
Angomonas_desouzai −−−−−−−−−MADEQFDGLYMTIARQ−QNGVDGILSSFFSFLSRKTDFFSQPELAQ−−−−SSINRYVSQYIREAEEKQKK−−QEQQRQ−−−−−−−−−−−−−−−−−−−−−−AQA−−−
Angomonas_deanei −−−−−−−−−MSDEQFDGLYMTIARQ−QNGVDGILSSFFSFLSRKTDFFTQPDLAR−−−−SSIQRYTDQYLALAEERKQK−−QEKEKA−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leptomonas_costaricensis −−−−−−−−−MADERFDSMLLAIAQQ−QQGIDGILDTFFSFLSRKTDFFTQPDMAR−−−−RSVQQAVDRYLAAAEEKERR−−A−AAAA−−−−−−−−−−−−−−−−−−−−−−AEAQRR
Crithidia_fasciculata −−−−−−−−−MADERFDSMLLAIAQQ−QQGIDGILETFFSFLSRKTDFFSQPEMAR−−−−SSVQQVMNRYIAAAEAQQQR−−RAKEAE−−−−−−−−−−−−−−−−−−−−−−AAAQ−−
Leishmania_braziliensis −−−−−−−−−MPDERFDSMLLAIAQQ−QEGIDGILDTFFSFLSRKTDFFSQPDMAR−−−−RSVHQVMDRYLAAAEEKQRK−−A−QEAQ−−−−−−−−−−−−−−−−−−−−−−A−−−−−
Leishmania_mexicana −−−−−−−−−MADERFDSMLLAIAQQ−QQGIDGILDTFFSFLNRKTDFFTQPDMAR−−−−RSVQQAMSRYLAEAEEKQRK−−A−KEAQ−−−−−−−−−−−−−−−−−−−−−−A−−−−−
Trypanosoma_ralphi −−−−−−−−MPADERFDSMMLAIAQQ−HDGIDSILDTFFSFLGRKTDFFTQPALAR−−−−TAVQRALDRHLADAEAKLRQ−−RQV−−−−−−−−−−−−−−−−−−−−−−−−−EEQ−−−
Trypanosoma_sp_TCC878 −−−−−−−−MTAEERFDSMLLAVAQQ−HDGIDAILDTFFSFLRRKTDFFTQPSMAR−−−−TAVTRALDRHLSQAEAQLQQ−−KRE−−−−−−−−−−−−−−−−−−−−−−−−−EEEE−−
Trypanosoma_cruzi −−−−−−−−MSADERFDTMLLAIAQQ−HDGIDSILDTFFSFLGRKTDFFTQPQKAR−−−−ESVQRALERHLVRAEERLQK−−KQT−−−−−−−−−−−−−−−−−−−−−−−−−EEAL−−
Trypanosoma_lewisi −−−−−−−−MSADERFDGMLLAIAQQ−HEGIDSILDTFFSFLGRKTDFFTQPALAR−−−−TSVTRALDRHLALAAERQRP−−A−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−A−−
Trypanosoma_brucei −−−−−−−−MATDERFDTMLLAIAQQ−HDGIDSILNTFFSFLGRKTDFFSQPAMAR−−−−TAVQRALDRHLAQAEEKQ−−−−−−R−−−−−−−−−−−−−−−−−−−−−−−−−Q−−−−−
Trypanosoma_grayi −−−−−−−−MTADERFDSMLLAIAQQ−HDGIDSILDTFFSFLGRKTDFFTQPGLAR−−−−TAVQRALDRHLAHAEAKLQQ−−KLA−−−−−−−−−−−−−−−−−−−−−−−−−−ED−−−
Trypanosoma_vivax −−−−−−−−MSSEERFDSMLLAIAQQ−HEGIDAILDTFFSFLGRKTDFFTQPPMAR−−−−AAVQRALDRHLVQAEQKLAQ−−QQT−−−−−−−−−−−−−−−−−−−−−−−−−K−−−−−
Trypanosoma_sp_TCC339 −−−−−−−−MAMDERFDSMLLAIAQK−HDGIDAILDTFFSFLSRKTDFFTQPAMAR−−−−TSVQRALDRHLSQAESKLQQ−−KRE−−−−−−−−−−−−−−−−−−−−−−−−−EEER−−
Phytomonas_serpens −−−−−−MAAKQNERFDSMLMAIAQQ−QDGIDDILDVFFSFLSRKTDFFTKPQMAR−−−−ATVDKFMSRYLSEAEEKKRV−−AL−−−−−−−−−−−−−−−−−−−−−−−−−−EE−−−−
Herpetomonas_muscarum −−−−−−MSAADDTRFDGMLMAIAQQ−QDGIDGILSVFFSFLNRKTDFFSQPDMAR−−−−ASIDKAMSRYVALAEDRKRK−−AA−−−−−−−−−−−−−−−−−−−−−−−−−−AEAE−A
Angomonas_deanei −−−−−−−−−MSDEQFDGLYMTIARQ−QNGVDGILSSFFSFLSRKTDFFTQPDLAR−−−−SSIQRYTDQYLALAEERKQK−−QEKEKA−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Endotrypanum_schaudinni −−−−−−−−−MPDERFDSMLLAIAQQ−QEGIEGILDTFFSFLNRKTDFFTQPDMAR−−−−RTVQTFMDRYVSAAEEKQRR−−A−QAAQ−−−−−−−−−−−−−−−−−−−−−−AAAQ−−
Leishmania_major −−−−−−−−−MADERFDSMLLAIAQQ−QQGIDGILDTFFSFLNRKTDFFTQPDMAR−−−−RSVQQAMSRYLAEAEEKQRK−−A−KEAQ−−−−−−−−−−−−−−−−−−−−−−A−−−−−
Bodo_saltans −−−−−−−−−MAEERFDGMLLGVAQQ−HQGIQPLLDTFFSFLNRKTDFFTRPAEAK−−−−NAVQQSIQRYIAEAEEREAK−−KKA−−−−−−−−−−−−−−−−−−−−−−−−−AP−−−−
Bodo_sp −−−−−−−−−MSEEKFDGMLLAIAQQ−HQGIQPLLDTFFSFLNRKTDFFTRPADAK−−−−AAVQTSIARYITQAEEREAK−−RKT−−−−−−−−−−−−−−−−−−−−−−−−−AAA−−−
Parabodo_caudatus −−−−−−−−−MADERFDSMLLAIAQQ−HRGIDPLLDTFFSFLSRKTDFFAHPDMAK−−−−EAVDKAMGRYLAVAREKEAQ−−LEKRRR−−−−−−−−−−−−−−−−−−−−−−LEAE−A
XP_008879598.1|Aphanomyces −−−−−−−−MSDEQRFDGLLMQMAQQ−QNGIEPMLTSVFGFLRRKTDFFSGATQE−−AIEQMVLTVVRKESAIAERERY−−−−−−−−DRRVQEEK−−−−−−−−−−−DKKKRLEAKR
ETL31708.1|Phytophthora −−−−−−−−MSETDRFDSMLLTIAQS−QRGIEPLLDTVFSFLRRKTDFFTGAEPQ−−VVEDTILKSVRKQAALAEKDQF−−−−−−−−HKKQQEAE−−−−−−−−−−−KRRKQEAVKL
