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Figure S4. Myotis spp. (n=73) neighbor-joining phylogenetic tree. A neighbor-joining tree generated
for 97 CytB sequences of 629bp in length. The 73 Myotis spp. sequences generated in this study were
morphologically identified by the Department of Health and are indicated by their sample IDs, whereas
the 24 reference sequences are indicated by their GenBank accession numbers and species names. Species
assigned to each major clade are indicated, and bootstrap values greater than 70% are indicated.

Individuals that clustered in clades outside of their morphological assignment are indicated by (*).
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