------YEDNDEVH----IEVHNPRNTEAVTLNFRGEKLAKVMG----------------- 468Hsap
AMGQLKNKLQQD------------------FADRG-------VQVYATKNQEAIRIPFSVQRTAKVLG----------------- 493Tbruc
AMGQLKNKLQQD------------------FAERG-------MKVYATKNQEAVRIPFSVQRTAKVLG----------------- 492Tcongo
AMIQLKNKLQQD------------------FADRG-------VKVYATKNQEAIRIPFSVQRTAKVLG----------------- 307Tvivax

Pfalc- Plasmodium falciparum Hsap- Homo sapiens
Tbruc- Trypanosoma brucei Tcongo- Trypanosoma congolense Tvivax- Trypanosoma vivax
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