XP_013233790.1|Eimeria_tenella −−MGTQRETSMDTRFDGLFATVAEQ−AGGIEPLFDYFFGFLCRKTDFFTVGRAA−−CK−EMLDKSFQKWTEKAMEKTER−−−−−−−ERL−−−−−−−−QREK−−KQLHQRQQEEQR
XP_002368217.1|Toxoplasma_gondii MDTPTLDEAMTDSRFDGLFTTVAQQ−AGGIDGLFGYFFGFLQRKTDFFSAGKTN−−CR−EVMDKVFEEGWRRSEERKEL−−−−−−−ERK−−−−−−−RQREA−−EQARKKQEEEKR
XP_003883577.1|Neospora_caninum METPTLDEAMSDARFDGLFTAVAQQ−AGGIDALLGYFFGFLQRKTDFFSAGKTH−−CR−EAVDRVFEEGWRRAEEKKEM−−−−−−−ERK−−−−−−−HQREA−−EQARRKQEEAKR
XP_013436709.1|Eimeria_necatrix −−MGTQGETSMDTRFDGLFATVAEQ−AGGIEPLFDYFFGFLCRKTDFFTVGRAA−−CK−EMLDKSFQKWTEKATEKAER−−−−−−−ERL−−−−−−−−EREK−−KQLHQRRQEEQQ
XP_726864.1|Plasmodium_yoelii −−−−MDGDIVINEKFDFLMLSIAKE−CGDINNFMNIFFSFLLRKTDFITNSQNIEQCE−QVVLRVLKKHYKKKDEYLVK−−LKKEYEKMDEEKKKILQRENSXKDKKKMENN−−−
XP_008815682.1|Plasmodium_inui −−−−MDTDVVVNEKFDFIMLNIAKE−CGDINSLMNHFFSFLLRKTDFITNSKNIEQCE−EIVLKTLRKYYKRKDEYLMK−−LKKEYEKMDEEKKKIYEREHSNGNSRKDQVNEKR
XP_002259979.1|Plasmodium_knowlesi −−−−MDTDIVVNEKFDFIMLNIAKE−CGDINSLMNHFFSFLLRKTDFITNSKNIEQCE−EIVLKTLRKYYKRKEEYVKK−−LKMEYEKMDEEKKKIYEREHSNSNSGKDEINGKK
XP_002141127.1|Cryptosporidium_muris −−−−MTISKNVDDRFDGMLLNIAQG−AEGIENFLDIVFGFLLRKTDFYTAMENS−−EVEKVLMRHFHKFQAMADEKRLE−−−−−−−EKQ−−−−−−−R−−−−−−−−−MLKIEEERR
XP_008882748.1|Hammondia_hammondi MDTPTLDEAMTDSRFDGLFTTVAQQ−AGGIDGLFGYFFGFLQRKTDFFSAGKPN−−CR−EVMDKVFEEGWRRSEERKEL−−−−−−−ERK−−−−−−−RQRDA−−EQARKKQEEEKR
NP_001084961.1|Xenopus_laevis −−−−−MAASMEDERFDGMLLSMAQQHEGGVQELINTFFSFLRRKTDFFVGAEGG−−AAEKLITQAFNHHNKLALATQEQKDADNRER−−−−−−−−−−−−−−−−−−−−−−−−−−−−
XP_006270261.2|Alligator_mississippiensis MGLSAEEVAEQEDRFDGMLLAMAQQHPGGVRELVNTFFSFLRRKTDFFTGGEDG−−VAEKLITDTFNHHNKLAQKERKEKKARQEVER−−−−−−−−−−−−−−−−−−−−−−−−−−R
XP_015264922.1|Gekko_japonicus MGASGEDAADSEERFDGMLLAMAQQHQGGVRELVNTFFSFLRRKTDFFIGGEDG−−AAEKLITETFNHHNKLAQKAHKEKAARQEAER−−−−−−−−−−−−−−−−−−−−−−−−−−R
XP_003227510.1|Anolis_carolinensis MGASGEEAAESEERFDGMLLAMAQQHPGGVRELVNTFFSFLRRKTDFFVGGEEG−−AAEKLITETFSRHNKLAQKAQNEKKARQDAEK−−−−−−−−−−−−−−−−−−−−−−−−−−K
XP_005427196.1|Geospiza_fortis −−−−MVQNSKREASFPGVLLALSPGKEGGL−DLVNTFFSFLRRKTDFFTGGEDG−−VAEKLITEAFSHHNKLAQKERREKKARQEAER−−−−−−−−−−−−−−−−−−−−−−−−−−R
NP_058967.1|Rattus_norvegicus −−−−−MGGEQEEERFDGMLLAMAQQHEGGVQELVNTFFSFLRRKTDFFIGGEEG−−MAEKLITQTFNHHNQLAQKARREKRARQETER−−−−−−−−−−−−−−−−−−−−−−−−−−R
NP_001069075.1|Bos_taurus −−−−−MGGEQEEDRFDGMLLAMAQQHEGGVQELVNTFFSFLRRKTDFFVGGEEG−−MAEKLITQTFNHHNQLAQKARREKRARQETER−−−−−−−−−−−−−−−−−−−−−−−−−−R
XP_006055533.1|Bubalus_bubalis −−−−−MGGEQEEDRFDGMLLAMAQQHEGGVQELVNTFFSFLRRKTDFFVGGEEG−−MAEKLITQTFNHHNQLAQKARREKRARQETER−−−−−−−−−−−−−−−−−−−−−−−−−−R
XP_004478818.1|Dasypus_novemcinctus −−−−−MGGDQEEERFDGMLLAMAQQHEGGVQELVNTFFSFLRRKTDFFIGGEEG−−MAEKLITQTFNFHNQLAQKTRREKRARQETEQ−−−−−−−−−−−−−−−−−−−−−−−−−−R
XP_013115147.1|Stomoxys_calcitrans −−−−−−−MSSQEEQYDNILLAMAQKHTGGMPDFLRTFAGFLRRRSDFYTGDWE−−−−−−KLIMDILRKEADLAMAEHKEKLQRQEAEA−−−−−−−−−−−−−−−−−−−−−−−−−−K
XP_005181854.1|Musca_domestica −−−−−−−MAGQEEHFDNILLAMAQKHAGGMPDFLRTFAGFLRRRSDFYTGDWE−−−−−−KLIMDILRKEADIAMAEHKEKMRKQEEQR−−−−−−−−−−−−−−−−−−−−−−−−−−K
XP_014239874.1|Cimex_lectularius −−−−−−−−−MTEAAFDNMLLAMAQQLEGGVGEFLDTIFSFLARKTDFYSGGDES−−IARSLIIEKYNKYKPKAAQVKEQKKAENEDAD−−−−−−−−−−−−−−−−−−−−−−−−−−R
NP_006591.1|Homo_sapiens −−−−−MGGEQEEERFDGMLLAMAQQHEGGVQELVNTFFSFLRRKTDFFIGGEEG−−MAEKLITQTFSHHNQLAQKTRREKRARQEAER−−−−−−−−−−−−−−−−−−−−−−−−−−R
EFC40417.1|Naegleria_gruberi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
P17624.1|Aspergillus_nidulans −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
