nconservative_chrCnn_random_3238853 slicing GSBERNA2T00009903001 at
alignment score=6 , category=0 , p=0.0277436594399965
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— All Other Sites
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Reads

unconservative chrC08 2435096 slicing GSBRNA2T00004433001 at nt 22

alignment score=4 5 , category=1 , p=0.0273259120077302
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aconservative chrCnn_random_ 32238853 slicing GSBERNA2T00012841001 at
alignment score=5 |, category=2 , p=0.0219365089750464
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Reads

unconservative chrCo2 1179738 slicing GSBRNA2T00015974001 at nt 52

alignment score=6.5 | category=1 , p=0.012846336341889
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Reads

unconservative chrC03 1367096 slicing GSBRNA2T00016770001 at nt 37
alignment score=6.5 , category=4 , p=0.00234379705002241
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Reads

unconservative chrCo3 1420919 slicing GSBRNA2T00016770001 at nt 37
alignment score=6 , category=4 , p=0.0076619359414206
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Reads

unconservative chrCo5 1799319 slicing GSBRNA2T00016770001 at nt 37
alignment score=55 , category=4 , p=0.00641064340111186
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aconservative chrCnn_random_ 3338913 slicing GSBERNA2T00016770001 at
alignment score=55 , category=4 , p=0.00641064340111186
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aconservative chrUnn_random_ 3575578 slicing GSBERNA2T00016770001 at
alignment score=6 , category=4 , p=0.0134663396612509
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aconservative chrAnn_random_ 2262078 slicing GSBERNA2T00021710001 at
alignment score=7 , category=1 , p=0.00219100442847 286

2 _| — Cleavage Site 405
™ — Al Other Sites
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Reads

unconservative chrA05 464962 slicing GSBRMNA2T00022584001 at nt 21!
alignment score=6_5 , category=1 , p=0.0176210516306952
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— Al Other Sites
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Reads

unconservative chrA02 840088 slicing GSBRMNA2T00022584001 at nt 21!
alignment score=7 , category=1 , p=0.00230618738106836

— Cleavage Site 212
— Al Other Sites
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Reads

unconservative chrC04 1604978 slicing GSBRNA2T00022584001 at nt 21
alignment score=7 , category=1 , p=0.00230618738106836

— Cleavage Site 212
— Al Other Sites
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Reads

unconservative chrA06 547631 slicing GSBRMNA2T00024561001 at nt 58
alignment score=4 , category=1 , p=0.0286724346814085

= —| — Cleavage Site 584
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Reads

unconservative chrC08 2356729 slicing GSBRNA2T00030795001 at nt 7
alignment score=6.5 , category=0 , p=0.00168871828123673

—— Cleavage Site 708
— All Other Sites
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nconservative_chrCnn_random_3238853 slicing GSBRNA2T00024574001 at

alignment score=7 , category=1 , p=0.049745657 2986954

2 _| — Cleavage Site 33
™ — Al Other Sites
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Reads

unconservative chrA03 274816 slicing GSBERNA2T00022689001 at nt 173
alignment score=5 |, category=0 , p=0.01680667605580853
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GSBRNAZTO0032689001 position (nts)



Reads

unconservative chrA05 480212 slicing GSBERNA2T00022689001 at nt 173
alignment score=5 |, category=0 , p=0.01680667605580853
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Reads

unconservative chrA07 648408 slicing GSBERNA2T00032689001 at nt 173
alignment score=5 |, category=0 , p=0.01680667605580853
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GSBRNAZTO0032689001 position (nts)



Reads

unconservative chrA07 677856 slicing GSBERNA2T00032689001 at nt 173
alignment score=5 |, category=0 , p=0.01680667605580853
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— All Other Sites
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0 500 1000 1500 2000 2500 3000
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Reads

unconservative chrC05 1900490 slicing GSBRNA2T00035153001 at nt 28
alignment score=6_5 , category=1 , p=0.0115919853308402

—— Cleavage Site 239
—— Al Other Sites

o=

2

o

2

D -

(2]

=2

2

2

S -

E —

o
| | | | | | T
0 100 200 300 400 500 G600

GSBRNAZTO0035153001 position (nts)



Reads

unconservative chrA06 528202 slicing GSBRMNA2T00044709001 at nt 56
alignment score=6 , category=2 , p=0.00188149405217319
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Reads

unconservative chrA09 836359 slicing GSBRMNA2T00044709001 at nt 56
alignment score=6 , category=2 , p=0.00188149405217319
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Reads

unconservative chrC07 2275757 slicing GSBRNA2T00044709001 at nt 5¢
alignment score=6 , category=2 , p=0.00188149405217319
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aconservative chrAnn_random_ 32107980 slicing GSBERNA2T00047238001 at
alignment score=7 , category=0 , p=0.0129854131158863

