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Supplementary Figure 1

Ultrasound imaging of Mega GVs

B-mode ultrasound images of purified, wild-type Ana GVs (OD500,ps : 2.2) versus a purified and unclustered batch
of Mega GVs at (a) equal molarity, (b) equal protein concentration and (c) equal gas fraction. Scale bars are 1 mm.
Images were acquired using the Verasonics L22-14v transducer and the ray-lines script with the following
parameters: transmit frequency: 18MHz, number of cycles of the transmitted pulse: 6, F number: 2, imaging voltage:
3V, with the transducer focus (8 mm depth) aligned close to the center of the sample well. Images were processed
and analyzed using MATLAB. Images are shown before (top panel) and after collapse (bottom panel) using a high-
power burst from the transducer at 25V for 10 s. (d) Quantification of ultrasound signal was performed by selecting a
region of interest (ROI) of defined size within the sample well and calculating the mean intensity per pixel for the
selected ROI, after post-collapse background subtraction (n=12 for Ana GVs, n=4 for Mega GVs at each condition
shown in a, b and c; error bars are SEM).