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Angomonas_desouzai −−−−−−−−−−−−−−−−AKQHADPQTSSRVEVIEDEEELN−REAERKA−AEE−−AEKRKKAL−−−EEKQKQVEEAAAN−−−−−−−−−−−−−−−−−−−−−−−−−−AEEEADKPKGLP
Angomonas_deanei −−−−−−−−−−−−−−−−−−−−KAAATSSRVEVIEDEEELN−RQAEKRV−AEE−−AAQRQKEL−−−EEKQKQVEEASAK−−−−−−−−−−−−−−−−−−−−−−−−−−AEEEADKPKGLP
Leptomonas_costaricensis AAAQQQ−−−−−−−−−QQHAQAAHPTSSRVEVLEDEDEVN−AAAAAQA−AQE−−AARRKDEL−−−ERQQRAVADAQAAKDAAKAE−−−−−−−−−TSDTAAPEAFADTGADAPRGLP
Crithidia_fasciculata KQQQQQ−−−−−−−−−QQQQQAGRPTSSRVEVLEDEEEAN−AAAAAKA−AQA−−AAERKAQL−−−DKTQRAVEEAKAQKAAEEAAR−−−−EAAAAAEDGPKEAFVDS−GDAPRGLP
Leishmania_braziliensis −AAQQ−−−−−−−−−−−−−−QQSARTSSRVEVLENEEEVN−AAAAAQA−AKD−−AAQRKLEL−−−EKAQCEVAEAKARKEAAAKEAA−−−−−−QQAETDAKEAFADT−ADAPRGLP
Leishmania_mexicana −AAQ−−−−−−−−−−−−−−−KQSTRTSSRVEVLESEEEVN−AVAAAQT−AKE−−AAQRKQEL−−−ERAQREIEEAKAKKEAPAN−−−−−−−−−−GAETDTMEAFADN−DDAPRGLP
Trypanosoma_ralphi −−−−−−−−−−−−−−−−−−−−KKKATASRVEVLEDEEDVA−AAAAAKA−AAE−−AAKRKEEL−−−EKKMEELANAK−−−−E−−−−−−−−−−−−−−−−−−−−−−−−DEDGMKPKGLP
Trypanosoma_sp_TCC878 −−−−−−−−−−−−−−−RRRRREEKENASRVEVLEDEEEAA−ATA−−−A−AAA−−AAQRKAEL−−−ERKAKEIANAV−−−−P−−−−−−−−−−−−−−−−−−−−−−−−DEDGAKPNGLP
Trypanosoma_cruzi −−−−−−−−−−−−−−−−−−−RKQKDAASRVEVLEDEEEAA−SKAAAKA−AAE−−AAKRKAEM−−−EKAANAVANAK−−−−E−−−−−−−−−−−−−−−−−−−−−−−−DEDGMKPKGLP
Trypanosoma_lewisi −−−−−−−−−−−−−−−−−−−GAGRAAAPRVEVLEDEAEAA−EAARRKA−AEE−−AARRKAEM−−−ERKAAEVAGAK−−−−G−−−−−−−−−−−−−−−−−−−−−DGDDGDGTGPKGLP
Trypanosoma_brucei −−−−−−−−−−−−−−−−−−−KRKEAPVSRVEEVEDEEEVK−AKAAAQA−AAE−−AAKRKADL−−−ERKKEELANAK−−−−E−−−−−−−−−−−−−−−−−−−−−−−−DEDGAKPKGLP
Trypanosoma_grayi −−−−−−−−−−−−−−−−−−−−KKKAAASRVEVVEDEEEVA−AAAAAKA−AAE−−AAKRKEEL−−−EKKMEELANAK−−−−E−−−−−−−−−−−−−−−−−−−−−−−−DEDGMKPKGLP
Trypanosoma_vivax −−−−−−−−−−−−−−−−−−−RRNEAAASRVEVIEDEESVK−AKVAAQA−AAE−−AAKRKEDL−−−ERKKEALASAK−−−−E−−−−−−−−−−−−−−−−−−−−−−−−DEDGAKPGGLP
Trypanosoma_sp_TCC339 −−−−−−−−−−−−−−−RK−−RQQQQSASRVEELEDEEEVA−AAAAAKA−AEA−−AAQRRAEL−−−EKKASEVENAK−−−−E−−−−−−−−−−−−−−−−−−−−−−−−DEDGMKPKGLP
Phytomonas_serpens −−−−−−−−−−−−−−−EARRKKEAAVSSRVEVLEDEEELS−TAAAKAA−AEA−−AAHRKAEL−−−ERKKKELEEAQKQKGN−−−−−−−−−−−−−−−−−−−−−DGDEEDCNKPKGLP
Herpetomonas_muscarum EA−−−−−−−−−−−−−ERKRRAAAAEESRVEVIEDEEEVE−KAAAKAA−AEA−−ARKRQEEL−−−ERKQRELEEEKKKA−−−−−−−−−−−−−−−−−−−−−−−−EGDEEANKPQGLP
Angomonas_deanei −−−−−−−−−−−−−−−−−−−−KAAATSSRVEVIEDEEELN−RQAEKRV−AEE−−AAQRQKEL−−−EEKQKQVEEASAK−−−−−−−−−−−−−−−−−−−−−−−−−−AEEEADKPKGLP
Endotrypanum_schaudinni −−−−−−−−−−−−−−−−QQQRSARTTTSRVEVLEDEDA−D−ASTAARV−AKE−−AAQRKQEL−−−EMAQRELLEAKERKEAAAAAANEVQQQQDDANAGVKEAFAET−DDAPRGLP
Leishmania_major −AAQQQ−−−−−−−−−QQQQQQSARTSSRVEVLESEEEVN−AVAAAQA−AEE−−AAQRKQEL−−−ERAQREVAEAKAKKEAAGN−−−−−−−−−−EAETGATEAFADT−GDAPRGLP
Bodo_saltans −−−−−−−−−−−−−−−−−−PPAPKAAASRVEELPDDDEIE−KK−−−−A−QEA−−AAKRKAHL−−−EKKRQEIEAAT−−−−−−−−−−−−−−−−−−−−−−−−−−−−PDEDGNKPKGLP
Bodo_sp −−−−−−−−−−−−−−−TPVAPAANNTPSRVEELEDDEEVA−TA−−−−S−QLA−−AAKRKADL−−−EKKQKEIEEAK−−−−−−−−−−−−−−−−−−−−−−−−−−−−PDEDGNKPKGLP
Parabodo_caudatus AAAKQQ−−−−−−−−−QQSAAAASSSSSKVEELPDDDEELAAMELAKA−−−−−−−−−−KAEA−−−EQRAAALAAQQKALAE−−−−−−−−−−−−−−−−−−−−−APADEDGNKPKGVA
XP_008879598.1|Aphanomyces KKEEEEAA−−−−−−−S−−−−−−RKTQSRFEEITDDEDVV−−−−−−−PSVPV−−−−−−−−−−−−−−KTSAPVAAPSPV−−−−−−−−−−−−−−−−−TAAPAPAGDNAEDDDKDDGAP
ETL31708.1|Phytophthora EKRQKKEE−−−−−−−K−−−−−−AKDPPRFEEITDDDAET−−−−−−−K−−−−−−−−−−−−−−−−−−−−−−−−−ESTPE−−−−−−−−−−−−−−−−−QASPQKTATKADGEEKEDNGP
XP_013233790.1|Eimeria_tenella KQEQQR−K−−−−−−−QPVDL−−−ENRPKIEELT−−−−−EDEEALYSQPADKGAEKS−−SQ−−−−−QKSSP−−−−−−AK−−−−−−−−−−−−−−TDQNAQQ−−−EEPAGSDDEQSAR