—— Cleavage Site 340
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aconservative chrCnn_random_ 23402539 slicing GSBERNA2T00044709001 at
alignment score=6 , category=2 , p=0.00188149405217319
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—
o —
o
b=
@
o
o~
o
| | | | |
0 200 400 G600 800
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Reads

unconservative chrA10 956355 slicing GSBRMNA2T000492100001 atnt 11!
alignment score=55 , category=4 , p=0.0274277 758346682

—— Cleavage Site 119
— All Other Sites
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Reads

unconservative chrC09 2538640 slicing GSBRNA2T00049100001 at nt 11
alignment score=55 , category=4 , p=0.0274277 758346682
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GSBRNAZTO0049100001 position (nts)



nconservative_chrAnn_random_3061750 slicing GSBRNA2T00049791001 at
alignment score=6.5 , category=0 , p=0.00584204054073001

— Cleavage Site 73
—— Al Other Sites
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GSBRNAZTOD049791001 position (nts)



Reads

unconservative chrC08 2379444 slicing GSBRNA2T00061116001 at nt 8
alignment score=6 , category=1 , p=0.016145636664134

—— Cleavage Site 85
— All Other Sites
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Reads

unconservative chrA03 274816 slicing GSBRMNA2T00063083001 atnt 61
alignment score=7 , category=0 , p=0.025582642368013
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Reads

unconservative chrA05 480212 slicing GSBRMNA2T00063083001 atnt 61
alignment score=7 , category=0 , p=0.025582642368013

o | — Cleavage Site 815
—— Al Other Sites
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Reads

unconservative chrA07 648408 slicing GSBRMNA2T00063083001 atnt 61
alignment score=7 , category=0 , p=0.025582642368013
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—— Al Other Sites
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Reads

unconservative chrA07 677856 slicing GSBRMNA2T00063083001 atnt 61
alignment score=7 , category=0 , p=0.025582642368013
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—— Al Other Sites

—

o —

o~

o
| | | | | | | |
0 100 200 300 400 500 600 700
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Reads

unconservative chrA02 274816 slicing GSBERNA2T00070350001 at nt 4(
alignment score=6 , category=4 , p=0.0459711096567242
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Reads

unconservative chrA05 480212 slicing GSBERNA2T00070350001 at nt 4(
alignment score=6 , category=4 , p=0.0459711096567242
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Reads

unconservative chrA07 648408 slicing GSBERNA2T00070350001 at nt 4(
alignment score=6 , category=4 , p=0.0459711096567242
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Reads

unconservative chrA07 677856 slicing GSBERNA2T00070350001 at nt 4(
alignment score=6 , category=4 , p=0.0459711096567242
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Reads

unconservative chrC05 1900490 slicing GSBRNA2T00071654001 atnt 8
alignment score=6_5 , category=1 , p=0.0115919853308402

—— Cleavage Site 81
— All Other Sites
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aconservative chrCnn_random_ 32473360 slicing GSBERNA2T00071328001 at
alignment score=6_5 , category=4 , p=0.0157 785743441008

—— Cleavage Site 375
— All Other Sites

Reads
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Reads

unconservative chrC01_ 975061 slicing GSBRMNA2T00074284001 atnt 16
alignment score=7 |, category=0 , p=0.000169000295167754
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aconservative chrCnn_random_ 3249217 slicing GSBERNA2T0007 7207001 at
alignment score=4 .5 | category=4 , p=0.00130273843430398

2 _| — Cleavage Site 734
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GSBRNAZTOD077207001 position (nts)



Reads

unconservative chrC04 1583187 slicing GSBRNA2T00079541001 at nt 77
alignment score=55 , category=0 , p=0.0287614668835552

T 4 Cleavage Site 779
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Reads

unconservative chrC05 1900490 slicing GSBRNA2T00080762001 atnt 8
alignment score=6.5 , category=4 , p=0.00873941520404209

o —| — Cleavage Site 81
—— Al Other Sites
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Reads

unconservative chrC09 2629861 slicing GSBRNA2T00083668001 at nt 22
alignment score=6_5 , category=2 , p=0.0042596388066134
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aconservative chrAnn_random_ 32090809 slicing GSBERNA2T00085933001 at
alignment score=7 , category=1 , p=0.00587027158071429
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—— Al Other Sites
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aconservative chrAnn_random_ 32104496 slicing GSBERNA2T00085933001 at
alignment score=7 , category=1 , p=0.00587027158071429
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—— Al Other Sites
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Reads

unconservative chrC02 1164203 slicing GSBRNA2T00085933001 at nt 3
alignment score=7 , category=1 , p=0.00587027158071429
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—— Al Other Sites
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GSBRNAZTO0085933001 position (nts)



