
 YcfA family protein OS=Candidatus Contendobacter odensis Run_B_J11 OX=1400861 GN=BN874_2050004 PE=4 SV=1 

 YcfA-like OS=Rhodopseudomonas palustris (strain BisB18) OX=316056 GN=RPC_0973 PE=4 SV=1 

 Uncharacterized protein OS=Aureimonas sp. Leaf460 OX=1736384 GN=ASG54_02915 PE=4 SV=1 

 Uncharacterized protein OS=Methylobacterium sp. Leaf456 OX=1736382 GN=ASG52_10845 PE=4 SV=1 

 YcfA family protein OS=Methylocystis sp. (strain SC2) OX=187303 GN=BN69_2809 PE=4 SV=1 

 Uncharacterized protein OS=Pseudolabrys sp. Root1462 OX=1736466 GN=ASD45_21145 PE=4 SV=1 

 YcfA family protein OS=Roseovarius indicus OX=540747 GN=XM52_25505 PE=4 SV=1 

 YcfA family protein OS=Thioalkalivibrio sulfidiphilus (strain HL-EbGR7) OX=396588 GN=Tgr7_1810 PE=4 SV=1 

 YcfA family protein OS=Thiobacillus denitrificans OX=36861 GN=ABW22_15390 PE=4 SV=1 

 YcfA family protein OS=Burkholderiales bacterium GJ-E10 OX=1469502 GN=E1O_22820 PE=4 SV=1 

 YcfA-like protein OS=Nostoc sp. (strain ATCC 29411 / PCC 7524) OX=28072 GN=Nos7524_1659 PE=4 SV=1 

 YcfA-like protein OS=Oscillatoriales cyanobacterium JSC-12 OX=864702 GN=OsccyDRAFT_3683 PE=4 SV=1 

 YcfA family protein OS=Microcystis aeruginosa (strain NIES-843) OX=449447 GN=MAE_45360 PE=4 SV=1 

 YcfA family protein OS=Scytonema tolypothrichoides VB-61278 OX=1233231 GN=SD80_23230 PE=4 SV=1 

 YcfA family protein OS=Tolypothrix campylonemoides VB511288 OX=1245935 GN=SD81_00445 PE=4 SV=1 

 YcfA family protein OS=Tolypothrix bouteillei VB521301 OX=1479485 GN=DA73_0230255 PE=4 SV=1 

 YcfA family protein OS=Nostoc sp. PCC 7107 OX=317936 GN=Nos7107_0782 PE=4 SV=1 

 Uncharacterized protein OS=Nodularia spumigena CCY9414 OX=313624 GN=NSP_36530 PE=4 SV=1 

 YcfA family protein OS=Smithella sp. F21 OX=1538640 GN=KN63_04430 PE=4 SV=1 

 YcfA-like OS=Rhodopseudomonas palustris (strain BisB18) OX=316056 GN=RPC_4143 PE=4 SV=1 

 YcfA family protein OS=Truepera radiovictrix (strain DSM 17093 / CIP 108686 / LMG 22925 / RQ-24) OX=649638 GN=Trad_0426 PE=4 SV=1 

 Uncharacterized protein OS=Meiothermus ruber (strain ATCC 35948 / DSM 1279 / VKM B-1258 / 21) OX=504728 GN=K649_03350 PE=4 SV=1 

 YcfA-like protein OS=Sphingobium japonicum (strain DSM 16413 / CCM 7287 / MTCC 6362 / UT26 / NBRC 101211 / UT26S) OX=452662 GN=SJA_C1-10090 PE=4 SV=1 

 Uncharacterized protein OS=Brevundimonas sp. Leaf363 OX=1736353 GN=ASG17_14025 PE=4 SV=1 

 Uncharacterized protein OS=Rhodovulum sp. PH10 OX=1187851 GN=A33M_4131 PE=4 SV=1 

 Conserved domain protein OS=Treponema azotonutricium (strain ATCC BAA-888 / DSM 13862 / ZAS-9) OX=545695 GN=TREAZ_1596 PE=4 SV=1 

 Toxin-antitoxin system, toxin component, HicA family OS=Catonella morbi ATCC 51271 OX=592026 GN=GCWU0000282_000056 PE=4 SV=1 

 Uncharacterized protein OS=Lachnospiraceae bacterium COE1 OX=1235793 GN=C809_00478 PE=4 SV=1 

 Uncharacterized protein OS=Treponema maltophilum ATCC 51939 OX=1125699 GN=HMPREF9194_01963 PE=4 SV=1 

