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Additional File 7. Combined subnetworks of NAFLD processes that are shared between sexes or female-
specific. (A) Liver Bayesian subnetwork comprised of NAFLD supersets that are perturbed in liver tissue of females
(as a combination of female-specific processes or shared processes between sexes) and the top key drivers of each
superset. (B) Adipose Bayesian subnetwork comprised of NAFLD supersets that are perturbed in adipose tissue of
females (as a combination of female-specific processes or shared processes between sexes) and the top key drivers
of each superset.