Reads

unconservative chrC02 1238925 slicing GSBRNA2T00085933001 at nt 3
alignment score=7 , category=1 , p=0.00587027158071429
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—— Al Other Sites
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Reads

unconservative chrC05 1792327 slicing GSBRNA2T00085933001 at nt 3
alignment score=7 , category=1 , p=0.00587027158071429
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—— Al Other Sites

_—

N —_

o -
| | | | |
0 200 400 600 800
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nconservative chrC03 _random_2851464 slicing GSBRNA2T00085933001 at
alignment score=7 , category=1 , p=0.00587027158071429
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Reads

unconservative chrC05 1827956 slicing GSBRNA2T00085933001 at nt 3
alignment score=7 , category=1 , p=0.00587027158071429
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Reads

unconservative chrC0é 1984130 slicing GSBRNA2T00085933001 at nt 3
alignment score=7 , category=1 , p=0.00587027158071429
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Reads

unconservative chrC08 2426362 slicing GSBRNA2T00085933001 at nt 3
alignment score=7 , category=1 , p=0.00587027158071429
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Reads

unconservative chrC09 2597152 slicing GSBRNA2T00085933001 at nt 3
alignment score=7 , category=1 , p=0.00587027158071429
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aconservative chrCnn_random_ 32208488 slicing GSBERNA2T00085933001 at
alignment score=7 , category=1 , p=0.00587027158071429
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aconservative chrCnn_random_ 32204206 slicing GSBERNA2T00085933001 at
alignment score=7 , category=1 , p=0.00587027158071429
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aconservative chrCnn_random_ 3319893 slicing GSBERNA2T00085933001 at
alignment score=7 , category=1 , p=0.00587027158071429
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aconservative chrCnn_random_ 3334747 slicing GSBERNA2T00085933001 at
alignment score=7 , category=1 , p=0.00587027158071429
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—— Al Other Sites
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aconservative chrCnn_random_ 3384748 slicing GSBERNA2T00085933001 at
alignment score=7 , category=1 , p=0.00587027158071429
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aconservative chrCnn_random_ 3392140 slicing GSBERNA2T00085933001 at
alignment score=7 , category=1 , p=0.00587027158071429
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aconservative chrCnn_random_ 23446945 slicing GSBERNA2T00085933001 at
alignment score=7 , category=1 , p=0.00587027158071429
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Reads

unconservative chrA03 204968 slicing GSBRMNA2T00095461001 at nt 31
alignment score=6_5 , category=0 , p=0.0475641625072505
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Reads

unconservative chrC03 1303408 slicing GSBRNA2T00095461001 at nt 31
alignment score=6_5 , category=0 , p=0.0476178195092687
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Reads

unconservative chrA03 274816 slicing GSBRMNA2T00097782001 at nt 25
alignment score=4 , category=0 , p=0.00570200802339271

—— Cleavage Site 258
—— Al Other Sites
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Reads

unconservative chrA05 480212 slicing GSBRMNA2T00097782001 at nt 25
alignment score=4 , category=0 , p=0.00570200802339271

—— Cleavage Site 258
—— Al Other Sites
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Reads

unconservative chrA07 648408 slicing GSBRMNA2T00097782001 at nt 25
alignment score=4 , category=0 , p=0.00570200802339271

—— Cleavage Site 258
—— Al Other Sites

w

E —

P

o
T | | T | |
0 200 400 600 800 1000

GSBRNAZTOD097752001 position (nts)



nconservative_chrCnn_random_3238853 slicing GSBERNA2T00101180001 at
alignment score=7 , category=1 , p=0.049745657 2986954

—— Cleavage Site 55
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Reads

unconservative chrA06 539714 slicing GSBRMNA2T00102521001 at nt 22
alignment score=6.5 , category=4 , p=0.00121593870006601
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iconservative_chrAnn_random_3104496 slicing GSBERNA2T00104433001 at1
alignment score=6.5 , category=4 , p=0.00511451810183794
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iconservative_chrAnn_random_3090809 slicing GSBERNA2T00104433001 at1
alignment score=6.5 , category=4 , p=0.00511451810183794
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Reads

unconservative chrC02 1164203 slicing GSBRNA2T00104433001 atnt 12
alignment score=6.5 , category=4 , p=0.00511451810183794
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Reads

unconservative chrC01_ 979632 slicing GSBERNA2T00104433001 at nt 12¢€
alignment score=6.5 , category=4 , p=0.00511451810183794

