Supplementary Figure 1. Absolute number of B cell subsets per 0.1 gm of tissue. Shown here
are the mean+S.D. of A. weight of a whole liver or spleen at various ages. B. absolute number

of each B cell subset per 0.1 gm of tissue weight.

Supplementary Figure 2. Representative H&E pictures of extrahepatic bile ducts from RRV-

infected mice that received adoptively transferred B cells.

Supplementary 3. Adoptive transfer of B cells into RRV-infected Ig-o”- mice results in increased
liver NK cell infiltrates. Summary of absolute numbers of liver NK cell infiltrates in newborn Ig-a”
recipient mice that received either BSS or RRV alone, 14 day old control (BSS) B cells (1x107
cells i.p.) with BSS or RRV, or 14 day old BA (RRV) B cells (1x107 cells i.p.) with BSS or RRV.

*p < 0.05

Supplementary Figure 4. Characterization of 3-83 Ig knock-in mouse B cells. Representative
density plots of liver and spleen B cells from wildtype (WT) and 3-83 Ig knock-in mice (3-83)
(gated on FSC/SSC lymphocytes, CD45*cells, CD19* cells). 3-83Ig* B cells are identified based
on staining with the anti-idiotypic antibody to 3-83 heavy and light chain (clone 54.1). These

cells are also kappa-positive and lambda low/negative.

Supplementary Figure 5. RRV-BA B cells produce pro-inflammatory molecules. Ex-vivo analysis

of intracellular cytokine staining of liver and spleen B cells from BSS-control and RRV-BA mice

(gated on FSC/SSC lymphocytes, CD45*cells, CD19*IgM* cells). **p < 0.005; *p < 0.05

Supplementary Figure 6. Purification of liver B cells for RNA-Seq analysis. Summary FACS



analysis of ARIA cell sorting of B cells from BSS-control and RRV-BA livers, verifying that the
isolated cells were positive for CD19 and negative for other immune cell markers (CD3, CD11b,

F480, NKG2d). Levels of B cell purity from parent lymphocyte group was 98-100%.

Supplementary Figure 7. RNA-Seq rank list of fold change in RRV-BA liver B cell genes. Shown
is the fold change in gene expression from RRV-BA liver B cells compared to BSS-control liver
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Liver absolute NK (CD49b*) cell numbers in Ig-a”- mice

30000 *

20000+

10000+ *

——

absolute cell numbers (CD49b+)

Il BSS

RRV
I (BSS)Bcells

(BSS) B cells + RRV
Il (RRV)Bcells

(RRV) Bcells + RRV



Supplementary Figure 4.

3-83 kappa lambda
7.21 4041
10° 4 10° 4 105—67
10%4 104
o (=]
= =
WT Ba|b/C SRS S
1024 1024 102
O 0= 0+
T T oy e B e oy o e T Ty T
0 10 10° 104 10° o 102 10° 104 10° o 10% 10% 10 10°
54.1 kappa lambda
& 95.7 8 945 BEE
10°% 4 E 10
1044 1074 10%
B
3-83 transgenic 3 & 2
O 10° 4 O 10° 4 O 10° 4
102 107 4 102 4
04 04 04
T TrmT T T T | T g Jid ERi i) b L8 ) ™y
0 10? 10° 10t 10° o 10% 10° 104 10° 0 102 10° 104 10°
54 kappa lambda
Spleen
3-83 kappa lambda
417
10°4 1057575
1074 1044
o (=]
= =
WT Balb/c 5. B s
mzt 107 102 4
0= 0+ 0
i P i} L T L § Laihid s L3k § ey ™ B B T Lidd) LEi: §
0 10% 10° 10* 10° o 107 103 10* 10° 0 107 10% 10% 10°
54 kappa lambda
957 1.55
10°4 10°4
104 10%4
3-83 transgenic & 2
O 10° 81n“—
1024 1024 1024
04 0] 0
L B T Ty ™y Ty T T T 7vy||r T T L
0 107 10° 10* 10° o 10? 10° 10* 10° 0 102 10° 10* 10°
54 kappa lambda



Supplementary Figure 5.

%B220* IgM*

89 il

= %

% * *
6-
*
*

4= *
2= T . T = - .

IFN-y IL-2 TNF-a IL-10 IL-1B IL-6

3 BSS Liver

Em RRV Liver
BSS Spleen

mm RRV Spleen



Supplementary Figure 6.
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Supplementary Figure 7
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