XP_002368217.1|Toxoplasma_gondii VAAA−−−A−−−−−−−ASSRP−−−ARVNKIEELT−−−−−EEEERAFNPDYKPPASAS−−QQ−−−−−ATSATASEVPKT−−−−−−−−−−−−−−−−−−−QKKEDADGSRDEDDEDNGP
XP_003883577.1|Neospora_caninum MAASASSA−−−−−−−SSSRP−−−IGVNKIEELT−−−−−EEEERAFNPDYKPPASAS−−QA−−−−−GTAAPSAEAKPHK−−−−−−−−−−−−−−KTNEAGSGDEDGSGDEDGEDNEP
XP_013436709.1|Eimeria_necatrix KQEQQR−K−−−−−−−QPVDL−−−ENRPKIEELT−−−−−EDEEALYSQPADKGAEKS−−TQ−−−−−RNSSP−−−−−−AK−−−−−−−−−−−−−−TDQNAQQ−−−EEPAGSDDEQSTR
XP_726864.1|Plasmodium_yoelii −−−−−−−−−−−−−−−−−−−−−−−−−−NKVVEIEDDDHDK−−−−−−−−−−−LKKSDKKEDQLNENNKQIKP−−−−−−−−−−−−−−−−−−−−−−−−−KSNNNEACSENDDDDEGDSE
XP_008815682.1|Plasmodium_inui KNTNLKMNNNVKNGTSTSALDNMQEEKRVVEIDEDGIMGDEELAINQHLPNGKGDSKKDR−−−GEKRTTPISEYSA−−−−−−−−−−−−−−−−KGKGKNDRKANKSEDSDDDTNDE
XP_002259979.1|Plasmodium_knowlesi KSTNSKMNNNMKNVNTTSPLDNMQKEKRVVEIDEDGNIGNEELAINQHLPNGKGDSKKDG−−−GEKRTSPISEYSS−−−−−−−−−−−−−−−−KAKAKNEGKANKSEESDEDTNDE
XP_002141127.1|Cryptosporidium_muris KHMA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−EAKKRG−−−−−−−−−−−−−−ESETH−−−−−AK−−−−−−−−−−−−−−LQQKLQNTPKVVEINSDNEEESI
XP_008882748.1|Hammondia_hammondi VAAA−−−A−−−−−−−ASSRP−−−TGVNKIEELT−−−−−EEEERAFNPDYKPPASAS−−QQ−−−−−ATSATASDVPKK−−−−−−−−−−−−−−−−−−−QKKEDGDESEDEDDEDDGP
NP_001084961.1|Xenopus_laevis EA−−AR−−−−−−REREVKKKAAEAGESRITELTDEEAERLQ−KEIDK−−−−−−−−NKAREKA−−TSETEEKL−−−−−−−−−−−−−−−−−−EPEKNGEEKEEEGGEEDEKDKGKLK
XP_006270261.2|Alligator_mississippiensis EK−−AERAAKLAKEAKQ−−−−−EANEPKIKELTEEEAERLQ−LELDQ−−−−−−−−KKERKEE−−ENNNVSTKPS−EH−−−−−−−−−−−−ETDSPDSSKQESEEEEEDEKDKGKMK
XP_015264922.1|Gekko_japonicus EK−−AEQAAKLTKEAKRAE−−−SDAEPRIKELTDEEAERLQ−LEIDQ−−−−−−−−KKEKKEN−−ESKDVPEKSS−VH−−−−−−−−−−−−SMESSESNKLEADEEEEDEKDKGKLK
XP_003227510.1|Anolis_carolinensis EK−−AERAAKLAKEKKQ−−−−−EESEPRIKELTDEEAERLQ−LEIDQ−−−−−−−−KKEKKDS−−EAQSIPVESA−EN−−−−−−−−−−−−SMETPESNKQDTDEEEEDEKDKGKLK
XP_005427196.1|Geospiza_fortis EK−−AERAARLARDRERDREGPQPGEPRIKELTDEEAERLQ−LEINQ−−−−−−−−KKEAQG−−−QGNSVPVKPS−EE−−−−−−−−−−−−EGESSDSNKQGTDDEEEDEKDKGKLK
NP_058967.1|Rattus_norvegicus EK−−AERAARLAKEAKA−−−−−ETPGPQIKELTDEEAERLQ−LEIDQ−−−−−−−−KKDAENH−−EVQLK−−−−−−NG−−−−−−−−−−−−SLDSPGKQDAEEEEDEEDEKDKGKLK
NP_001069075.1|Bos_taurus EK−−AERAARLAKEAKS−−−−−ETSGPQIKELTDEEAERLQ−LEIDQ−−−−−−−−KKDAENQ−−EAQLK−−−−−−NG−−−−−−−−−−−−SLGSPGKQEAEEEEEEDDEKDKGKLK
XP_006055533.1|Bubalus_bubalis EK−−AERAARLAKEAKS−−−−−EASGPQIKELTDEEAERLQ−LEIDQ−−−−−−−−KKDAEKQ−−EAQLK−−−−−−NG−−−−−−−−−−−−SLGSPGKQEAEEDEEEEDEKDKGKLK
XP_004478818.1|Dasypus_novemcinctus EK−−AERAARLAKEAKS−−−−−ETPGPQIKELTDEEAERLQ−LEIDQ−−−−−−−−KKDAETQ−−EAQLK−−−−−−NG−−−−−−−−−−−−SLGSSGKQEAEEDEEEEDEKDKGKLK
XP_013115147.1|Stomoxys_calcitrans KREQKERQQKEAR−−−−−−−EKEMSESKICDITDEEAAQII−KEEED−−−−−−−−KKRQKLL−−EEATAAAGGSAPV−−−−−−−−−−−−AVDEEKSKPIDKVEDDTEKDEVGKLL
XP_005181854.1|Musca_domestica QKEEKERKEREAR−−−−−−−EKEMSQSKICDITDEEAAQII−KEEED−−−−−−−−KKRQKLL−−EEAAAAAGGTAPV−−−−−−−−−−−−VVEEEKSKPIDKVEDETEKSEVGKLL
XP_014239874.1|Cimex_lectularius KR−−KERAK−−−−−−−−−KEKEALSKCEVKELTDEEAEKIQ−KQLDE−−−−−−−−GKENSAN−−GVSTEERGD−−GD−−−−−−−−−−−−KKHKGEEDTPSTSKDEDDEEDKGKLK
NP_006591.1|Homo_sapiens EK−−AERAARLAKEAKS−−−−−ETSGPQIKELTDEEAERLQ−LEIDQ−−−−−−−−KKDAENH−−EAQLK−−−−−−NG−−−−−−−−−−−−SLDSPGKQDTEEDE−EEDEKDKGKLK
EFC40417.1|Naegleria_gruberi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSSSTDQTLLT
P17624.1|Aspergillus_nidulans −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−M−−−−−−−−−−−−SEQEPSSADLAAREA−−−−EEKQRKA

