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SUPPLEMENTAL FIGURES 

Supplemental Figure 1: Phylogenetic studies of KIR variants amino acid 

sequences. 

(A) Phylogenetic study of KIR2DL1 allotypes. (B) Phylogenetic study of KIR2DL2 

allotypes. (C) Phylogenetic study of KIR2DL3 allotypes. The different groups 

defined are highlighted in gray. 

 



 

 

Supplemental Figure 2: Electrophoresis gels of KIR2DL allele typing 

The figures are made grouping cropped images of gels from different experiments. 

All the original gels with time of exposure indicated are available in supplement 

material. (A) Electrophoresis gels of the six basic KIR2DL1 PCR reactions. An 

additional reaction (R7) genotype, the pseudo-genes KIR3DP1 (Higher band), and 

KIR3DP1V (Lower band) identify the copy number of KIR2DL1. (B) Electrophoresis 

gel of the eleven KIR2DL1 PCR reactions, including the four supplemental PCR 

reactions, which increase typing resolution. (C) Electrophoresis gels of the four 

basic KIR2DL2 PCR reactions. (D) Electrophoresis gels of the six KIR2DL2 PCR 

reactions, including the two supplemental PCR reactions. (E) Electrophoresis gels 

of the five basic KIR2DL3 PCR reactions.  (F) Electrophoresis gel of the eleven 

KIR2DL3 PCR reactions, including the six supplemental PCR reactions.  

 



 

 
 