 Uncharacterized protein OS=Treponema denticola (strain ATCC 35405 / CIP 103919 / DSM 14222) OX=243275 GN=TDE_0452 PE=4 SV=1 

 Uncharacterized protein OS=Sphingomonas sp. Leaf34 OX=1736216 GN=ASF00_01885 PE=4 SV=1 

 Uncharacterized protein OS=Martelella sp. AD-3 OX=686597 GN=AZF01_12865 PE=4 SV=1 

 Uncharacterized protein OS=Rhizobium sp. Leaf371 OX=1736355 GN=ASG39_16560 PE=4 SV=1 

 Uncharacterized protein OS=Pseudorhizobium pelagicum OX=1509405 GN=GV67_02135 PE=4 SV=1 

 Uncharacterized protein OS=Devosia sp. Root436 OX=1736537 GN=ASD04_17970 PE=4 SV=1 

 YcfA family protein OS=Devosia riboflavina OX=46914 GN=JP75_06495 PE=4 SV=1 

 Uncharacterized protein OS=Bosea sp. AAP35 OX=1523417 GN=IP69_11275 PE=4 SV=1 

 Uncharacterized protein OS=Brevundimonas sp. Root1423 OX=1736462 GN=ASD25_22405 PE=4 SV=1 

 Uncharacterized protein OS=Rhizobium sp. Leaf371 OX=1736355 GN=ASG39_04965 PE=4 SV=1 

 Uncharacterized protein OS=Thioalkalivibrio nitratireducens (strain DSM 14787 / UNIQEM 213 / ALEN2) OX=1255043 GN=TVNIR_0652 PE=4 SV=1 

 Uncharacterized protein OS=Thalassospira xiamenensis M-5 = DSM 17429 OX=1123366 GN=TH3_11770 PE=4 SV=1 

 Uncharacterized protein OS=Oceanibaculum pacificum OX=580166 GN=AUP43_12720 PE=4 SV=1 

 Uncharacterized protein OS=Pyrococcus furiosus (strain ATCC 43587 / DSM 3638 / JCM 8422 / Vc1) OX=186497 GN=PF1323 PE=4 SV=1 

 YcfA family protein OS=Methanosaeta harundinacea (strain 6Ac) OX=1110509 GN=Mhar_0603 PE=4 SV=1 

 Uncharacterized protein OS=Peptococcaceae bacterium SCADC1_2_3 OX=1487582 GN=DK28_0202320 PE=4 SV=1 

 Uncharacterized protein OS=Clostridiales bacterium PH28_bin88 OX=1605376 GN=SY88_17480 PE=4 SV=1 

 Uncharacterized protein OS=Scytonema hofmannii PCC 7110 OX=128403 GN=WA1_29855 PE=4 SV=1 

 YcfA family protein OS=Methanothrix soehngenii (strain ATCC 5969 / DSM 3671 / JCM 10134 / NBRC 103675 / OCM 69 / GP-6) OX=990316 GN=MCON_1012 PE=4 SV=1 

 YcfA family protein OS=Methanosaeta harundinacea (strain 6Ac) OX=1110509 GN=Mhar_1059 PE=4 SV=1 

 Putative periplasmic or secreted lipoprotein OS=Rubidibacter lacunae KORDI 51-2 OX=582515 GN=KR51_00020020 PE=4 SV=1 

 Putative periplasmic or secreted lipoprotein OS=Cylindrospermum stagnale PCC 7417 OX=56107 GN=Cylst_5725 PE=4 SV=1 

 Uncharacterized protein OS=Nodularia spumigena CCY9414 OX=313624 GN=NSP_27910 PE=4 SV=1 

YcfA family protein OS=Anabaena sp. 90 OX=46234 GN=ANA_C13738 PE=4 SV=1

 Putative periplasmic or secreted lipoprotein OS=Moorea producens 3L OX=489825 GN=LYNGBM3L_67330 PE=4 SV=1 

 YcfA family protein OS=Halothece sp. (strain PCC 7418) OX=65093 GN=PCC7418_3500 PE=4 SV=1 

 Uncharacterized protein OS=Cyanothece sp. (strain ATCC 51142) OX=43989 GN=cce_2178 PE=4 SV=1 

 Uncharacterized protein OS=Facklamia hominis CCUG 36813 OX=883111 GN=HMPREF9706_00669 PE=4 SV=1 

 Uncharacterized protein OS=Streptococcus agalactiae LMG 14747 OX=1154860 GN=SAG0136_07615 PE=4 SV=1 