231
Angomonas_desouzai PTA−−−−−TNGFEYPHYSFSQSLQEAEVRVPLPA−TNVKGKMVDVEITASHLKVGMKGK−−EPIINGDLWEKVRADECMWTIED−−−−−GNTVVITLYKYNAMDWWKTIIKGDPE
Angomonas_deanei PTA−−−−−ANGFAYPHYSFSQSLQEAEIRIPLPA−SNVKGKMLTVEITASHIKVGMKGK−−EPLVDGELWAKVRADECMWTIED−−−−−GNTVVVTLYKKNEMEWWKTIIQGDPE
Leptomonas_costaricensis PTA−−−−−ANGFAYEKYIFSQSLQEAEVRVPLPA−VSVKGKQVSVVITGGHLSVGMKGQ−−PPIVDGDLFAKVRAEECMWTIED−−−−−GNTVVITLYKANAMEWWKTIFQGDPE
Crithidia_fasciculata PTA−−−−−DNGFAYEKYIFAQSLQEAEVRVPLPA−TNVRGKQLNVVIAANHLTVGMKGQ−−PAIVDGDLYSKVRAEECMWTIED−−−−−GNTVVVTLYKQNAMEWWKTIFLGDAE
Leishmania_braziliensis PTA−−−−−ANGFAYEKYIFSQSLQEAEVRVPLPA−ANVKGKQVNVVITSNRLLVGMKGG−−SPIVDGELYGKVRAEECMWTIED−−−−−GKTVVVTLYKANSMEWWKTIFQGDPE
Leishmania_mexicana PTA−−−−−ANGFAYEKYIFSQSLQEAEVRVPLPA−VNVKGKQVSIVITSNHLTVGMKGQ−−PPIVDGELYSKVHAEECMWTIED−−−−−GHTVVVTLYKVNSMEWWKTIFQGDPE
Trypanosoma_ralphi PNA−−−−−GNGFEYEHYTFTQTLQEVEVRVPLPI−ANAKGKILDVILQQRHLRVGLKGK−−PPIVDGELYAAVKAEESMWTIED−−−−−GCTVVVTLTKQNQMEWWKAVITGDAE
Trypanosoma_sp_TCC878 PTA−−−−−GNGFEYEHYTFSQTLQEAEVRVPLGI−ANAKGKMLDVAIQQRRLRVGIKGK−−TPIVDGELYAAVKAEDSMWTIED−−−−−GTTVIVTLTKQNQMEWWKSIIAGDPE
Trypanosoma_cruzi PTA−−−−−GNGFDYEHYMFSQTLQEVEVRVPLPI−ANAKGRDLDIVLQQRHMRVGMKGK−−TPIVNGDLYAAVKAEECMWTIED−−−−−GSTVVITLTKMNQMEWWKTVIAGDAE
Trypanosoma_lewisi PTV−−−−−TNGFDYEHYMFSQTLQEVEVRVPLPV−ANAKGRDVDIVMQQRRLRVGLKGK−−TPILDGELYAAVKTEECMWTIED−−−−−GSTVVVTLAKMNKMEWWKTVIVGDAE
Trypanosoma_brucei PTV−−−−−GNGFDYEHYMFSQTLKEVEVRVPLLV−ARAKGKDVDVVLQQRRLRVGMKGK−−PPIVDGELFASVKTEESMWTIED−−−−−GHTVVVTLTKQNQMEWWKTVMVGDAE
Trypanosoma_grayi PNA−−−−−GNGFDYEHYTFTQSLQEVEVRVSLPI−ANAKGKNLDVVMQQHRLRVGLKGK−−PPIVDGDLYAAVKAEESMWTIED−−−−−GRTVVLTLTKQNQMEWWKTVIAGDME
Trypanosoma_vivax PTA−−−−−ANGFEYENYIFSQTLREVEVRVPLFT−SGVRGRDVDVVLQQRRLRVGLKGK−−SPLVDGELFAAVKTEECMWTIED−−−−−GVTVVVTLTKQNQMEWWKTVISGDPE
Trypanosoma_sp_TCC339 PTA−−−−−GNGFEYERYMFSQTLQEAEVRVPLPI−TNAKGKMLDVMIQQKHLRVGVKGK−−PAIIDGDLYSAVKAEESMWTIED−−−−−GQTVVVTLTKQNQMEWWKTVIAGDPE
Phytomonas_serpens PTA−−−−−GNGFEYEHYTFAQTLKDVEVRVPLPA−RNVRGKQLDVEIKQDHLKVAMKGN−−PPIVDGDLYARVKLADCMWTIED−−−−−GSVVVISLQKQNDMEWWKTIIVGDPE
Herpetomonas_muscarum PTS−−−−−TNGFEYANYSFSQSLQEVEVRVPLPI−KGAKGKQLDVEMKQQHLKVGVKGK−−EPIVDGDLFARIKVEDCLWTIED−−−−−GCVVVLTLYKLNNMEWWRTVIVGDPE
Angomonas_deanei PTA−−−−−ANGFAYPHYSFSQSLQEAEIRIPLPA−SNVKGKMLTVEITASHIKVGMKGK−−EPLVDGELWAKVRADECMWTIED−−−−−GNTVVVTLYKKNEMEWWKTIIQGDPE
Endotrypanum_schaudinni PTA−−−−−GNGFAYERYIFSQTLQEAEVRVPLPV−ANVKGKQVSVVITNDHLSVGMKGQ−−SLILDGELYGKVRAEECMWTIED−−−−−GNTVVVTLYKTNSMEWWKTIFQGDPE
Leishmania_major PTA−−−−−ANGFAYEKYIFSQSLQEAEVRVPLPA−VNVKGKQVSIVITSSHLTVGMKGQ−−PPIVDGDLYSKVRAEECMWTIED−−−−−GHTVVVTLYKVNSMEWWKTIFQGDPE
Bodo_saltans PTV−−−−−GNGFAYENYVWSQTLQEAEVRVPLPV−TNAKSKMLDVEITNTHLRVGLKGK−−DAVVNGELFARVKCDDSMWTLED−−−−−GKTVVIHLVKANNMEWWKTIIQGDPE
Bodo_sp PTP−−−−−GNGFAYANYVWSQTLQEVEVRVPLPI−QNAKSKLLDVEIGFTKLRVGVKGK−−DPIVSGDLFGRVKQEDSMWTIED−−−−−GKTVVIHLVKNNQMEWWKTVINGDPE
Parabodo_caudatus PNA−−−−−ANGCAYANYIWTQTLQEVEVKVPLPK−GGFKTKMLSVDIQNGKISVAVKGAEGGPLVAGDLYARIKADDSMWTLED−−−−−GNTVVMHLVKVNQMEWWKTVIVGDAE
XP_008879598.1|Aphanomyces PLE−−−−−GNGGKTDNYVWTQTLQEAHVTIPVPQ−−GTTSKQVVVDLRSKTLKVGLKSQ−−PLIVDGDLHKKIKVEDSFWTLED−−−−−NNRICVYLQKENQMEWWKCIMVGDVE
ETL31708.1|Phytophthora PLV−−−−−GNGGQTDKYVWTQTLQEAQVNFAVPE−−GTKSRQVDVEIRAGKMRVGLRGG−−ETFVDGPLYNKVKVDDSFWTLED−−−−−GNRICIYLQKDNQMEWWKTIIQGDPE
XP_013233790.1|Eimeria_tenella RPE−−−−−GNGGTTDKYRWTQTLESVDVYVPVGT−−GVRAAQCSVKVTGSRLTVGLKGQ−−PPILDGEFSQKVHADDCMWTLED−−−−−QNTVHLSLEKVDRMRWWSCVLKGDPE
