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I Conserved chemical group I Identical @ Zinc binding
Residue change linked to AN3661 resistance in Toxoplasma Interaction with His 396 (human) = 424 T. brucei

Residue change linked to AN3661 resistance in Plasmodium

Residue number in the Plasmodium falciparum sequence / in T. brucei sequence

In a structural model, R290 and Y252 interact with the carboxylate of AN3661

Pfalc- Plasmodium falciparum Hsap- Homo sapiens

Tbruc- Trypanosoma brucei Tcongo- Trypanosoma congolense  Tvivax- Trypanosoma vivax



