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Figure S1 Exploration of tracer concentration in assay condition using HSF1 monomer. Results are the

average of triplicates and error bars represent SD.
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Figure S2 Preliminary fluorescence polarization screening results. Results are the average of triplicates

and error bars represent SD.



Table S1 Sequence and characterization of 14 and 14F.

ID Sequence ESI-MS m/z Purity
14 Ac-DKNELSDHLDAMDSNL-NH, 929.7 (1/2 [M]+) >95%
14F | FAM-BA-BA- DKNELSDHLDAMDSNL-NH, | 773.3 (1/3 [M]*), 1158.4 (1/2 [M]") | >95%
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Figure S3 Analytical HPLC spectra of 14 and 14F.