XP_002368217.1|Toxoplasma_gondii PPE−−−−−GNGGKTEKYTWTQTLGTVDVYIPVQE−−GTKASNWDVKIGAGTLKVGLKGQ−−TPLVDGKLHMKVKPDDCMWTLED−−−−−KKVIHLNLEKVDNMRWWSCVVQGDPE
XP_003883577.1|Neospora_caninum PPE−−−−−GNGGKTERYTWTQTLGTVDVYIPVQE−−GTKASQWDVKIGAGTLKVGMRGQ−−TPLIDGKLHMKVKPDDCMWTLED−−−−−KKIIHLNLEKADSMRWWAGVVQGDPE
XP_013436709.1|Eimeria_necatrix RPE−−−−−GNGGTTDKYRWTQTLESVDVYVPIGT−−GVRAAQCSVKITGSRLTVGLKGQ−−PPILDGEFSQKVHADDCMWTLED−−−−−QNTVHLSLEKVDRMRWWSCVLKGDPE
XP_726864.1|Plasmodium_yoelii PPK−−−−−GNGGKTEKYTWTQTLGTVDMYIDVEE−−FIKTKDIKVDITFKKLSIKVKN−−−NIYIEGEFHKHIKPEDSIWTLED−−−−−NRIIHISIEKLNTMEWWATVIKGDPE
XP_008815682.1|Plasmodium_inui PPK−−−−−GNGGKTEKYTWTQTINSLDMYINLDQ−−KVKTKDIKLEITYKKLYVNVKN−−−EVIIDGEFYKHIKPEDSIWTLED−−−−−NRVIHVCIEKLNGMEWWSTVIKGDSE
XP_002259979.1|Plasmodium_knowlesi PPK−−−−−GNGGQTEKYTWTQTINSLDMYINLDQ−−KVKTKDIKLEITYKKLYVSVKN−−−EVIIDGEFYKHIKPEDSIWTLED−−−−−NRVIHVCIEKLNGMEWWSTVIKGDSE
XP_002141127.1|Cryptosporidium_muris PPL−−−−−GNGGSTDKYTWTQTLSTVEMQIPVIS−−GIRSRDCNIKITPNKLTVIVKS−−−EKFIDGEFHAKVKAVDSMWSIID−−−−−NKIIQITLEKQDTMNWWSCVIKGDPE
XP_008882748.1|Hammondia_hammondi PPE−−−−−GNGGKTEKYTWTQTLGTVDVYIPVQE−−GTKASNWDVKIGAGTLKVGLKGQ−−TPLVDGRLHMKVKPDDCMWTLED−−−−−KKVIHLNLEKVDNMRWWSCVVQGDPE
NP_001084961.1|Xenopus_laevis PNS−−−−−GNGADLPHYRWTQTLSEVDLIVPFPVSFRLKGKDVQVDIRRRRLTVGLRGQ−−KPVLDGELFNDIKVEECSWLIED−−−−−GKVVTVHLEKINTMEWWSRIVLTDPE
XP_006270261.2|Alligator_mississippiensis PNS−−−−−GNGADLPNYRWTQTLSELDLAVPFKVNFRLKGKDVIVDIQRRHLKLGLKGH−−PPVIDGDFYNEVKVEESSWLIED−−−−−GKTVTVHLEKINKMEWWNKLVSTDPE
XP_015264922.1|Gekko_japonicus PNS−−−−−GNGADLPNYRWTQTLSEVDLAIPFKVNFRLKGKDMIVDIQRRHLKVGLKGH−−PAMIDGDLYNEVKVEESSWLIED−−−−−GEIVTVHLEKINKMEWWNKLVQTDPE
XP_003227510.1|Anolis_carolinensis PNS−−−−−GNGADLPNYRWTQTLSELDLAVPIQVNFRLKGKDMLVDIQRRHLKVGLKGQ−−PPVIDGPLYNEVKVEESSWLIED−−−−−GKIVTVHLEKINKMEWWNKLVQTDPE
XP_005427196.1|Geospiza_fortis PNS−−−−−GNGADLPNYRWTQTLSELDLAVPFKVSFRLKGKDVVVDIQRRRLKVGLKGH−−PPVIDGELFNEVKVEESSWLIED−−−−−GKTVTVHLEKINKMEWWNKLVSTDPE
NP_058967.1|Rattus_norvegicus PNL−−−−−GNGADLPNYRWTQTLSELDLAVPFRVSFRLKGKDVVVDIQRRHLRVGLKGQ−−APVIDGELYNEVKVEESSWLIED−−−−−GKVVTVHLEKINKMEWWNRLVTSDPE
NP_001069075.1|Bos_taurus PNL−−−−−GNGADLPSYRWTQTLSELDLAVPFCVNFRLKGKDVVVDIQRRHLRVGLKGQ−−PAIVDGELYNEVKVEESSWLIED−−−−−GKVVTVHLEKINKMEWWSRLVSSDPE
XP_006055533.1|Bubalus_bubalis PNL−−−−−GNGADLPSYRWTQTLSELDLAVPFRVNFRLKGKDVVVDIQRRHLRVGLKGQ−−PAIVDGELYNEVKVEESSWLIED−−−−−GKVVTVHLEKINKMEWWSRLVSSDPE
XP_004478818.1|Dasypus_novemcinctus PNL−−−−−GNGADLPNYRWTQTLSELDLAVPFHVSFRLKGKDVVVDIQRRHLRLGLKGQ−−PPIIDAELYNEVKVEESSWLIED−−−−−GKVVTVHLEKINKMEWWSRLVAGDPE
XP_013115147.1|Stomoxys_calcitrans PNS−−−−−GNGCTLDKYMWTQTLGEVELKIPFTVTFNLRARDLVVDIQKKTLKVGLKGH−−EPIINGQLCAEVKVEDSVWVLQD−−−−−SKTVQITLEKVNKMNWWDRLVMTDPP
XP_005181854.1|Musca_domestica PNA−−−−−GNGCTLDKYMWTQTLGEVELKIPFAVSFNLRARDLVVDIQKKTLKVGLKGH−−EPVINGQLCAEVKVEDSLWVLQD−−−−−SKTVQITLEKVNKMNWWDRLVMTDPP
XP_014239874.1|Cimex_lectularius PNS−−−−−GNGCDLPNYRWTQTLNEIELRVPLRVNFKVKSRDVVVDLQKKSIKVGLRGH−−PDIINGEFEHEIKLEESTWLLED−−−−−GNSLLINIEKVNQMEWWSKLVMTDPE
NP_006591.1|Homo_sapiens PNL−−−−−GNGADLPNYRWTQTLSELDLAVPFCVNFRLKGKDMVVDIQRRHLRVGLKGQ−−PAIIDGELYNEVKVEESSWLIED−−−−−GKVVTVHLEKINKMEWWSRLVSSDPE
EFC40417.1|Naegleria_gruberi PVQGGATGPTCLENTKYKWTQDITSIMIVIPFEN−−PITTKTVKVNFEKKSIKVTVVGI−EQPIIQGKLCKEVDEDECYWQIED−−−−−KKELIINLQKVVG−IWWDYVIEGHPK
P17624.1|Aspergillus_nidulans AEE−−−−−AE−QATLPYKWTQTIRDVDVTIPVS−−ANLKGRDLDVVLKKDSIKVKVKGENGEVFIDGQFPHPIKPSESSWTLETTSKPPGKEVSIHLDKVNQMEWWAHVVTTAPK