 Str03 - toxin HicA 

 Uncharacterized protein OS=Streptococcus agalactiae serotype V (strain ATCC BAA-611 / 2603 V/R) OX=208435 GN=SAG1836 PE=4 SV=1 

 Uncharacterized protein OS=Streptococcus sp. DD10 OX=1777878 GN=STRDD10_02019 PE=4 SV=1 

 YcfA-like protein OS=Candidatus Amesbacteria bacterium GW2011_GWC1_48_10 OX=1618365 GN=UY22_C0041G0008 PE=4 SV=1 

 YcfA family protein OS=Parcubacteria group bacterium GW2011_GWA2_42_28 OX=1618822 GN=UV19_C0006G0028 PE=4 SV=1 

 YcfA family protein OS=Parcubacteria group bacterium GW2011_GWC2_44_22 OX=1618930 GN=UW45_C0012G0028 PE=4 SV=1 

 YcfA-like protein OS=Parcubacteria group bacterium GW2011_GWA1_40_21 OX=1618784 GN=UT90_C0001G0026 PE=4 SV=1 

 YcfA family protein OS=Berkelbacteria bacterium GW2011_GWA2_38_9 OX=1618334 GN=UT11_C0003G0014 PE=4 SV=1 

 Putative YcfA-like protein OS=Syntrophaceticus schinkii OX=499207 GN=SSCH_1590003 PE=4 SV=1 

 Uncharacterized protein OS=Thermus thermophilus (strain HB8 / ATCC 27634 / DSM 579) OX=300852 GN=TTHA0932 PE=4 SV=1 

 YcfA family protein OS=Meiothermus silvanus (strain ATCC 700542 / DSM 9946 / VI-R2) OX=526227 GN=Mesil_0444 PE=4 SV=1 

 Uncharacterized protein OS=Thermus thermophilus (strain HB8 / ATCC 27634 / DSM 579) OX=300852 GN=TTHA1913 PE=1 SV=1 

 YcfA family protein OS=Meiothermus silvanus (strain ATCC 700542 / DSM 9946 / VI-R2) OX=526227 GN=Mesil_3661 PE=4 SV=1 

 Toxin HicA OS=Lactobacillus hokkaidonensis JCM 18461 OX=1291742 GN=LOOC260_106470 PE=4 SV=1 

 Uncharacterized protein OS=Methylomonas methanica (strain MC09) OX=857087 GN=Metme_2813 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Scalindua brodae OX=237368 GN=SCABRO_01745 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Symbiothrix dinenymphae OX=467085 GN=SAMD00024442_19_16 PE=4 SV=1 

 Uncharacterized protein OS=Clostridiales bacterium PH28_bin88 OX=1605376 GN=SY88_23850 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWF2_52_12 OX=1618976 GN=UY68_C0020G0006 PE=4 SV=1 

 Uncharacterized protein OS=Peptococcaceae bacterium SCADC1_2_3 OX=1487582 GN=DK28_0205175 PE=4 SV=1 

 YcfA-like protein OS=Acetomicrobium mobile (strain ATCC BAA-54 / DSM 13181 / JCM 12221 / NGA) OX=891968 GN=Anamo_0541 PE=4 SV=1 

 Uncharacterized protein OS=Methylococcaceae bacterium Sn10-6 OX=1632867 GN=VZ94_16525 PE=4 SV=1 

 YcfA family protein OS=Dehalogenimonas lykanthroporepellens (strain ATCC BAA-1523 / JCM 15061 / BL-DC-9) OX=552811 GN=Dehly_1444 PE=4 SV=1 

 Uncharacterized protein OS=Microcystis aeruginosa (strain NIES-843) OX=449447 GN=MAE_31920 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Methylomirabilis oxyfera OX=671143 GN=DAMO_0924 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Gottesmanbacteria bacterium GW2011_GWC2_39_8 OX=1618450 GN=UT63_C0032G0023 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Brocadia fulgida OX=380242 GN=BROFUL_02632 PE=4 SV=1 

 Uncharacterized protein OS=Scytonema hofmannii PCC 7110 OX=128403 GN=WA1_47915 PE=4 SV=1 

 YcfA-like protein OS=Candidatus Methanoperedens sp. BLZ1 OX=1719120 GN=MPEBLZ_00908 PE=4 SV=1 

 YcfA family protein OS=Methanoculleus marisnigri (strain ATCC 35101 / DSM 1498 / JR1) OX=368407 GN=Memar_0546 PE=4 SV=1 

 YcfA family protein OS=Methanofollis liminatans DSM 4140 OX=28892 GN=Metli_1670 PE=4 SV=1 