2 _| — Cleavage Site 1288

™ — Al Other Sites

|

= _|

wo_

L=}

L=

=]
T T T T
0 500 1000 1500

GSBRNAZTO0104433001 position (nts)



Reads

unconservative chrC02 1238925 slicing GSBRNA2T00104433001 atnt 12
alignment score=6.5 , category=4 , p=0.00511451810183794
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iconservative_chrC03_random_2851464 slicing GSBRMNA2T00104433001 at r
alignment score=6.5 , category=4 , p=0.00511451810183794
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Reads

unconservative chrC05 1827956 slicing GSBRMNA2T00104433001 atnt 12
alignment score=6.5 , category=4 , p=0.00511451810183794
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Reads

unconservative chrC06 1984130 slicing GSBRMNA2T00104433001 atnt 12
alignment score=6.5 , category=4 , p=0.00511451810183794
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Reads

unconservative chrC08 2330634 slicing GSBRMNA2T00104433001 atnt 12
alignment score=6_5 , category=4 , p=0.0111486728377372
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Reads

unconservative chrC08 2426362 slicing GSBRMNA2T00104433001 atnt 12
alignment score=6.5 , category=4 , p=0.00511451810183794
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Reads

unconservative chrC09 2597152 slicing GSBRMNA2T00104433001 atnt 12
alignment score=6.5 , category=4 , p=0.00511451810183794
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iconservative_chrC09_random_2953705 slicing GSBRMNA2T00104433001 at r
alignment score=6.5 , category=4 , p=0.00511451810183794
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Reads

unconservative chrC09 2666373 slicing GSBRMNA2T00104433001 atnt 12
alignment score=6.5 , category=4 , p=0.00511451810183794
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iconservative_chrCnn_random_3204206 slicing GSBERNA2T00104433001 at1
alignment score=6.5 , category=4 , p=0.00511451810183794
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iconservative_chrCnn_random_ 3208488 slicing GSBERNA2T00104433001 at1
alignment score=6.5 , category=4 , p=0.00511451810183794

2 _| — Cleavage Site 1288
™ — Al Other Sites
|
5
L=}
g =
(14
wo_
L=}
L=
=]
T T T T
0 500 1000 1500

GSBRNAZTO0104433001 position (nts)



iconservative_chrCnn_random_ 3238853 slicing GSBERNA2T00104433001 at1
alignment score=7 , category=4 , p=0.0376854055651397
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iconservative_chrCnn_random_3319893 slicing GSBERNA2T00104433001 at1
alignment score=6.5 , category=4 , p=0.00511451810183794
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iconservative_chrCnn_random_3334747 slicing GSBERNA2T00104433001 at1
alignment score=6.5 , category=4 , p=0.00511451810183794
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iconservative_chrCnn_random_3384748 slicing GSBERNA2T00104433001 at1
alignment score=6.5 , category=4 , p=0.00511451810183794
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iconservative_chrCnn_random_3446945 slicing GSBERNA2T00104433001 at1
alignment score=6.5 , category=4 , p=0.00511451810183794
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Reads

unconservative chrA03 204968 slicing GSBRMNA2T00106018001 at nt 42

alignment score=5 |, category=1 , p=0.0351543959671605
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Reads

unconservative chrC03 1303408 slicing GSBRNA2T00106018001 at nt 42

alignment score=5 |, category=1 , p=0.03543281634 75444
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Reads

unconservative chrA05 480212 slicing GSBERNA2T00108889001 at nt 21
alignment score=4 , category=0 , p=0.00570200802339271
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Reads

unconservative chrA02 274816 slicing GSBERNA2T00108889001 at nt 21
alignment score=4 , category=0 , p=0.00570200802339271
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Reads

unconservative chrA07 648408 slicing GSBERNA2T00108889001 at nt 21
alignment score=4 , category=0 , p=0.00570200802339271
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Reads
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Reads

unconservative chrA07 677856 slicing GSBERNA2T00108889001 at nt 21
alignment score=4 , category=0 , p=0.00570200802339271
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iconservative_chrAnn_random_3007215 slicing GSBERNA2T00110162001 at1
alignment score=6 , category=1 , p=0.00999323313668787
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aconservative chrAnn_random_ 23000993 slicing GSBERNA2T00111014001 at
alignment score=6 , category=0 , p=0.0296365575902489

—— Cleavage Site 730
—— Al Other Sites
u —
o
o ]
o
wy ]
o bl
b=
@
o
o |
Wy —
. ] |
| | | |
0 200 400 G600 800

GSBRNAZTO0111014001 position (nts)