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Angomonas_desouzai IDLQKVVPENSKLDDLDGETRQTVEKMMFDQRQKAMGKPTSEEQKKQDMLKKFMEAHPEMDFSQAKMC−−−−−−−−−−−−−
Angomonas_deanei IDLQKVVPENSKLDDLDADTRQTVEKMMFDQRQKAMGKPTSEEQKKQDMLKKFMEAHPEMDFSQAKMC−−−−−−−−−−−−−
Leptomonas_costaricensis IDLQKVMPENSKLDDLDSDTRQTVEKMMYDQRQKMMGKPTSDEQKKQDMLRKFMEAHPEMDFSQAKFC−−−−−−−−−−−−−
Crithidia_fasciculata IDLQKVMPENSKLDDLDSDTRQTVEKMMYDQRQKMMGKPTSEEQKKQDMLRKFMEAHPEMDFSNAKFS−−−−−−−−−−−−−
Leishmania_braziliensis IDLQKVMPENSKLDDLDSDTRQTVEKMMYDQRQKMMGRPTSDEQKKQDMLRKFMEAHPEMDFSQAKFC−−−−−−−−−−−−−
Leishmania_mexicana IDLQKVMPENSKLDDLDSDTRQTVEKMMYDQRQKMMGKPTSDEQKKQEMLRKFMEAHPEMDFSQAKFC−−−−−−−−−−−−−
Trypanosoma_ralphi IDLQKVVPENSRLDDLDSDTRQTVEKMMYDQRQKALGLPTSEEQQKRDMLAKFMAAHPEMDFSQAKIC−−−−−−−−−−−−−
Trypanosoma_sp_TCC878 IDLQKVVPENSKLDDLDAETRQTVEKMMYDQRQKAMGLPTSEEQKKHDMLAKFMAAHPEMDFSKAKIC−−−−−−−−−−−−−
Trypanosoma_cruzi IDLQKVVPENSRLDDLDSETRQTVEKMMYDQRQKAMGLPTSEEQQKRDMLAKFMAAHPEMDFSQAKIC−−−−−−−−−−−−−
Trypanosoma_lewisi IDLQKVVPENSKLDDLDSETRQTVEKMMYDQRQKAMGLPTSEEQQKREMLSKFMAAHPEMDFSQAKIC−−−−−−−−−−−−−
Trypanosoma_brucei IDLQKVMPENSKLDDLDGDTRQTVEKMMYDQRQKAMGLPTSEEQKKREMLAKFMAAHPEMDFSQAKIC−−−−−−−−−−−−−
Trypanosoma_grayi IDLQKVVPENSKLDDLDSDTRQTVEKMMYDQRQKALGLPTSEEQQKRDMLAKFMAAHPEMDFSQAKIC−−−−−−−−−−−−−
Trypanosoma_vivax IDLQKVVPENSKLDDLDGETRQTVEKMMYDQRQKAMGLPTSEEQKKRDMLAKFMAAHPEMDFSQAKIC−−−−−−−−−−−−−
Trypanosoma_sp_TCC339 IDLQKVVPENSKLDDLDLDTRQTVEKMMYDQRQKAMGLPTSEEQKKNEMLAKFMAAHPEMDFSKAKIC−−−−−−−−−−−−−
Phytomonas_serpens IDLQKVVPENSKLDDLDSETRQTVEKMMFDQRQKALGKPTSEEQKKQDMLKKFMEAHPEMDFSQAKFC−−−−−−−−−−−−−
Herpetomonas_muscarum IDLQKVVPENSKLDDLDADTRQTVEKMMYDQRQKSMGLPTSEEQKKQDMLKKFMEAHPEMDFSQAKFM−−−−−−−−−−−−−
Angomonas_deanei IDLQKVVPENSKLDDLDADTRQTVEKMMFDQRQKAMGKPTSEEQKKQDMLKKFMEAHPEMDFSQAKMC−−−−−−−−−−−−−
Endotrypanum_schaudinni IDLQKVMPENSKLDDLDSDTRQTVEKMMYDQRQKMMGKPTSDEQKKQDMLKKFMEAHPEMDFSQAKFC−−−−−−−−−−−−−
Leishmania_major IDLQKVIPENSKLDDLDSDTRQTVEKMMYDQRQKMMGKPTSDEQKKQDMLRKFMEAHPEMDFSQAKFC−−−−−−−−−−−−−
Bodo_saltans VDLQKVQPENSKLDDLDGETRQTVEKMMFDQRQKAMGLPTSDEQKKQDIMKKFMAAHPEMDFSKAKIC−−−−−−−−−−−−−
Bodo_sp IDLQKVQPENSKLDDLDSETRQTVEKMMFDQRQKAMGLPTSDEQKKQDIMKKFMAAHPEMDFSKAKMC−−−−−−−−−−−−−
Parabodo_caudatus IDLQKVAPENSKLDDLDGDTRQTVEKMMYDQRQKAMGLPTSDEQKKQDILKKFMAAHPEMDFSKAKIC−−−−−−−−−−−−−
XP_008879598.1|Aphanomyces IDTKKVQPENSKLSDLDGETRQTVEKMMFDQRQKQMGLPTSDELGKQEILNKFMKAHPEMDFSKAKIN−−−−−−−−−−−−−
ETL31708.1|Phytophthora IDTQKVQPENSKLDDLDSDTRQTVEKMMFDQRQKAMGLPSSDDMQKQEILQKFMAQHPEMDFSKAKIN−−−−−−−−−−−−−
XP_013233790.1|Eimeria_tenella IDTKTIVPENSKLSDLDPETRATVEKMMYDQQQKQRGLPTSDQQRQAEMLEKFKQSHPELDFSNAKINWGNSGWGG−−−−−
XP_002368217.1|Toxoplasma_gondii IDTKKIVPENSKLSDLDAETRSTVEKMMYDQRQKAAGLPTSDQQKQAELLEKFKKAHPEMDFSKANINWGNSGWGSGLPM−
XP_003883577.1|Neospora_caninum IDTKKIVPENSKLSDLDAETRSTVEKMMYDQRQKAAGLPTSDQQRQAELLERFKQAHPEMDFSKANINWGNSGWGSGVPM−
XP_013436709.1|Eimeria_necatrix IDTKTIVPENSKLSDLDPETRATVEKMMYDQQQKQRGLPTSDQQRQAEMLEKFKQSHPELDFSNAKINWGNSGWGG−−−−−
XP_726864.1|Plasmodium_yoelii IDVKKIVPENSRMEDLDSETRSVVEKMLYDQKQKALNLPTSEEKKKFEIFEKFKQMHPEMDFSKANINYGNSSSGNMFFGK
XP_008815682.1|Plasmodium_inui IDVKKIVPENSRMEDLDAETRSVVEKMLYDQRQKAMNLPTSDEQKKFEIFEKFKKMHPEMDFSKANINYGSSNPNSMFFGR
XP_002259979.1|Plasmodium_knowlesi IDVKKIVPENSRMEDLDAETRSVVEKMLYDQRQKAMNLPTSDEQKKFEIFEKFKKMHPEMDFSKANINYGSSNPNNMFFGR