 YcfA family protein OS=Methanoplanus limicola DSM 2279 OX=937775 GN=Metlim_2350 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWA2_49_16 OX=1618851 GN=UY42_C0009G0020 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWA1_47_8 OX=1618793 GN=UY07_C0007G0039 PE=4 SV=1 

 YcfA family protein OS=Parcubacteria group bacterium GW2011_GWA1_44_13 OX=1618788 GN=UW27_C0009G0021 PE=4 SV=1 

 Uncharacterized protein OS=Methanosaeta sp. SDB OX=1735328 GN=APR56_06320 PE=4 SV=1 

 Uncharacterized protein OS=Methanosaeta sp. SDB OX=1735328 GN=APR56_09650 PE=4 SV=1 

 YcfA family protein OS=Desulfovibrio africanus str. Walvis Bay OX=690850 GN=Desaf_0164 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWC2_44_17 OX=1618929 GN=UW39_C0016G0027 PE=4 SV=1 

 Uncharacterized protein OS=Desulforudis audaxviator (strain MP104C) OX=477974 GN=Daud_0769 PE=4 SV=1 

 Putative periplasmic or secreted lipoprotein OS=Acetomicrobium mobile (strain ATCC BAA-54 / DSM 13181 / JCM 12221 / NGA) OX=891968 GN=Anamo_1177 PE=4 SV=1 

 Uncharacterized protein OS=candidate division WOR_1 bacterium DG_54_3 OX=1703775 GN=AMJ44_10090 PE=4 SV=1 

 Uncharacterized protein OS=Deltaproteobacteria bacterium SM23_61 OX=1703399 GN=AMJ94_05670 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Scalindua brodae OX=237368 GN=SCABRO_00899 PE=4 SV=1 

 Uncharacterized protein OS=Crocosphaera watsonii WH 8501 OX=165597 GN=CwatDRAFT_1530 PE=4 SV=1 

 YcfA family protein OS=Microcystis aeruginosa (strain NIES-843) OX=449447 GN=MAE_38200 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWA2_40_37 OX=1618817 GN=UU01_C0020G0019 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWA1_38_7 OX=1618783 GN=UT00_C0003G0046 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWF2_50_9 OX=1618975 GN=UY62_C0023G0013 PE=4 SV=1 

 YcfA family protein OS=Parcubacteria group bacterium GW2011_GWA2_37_10 OX=1618810 GN=US35_C0010G0006 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWA2_45_30 OX=1618834 GN=UX07_C0007G0006 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Giovannonibacteria bacterium GW2011_GWA1_44_25 OX=1618645 GN=UW53_C0003G0035 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Yanofskybacteria bacterium GW2011_GWA1_48_10 OX=1619022 GN=UY20_C0015G0006 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria bacterium DG_74_2 OX=1703766 GN=AMJ49_05980 PE=4 SV=1 

 YcfA family protein OS=Dehalogenimonas lykanthroporepellens (strain ATCC BAA-1523 / JCM 15061 / BL-DC-9) OX=552811 GN=Dehly_1441 PE=4 SV=1 

 YcfA-like protein OS=Cylindrospermum stagnale PCC 7417 OX=56107 GN=Cylst_6080 PE=4 SV=1 

 Uncharacterized protein OS=Planktothrix agardhii NIVA-CYA 126/8 OX=388467 GN=A19Y_0685 PE=4 SV=1 

 Uncharacterized protein OS=Anabaena sp. 90 OX=46234 GN=ANA_C13650 PE=4 SV=1 

 YcfA family protein OS=Oscillatoria nigro-viridis PCC 7112 OX=179408 GN=Osc7112_5462 PE=4 SV=1 

YcfA family protein OS=Anabaena sp. 90 OX=46234 GN=ANA_C20678 PE=4 SV=1

 Uncharacterized protein OS=Tolypothrix bouteillei VB521301 OX=1479485 GN=DA73_0234400 PE=4 SV=1 

 Uncharacterized protein OS=Scytonema hofmannii PCC 7110 OX=128403 GN=WA1_08690 PE=4 SV=1 

 Uncharacterized protein OS=uncultured Thiohalocapsa sp. PB-PSB1 OX=1385625 GN=N838_34615 PE=4 SV=1 

 Uncharacterized protein OS=Tolypothrix campylonemoides VB511288 OX=1245935 GN=SD81_34860 PE=4 SV=1 