Reads
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aconservative chrAnn_random_ 23000993 slicing GSBERNA2T00111014001 at
alignment score=6 , category=0 , p=0.0296365575902489
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aconservative chrAnn_random_ 32000995 slicing GSBERNA2T00111014001 at
alignment score=6 , category=0 , p=0.0296365575902489
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aconservative chrAnn_random_ 32000993 slicing GSBERNA2T00114316001 at

alignment score=7 , category=0 , p=0.0260765893445914
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™ — Al Other Sites
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aconservative chrAnn_random_ 32000995 slicing GSBERNA2T00114316001 at

alignment score=7 , category=0 , p=0.0260765893445914
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nconservative chrC04 random_2867761 slicing GSBRNA2T00121922001 at
alignment score=6 , category=1 , p=0.00380235636505533
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Reads

unconservative chrC07 2202684 slicing GSBRNA2T00121922001 at nt 22
alignment score=6 , category=1 , p=0.00380235636505533
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Reads

unconservative chrA05 480212 slicing GSBRMNA2T00122827001 at nt 70!
alignment score=6_5 , category=3 , p=0.0117949964 792858
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Reads

unconservative chrA07 648408 slicing GSBRMNA2T00122827001 at nt 70!
alignment score=6_5 , category=3 , p=0.0117949964 792858
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Reads

unconservative chrA07 677856 slicing GSBRMNA2T00122827001 at nt 70!
alignment score=6_5 , category=3 , p=0.0117949964 792858
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aconservative chrCnn_random_ 32238853 slicing GSBERNA2T00122970001 at
alignment score=6 , category=4 , p=0.042482363495455
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Reads

unconservative chrC08 2324612 slicing GSBRNA2T00124695001 at nt 3¢
alignment score=6 , category=1 , p=0.0106787290560685
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iconservative_chrCnn_random_ 3238853 slicing GSBRNA2T00125745001 at1
alignment score=7 , category=1 , p=0.049745657 2986954

p~ — — Cleavage Site 1608
— All Other Sites
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Reads

unconservative chrA07 648408 slicing GSBERNA2T00126074001 at nt 137
alignment score=6 , category=2 , p=0.0443121556867767
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Reads

unconservative chrA05 480212 slicing GSBERNA2T00126074001 at nt 137
alignment score=6 , category=2 , p=0.0443121556867767
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Reads

unconservative chrA07 677856 slicing GSBERNA2T00126074001 at nt 137
alignment score=6 , category=2 , p=0.0443121556867767

= —| — Cleavage Site 1371
— All Other Sites

e —

o —

o —
I I I I
0 500 1000 1500

GSBRNAZTO0136074001 position (nts)



Reads

unconservative chrC05 1843559 slicing GSBRNA2T00139673001 at nt 5C
alignment score=7 , category=0 , p=0.008498914438493338
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Reads

unconservative chrC08 2379444 slicing GSBRMNA2T00140338001 at nt 37
alignment score=7 , category=0 , p=0.00799605255209745
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aconservative chrCnn_random_ 32264385 slicing GSBERNA2T00141442001 at
alignment score=55 , category=3 , p=0.0210494250285007
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aconservative chrCnn_random_ 3238853 slicing GSBERNA2T00141255001 at
alignment score=7 , category=1 , p=0.049745657 2986954
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Reads

unconservative chrCo2 1179738 slicing GSBRNA2T00143041001 at nt 13
alignment score=55 , category=1 , p=0.00850636210463707
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Reads

unconservative chrC08 2379444 slicing GSBRNA2T00150899001 at nt 8
alignment score=6 , category=1 , p=0.016145636664134
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Reads

unconservative chrC01_1082245 slicing GSBRMNA2T00151874001 at nt 14
alignment score=6_5 , category=1 , p=0.0152365878124017
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Reads

unconservative chrA0E 523926 slicing GSBERNA2T00151623001 at nt 6¢
alignment score=7 , category=4 , p=0.0254817459081806
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Reads

unconservative chrC07_ 2173958 slicing GSBRMNA2T00151874001 at nt 14
alignment score=6_5 , category=1 , p=0.0152365878124017
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Reads

unconservative chrAl0e 532432 slicing GSBERNA2T00156445001 at nt 193
alignment score=6_5 , category=1 , p=0.0389340370875965
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Reads

unconservative chrA06 528626 slicing GSBRMNA2T00158294001 at nt 200
alignment score=7 , category=2 , p=0.00121292430700781
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aconservative chrCnn_random_ 3359647 slicing GSBERNA2T00158294001 at
alignment score=7 , category=2 , p=0.00121292430700781
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