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SIiICRCO6/TH/2011 (CAl6-Bla)** MGSQVSTQRS GSHENSNSAS EGSTINYTTI NYYKDAYAAS AGRQDMSQDP KHE[TDPVMDV
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SiICRCO6/TH/2011 (CAl6-Bla)** CNASKFHQGA LLVAVLPEYV LGTIAGGTGN ENSHPPYATT QPGQVGAVLT HPYVLDAGIP
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SiICRCO6/TH/2011 (CAl6-Bla)** LSQLTVCPHQ WINLRTNNCA TIIVPYMNTV PFDSALNHCN FGLL VVP LDENTGATSE
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SiICRCO6/TH/2011 (CAlEé-Bla)** IPITVTIAFM CAEFAGLRQA VEQGIPTELK PGTNQFLTTD DGVSAPILPG FHPTPPIHI
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SiICRCO6/TH/2011 (CA16-Bla)** GEVHNLLEIC RVETILEVNN LETNETTFMQ RLCFPVSVQS KTGELCRAFR ADPGRDGPW
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SiICRCO6/TH/2011 (CA16-Bla)** STILGQLCRY YTQWSGSLEV TFMFAGSFMA TGKMLIAYTP PGGNVPADRI TAMLGTHVI
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Figure S4 VP1-VP4 amino acid alignment of CA16. GenBank accession numbers: KX372335
for SiIICRC06/TH/2011(CA16-Bla), MH879030 for TH/MUMT-1/2015(CA16-Bla),
KX372336 for SilCRC01/TH/2012(CA16-B1lb), and MH879031 for TH/MUMT-
2/2015(CA16-B1b). ** Test viruses for MN assay in this study
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Figure S4 (Continued). ** Test viruses for MN assay in this study