 Uncharacterized protein OS=Scytonema hofmannii PCC 7110 OX=128403 GN=WA1_31115 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Scalindua brodae OX=237368 GN=SCABRO_00263 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Entotheonella factor OX=1429438 GN=ETSY1_21020 PE=4 SV=1 

 Uncharacterized protein OS=Microcystis aeruginosa (strain NIES-843) OX=449447 GN=MAE_09180 PE=4 SV=1 

 YcfA family protein OS=Stanieria cyanosphaera (strain ATCC 29371 / PCC 7437) OX=111780 GN=Sta7437_4834 PE=4 SV=1 

 YcfA family protein OS=Clostridium sp. DL-VIII OX=641107 GN=CDLVIII_4637 PE=4 SV=1 

 YcfA family protein OS=Clostridium sp. DL-VIII OX=641107 GN=CDLVIII_2112 PE=4 SV=1 

 Uncharacterized protein OS=Mariniradius saccharolyticus AK6 OX=1239962 GN=C943_03299 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWB1_37_13 OX=1618863 GN=US41_C0026G0002 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWC2_44_17 OX=1618929 GN=UW39_C0006G0019 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Daviesbacteria bacterium GW2011_GWA2_42_7 OX=1618425 GN=UV41_C0067G0006 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWC2_32_10 OX=1618918 GN=UR22_C0008G0050 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWA1_50_14 OX=1618798 GN=UY56_C0024G0009 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWF2_52_12 OX=1618976 GN=UY68_C0012G0013 PE=4 SV=1 

 Uncharacterized protein OS=candidate division Zixibacteria bacterium SM23_73_3 OX=1703427 GN=AMJ91_00405 PE=4 SV=1 

 YcfA family protein OS=Desulfonatronospira thiodismutans ASO3-1 OX=555779 GN=Dthio_PD3196 PE=4 SV=1 

 Uncharacterized protein OS=Planktothrix agardhii NIVA-CYA 126/8 OX=388467 GN=A19Y_1337 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Curtissbacteria bacterium GW2011_GWC2_38_9 OX=1618414 GN=UT12_C0022G0013 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Curtissbacteria bacterium GW2011_GWA2_41_24 OX=1618411 GN=UU56_C0011G0019 PE=4 SV=1 

 Uncharacterized protein OS=Berkelbacteria bacterium GW2011_GWA1_36_9 OX=1618331 GN=US31_C0005G0021 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWA1_40_21 OX=1618784 GN=UT90_C0018G0002 PE=4 SV=1 

 YcfA family protein OS=Microgenomates group bacterium GW2011_GWA2_47_8 OX=1618503 GN=UY10_C0059G0010 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Roizmanbacteria bacterium GW2011_GWC2_34_23 OX=1618484 GN=UR56_C0016G0018 PE=4 SV=1 

 Uncharacterized protein OS=Candidatus Nomurabacteria bacterium GW2011_GWB1_37_5 OX=1618742 GN=US50_C0030G0016 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWF2_50_9 OX=1618975 GN=UY62_C0013G0015 PE=4 SV=1 

 Uncharacterized protein OS=Parcubacteria group bacterium GW2011_GWC2_44_17 OX=1618929 GN=UW39_C0012G0035 PE=4 SV=1 

 Uncharacterized protein OS=Atribacteria bacterium 34_128 OX=1635291 GN=XD79_0703 PE=4 SV=1 

 YcfA-like protein OS=Candidatus Brocadia fulgida OX=380242 GN=BROFUL_00509 PE=4 SV=1 

 Uncharacterized protein OS=Tolypothrix bouteillei VB521301 OX=1479485 GN=DA73_0225885 PE=4 SV=1 

 Uncharacterized protein OS=Scytonema hofmannii PCC 7110 OX=128403 GN=WA1_26335 PE=4 SV=1 

 Uncharacterized protein OS=Methanoregula boonei (strain DSM 21154 / JCM 14090 / 6A8) OX=456442 GN=Mboo_0853 PE=4 SV=1 

 Putative periplasmic or secreted lipoprotein OS=Methanoregula formicica (strain DSM 22288 / NBRC 105244 / SMSP) OX=593750 GN=Metfor_1784 PE=4 SV=1 

 YcfA family protein OS=Desulfonatronospira thiodismutans ASO3-1 OX=555779 GN=Dthio_PD1688 PE=4 SV=1 

 YcfA-like protein OS=Candidatus Brocadia fulgida OX=380242 GN=BROFUL_00907 PE=4 SV=1 

 Uncharacterized protein OS=Nitrospira bacterium SM23_35 OX=1704026 GN=AMK74_05155 PE=4 SV=1 
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