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Peptide with position Sequence PDB match Other chain classification Protein stoichiometry (kcall mol)| (PepsSite2) Peptide binding residues on protein-peptide model (PDB)
BIP44_5/OSIP49_5:21-30 | RIFNFPFRIK | 4QEO@A) | © (S::;Iir j;‘)* H3 Tra”gﬁf“"”/ Monomer -34.320500 0.005177 41%’Q‘f%'9‘;%9‘;‘?2’92?55'9?Z'g‘é?g’g‘;?%’0‘[‘)?%051?2'02?%’0%62'
BIPA7_6;15-24 YPVLDAVEGA | 3FY4(C) A Lyase Monomer -28.648100|  0.000136| 162 244,245, %é%, i‘ga', i‘?é fﬁ? i%%" ?1212' 363, 364, 365,
BIP237_2/ OSIP237_2:5-14 | SLLPFSLTDF | sico@) |V (T”z’?:stz‘;’;’°'°g H;irp"t'izzm Monomer -25.576000 0.032290| 373 %250 ?é%ﬂ'y ?éil" ‘;%‘ g”;" ‘;‘;13" ‘;gi" ‘;gg" %%%" ‘Z% 549,
OSIP51_2;37-46 TFEQYWLPLL | 4AO0H(A) B Transferase Homo 2-mer-A2  |-46.963200]  0.001652| 326 328,331, ?é?;i” 3663‘3'1 37;2" ‘;772 ‘;‘;E;" ‘;‘;%' 581, 587, 617,
BIP103_3;28-37 FFDDVKSRRL | 2XQR(A) B Hﬁri‘;'i‘?osfl Hetero 2-mer- AB  [-29.553100 0.004392| 2047, 48,49, 50, 7%02(’)'2229’1 12312" 12(;% 107,145, 146, 148,
BIP208_6/ OSIP208_6;24-33 | RLQHHAESLP | 1N7G(B) A Lyase Homo 4-mer- A4 |-10.337700|  0.034070| 130 134,135,168, 179, 11%3" 11215’ 187,188, 190, 191, 193,
BIP142_4/ OSIP134_4:14-23 | RKRRNNFSCS | 4N0G(B) D Hg;’;‘;':‘fc‘)f’ Hetero 2-mer- AB | -3.936300 0.056720| 262, 276, 277, 278, 279, 280, 281, 282, 286, 287, 288
BIP209_2/ OSIP209_2:12-21 | SVITYPSCTQ | 2ZFD(A) B Sig{‘i;lgfefgzt:i”/ Hetero 2-mer - AB | -43.330600 0.033850| 677 1?" ?%2??'7??’1172?’1172 '1:3?’1;3;?’1;‘:’"210‘37' 148,
BIP22_1/ OSIP25_1;19-28 | QLPFLITDSN | 30GK(F) |° éi’;f;n”;‘;‘;?ggte Protein binding | Hetero 16-mer - A8B8 | -8.469300 0.003555| 8% 8990, 91, i‘ﬁ’ i%%, ‘15712 i%%‘ ‘;1211 ‘;5’ 413,414, 442,
BIP229_2/ 0SIP229_2;10-19 | DLNQPKMYKF |  2XCM(F) B Pg?;ﬁegm% g | Hetero3-mer-ABC |-19.530600 0.024810 15?'85%817?(1'916:’12’016‘322'017?1’;'0:3?‘;’1106‘32’1116’32'11272'15%21181'
BIP231_6/ OSIP231_6;18-27 | ILRRICILIT | 4A0G(A) B Transferase Homo 2-mer-A2  |-50.443500|  0.002503| 324 325 32?1’9?:528?;?%72?%7%?%7‘;7?7?3?3’8‘;81’ 488, 489,
BIP244_1/ OSIP244_1;33-42 | IFLFFWFHAL | 4NOG(D) B Hgg;‘;':‘tzf/ Hetero 2-mer - AB  [-39.596300 0.029950| 7% 71: 72, 731'12' 19251919‘,‘2‘0104;011 "171‘3124;‘315\;)336’ 139,140,
BIP244_9/ OSIP244_9;2-11 | NTYLPIVSYR | 1XJ5(C) B Transferase Homo 4-mer- A4 |-15.366000]  0.005177| 239 264,265, 26%221"32'222?%2%%2?%2%74' 317, 318, 320,
OSIP50_2;34-43 VQEKVITSSL | 5A5K(S) [ Transferase Homo 6-mer-A6  |-26.011600]  0.025430| & 11:12. 13,14, 1152"5?’2?;’132’88"‘;2’0?51’7;12’ 116, 119,120,
BIP243_2/ OSIP243_2;19-28 | LNHHCRFSGK | 5E4W(D) A Transport protein|  Hetero 2-mer-AB  |-10.308400|  0.035250| 267> 268, 269,270,271, 272,291, 292, 293, 294, 295, 296,

297, 298