XP_002141127.1|Cryptosporidium_muris IDTTKIVPENSRLSDLDPETRTTVEKMMFDQRQKSMGLPTSDNLKQYEMLEKFKAAHPELDFSQAKINYGGGF−−−−−−−−
XP_008882748.1|Hammondia_hammondi IDTKKIVPENSKLSDLDAETRSTVEKMMYDQRQKAAGLPTSDQQKQADLLEKFKKAHPEMDFSKANINWGNSGWGSGMPM−
NP_001084961.1|Xenopus_laevis ISTRKINPENSKLSDLDGETRSMVEKMMYDQRQKSMGLPTSDEQKKQDILKKFMEQHPEMDFSKAKFS−−−−−−−−−−−−−
XP_006270261.2|Alligator_mississippiensis INTKKINPENSKLSDLDSETRSMVEKMMYDQRQKSMGLPTSDEQKKQDILKKFMEQHPEMDFSKAKFN−−−−−−−−−−−−−
XP_015264922.1|Gekko_japonicus LNTKKINPENSKLSDLDGETRSMVEKMMYDQRQKSMGLPTSDEQKKQDILKKFMEQHPEMDFSKAKFN−−−−−−−−−−−−−
XP_003227510.1|Anolis_carolinensis INTKKINPENSKLSDLDSETRSMVEKMMYDQRQKSMGLPTSDEQKKQDILKKFMEQHPEMDFSKAKFN−−−−−−−−−−−−−
XP_005427196.1|Geospiza_fortis INTKKINPENSKLSDLDSETRSMVEKMMYDQRQKSMGLPTSDEQKKQDILKKFMEQHPEMDFSKAKFN−−−−−−−−−−−−−
NP_058967.1|Rattus_norvegicus INTKKINPENSKLSDLDSETRSMVEKMMYDQRQKSMGLPTSDEQKKQEILKKFMDQHPEMDFSKAKFN−−−−−−−−−−−−−
NP_001069075.1|Bos_taurus INTKKINPENSKLSDLDSETRSMVEKMMYDQRQKSMGLPTSDEQKKQEILKKFMDQHPEMDFSKARFN−−−−−−−−−−−−−
XP_006055533.1|Bubalus_bubalis INTKKINPENSKLSDLDSETRSMVEKMMYDQRQKSMGLPTSDEQKKQEILKKFMDQHPEMDFSKARFN−−−−−−−−−−−−−
XP_004478818.1|Dasypus_novemcinctus INTKKINPENSKLSDLDSETRSMVEKMMYDQRQKSMGLPTSDEQKKQEILKKFMDQHPEMDFSKAKFN−−−−−−−−−−−−−
XP_013115147.1|Stomoxys_calcitrans ISTRKINPEPSKLSDLEGETRSLVEKMMYDQRQKEMGLPTSDDRKKMEIMEQFKKQHPELDFSKCKFN−−−−−−−−−−−−−
XP_005181854.1|Musca_domestica ISTRKINPEPSKLSDLEGETRSLVEKMMYDQRQKEMGLPTSDDQKKMEILEQFKKQHPELDFSKCKFN−−−−−−−−−−−−−
XP_014239874.1|Cimex_lectularius ISTKKINPEPSKLSDLDGETRGLVEKMMYDQRQRELGLPTSEEQKKKEMFAKFMEQHPEMDFSKCKFS−−−−−−−−−−−−−
NP_006591.1|Homo_sapiens INTKKINPENSKLSDLDSETRSMVEKMMYDQRQKSMGLPTSDEQKKQEILKKFMDQHPEMDFSKAKFN−−−−−−−−−−−−−
EFC40417.1|Naegleria_gruberi INTSVIDPPQASMSDLNPEMRSTVEKMLFDQAAKATGGKTSEDRIREENIRKLKGMHPNIDFSGMDFSKAQFNM−−−−−−−
P17624.1|Aspergillus_nidulans IDVSKITPENSSLSDLDGETRAMVEKMMYDQRQKEMGAPTSDEQRKMDILKKFQKEHPEMDFSNAKIG−−−−−−−−−−−−−

NudC1 homologs



NP_660309.1_Homo_sapiens −−−−−−−−−−−−−−−MSAPFEERSGVVPCGTPWGQWY−−−−−−QTLEEVFIEVQVPPGTRAQDIQCGLQSRHVALSVGGRE−−−−ILKGKLFDSTIADEGTWTLEDRKMVRIVLTKTKRDAANC
NP_080299.4_Mus_musculus −−−−−−−−−−−−−−−MSAPFEERSGVVPCGTPWGQWY−−−−−−QTLEEVFIEVQVPPGTRAQDIQCGLQSRHVALAVGGRE−−−−ILKGKLFDSTIADEGTWTLEDRKMVRIVLTKTKRDAANC
Angomonas_desouzai −−−−−−−−−−−−−MS−−−−QEDTQQLLPCNKDCGGDYETYSFGQSDKDVTLTVPLA−GTKAKQLSVDIGADTLNIAVKGSNT−−−ILSGKLYKTIKSSESTWYVEDGN−LVVILVKGNLKYEEW
Angomonas_deanei −−−−−−−−−−−−−MSI−−NQEGLTDLLPCNGQCGGDYPLYSFAQTDKDVTVTVPLPNGTKAKSVTVDIAPSSLLVGLTGADP−−−VLNGKLFKPIKSSESTWYLDNGN−LIVILVKGNLKYEEW
Herpetomonas_muscarum −−−−−−−−−−−−−MSIVQQQEGMTDLIPCNDQCGGDYDTYSFSQTDKEVNVSVPLEPGVVSRMLLVDIKTNALEVAIKGKAP−−−ILSGKLFRPVKASESTWFIQDKKVLVVSLVKTNIQHEEW
Leptomonas_collosoma −−−−−−−−−−−−−MSLVELQAGMTDLLPCNEQCGGDYENYSFGQTDKEVTVTIPLRSGTTAKQVKVVLAPSRLDVTIPDKGK−−−ILSGTLFKPVKEEESTWSVEDRQTLVITLLKTNLQYEEW
Phytomonas_sp_Hart1 −−−−−−−−−−−−−−MSVADQEGVESLIPCNNECGGNYEKYRFGQTDKEVEVFVPLDNETTSKHLKVSIAPNNLHVNVKGVT−−−−ILSGKLFKPIKATESTWLIRD−RELVVVLVKTNLKYEEW
Phytomonas_sp_TCC418 −−−−−−−−−−−−−−MSVADQEGMQGLIPCNDQCGGNYEKYRFGQTDKEVEVFVPLDNETTSRQLKVSIAPNDLHIAVKGVT−−−−ILSGKLFKPIKATESTWLIRD−RELVIVLVKTNLKYEEW
Phytomonas_sp_EM1 −−−−−−−−−−−−−−MSVADQEGIECLIPCNDQCGGNYEKYRFGQTDKEVEVFVPLDENTASKQLKVIINPHDLHIAVKGVT−−−−ILSGKLFKPIKATESTWLIRD−SELVVVLVKTNLHYEEW
Phytomonas_serpens −−−−−−−−−−−−−−MSVADQEGIECLIPCNDQCGGNYEKYRFGQNDKEVEVFVPLDGKTVSKQLKVTINPHDLHIAVKGVT−−−−ILSGKLFKPIKATESTWLVRD−NELVVVLVKTNLHYEEW
Phytomonas_sp_TCC066E −−−−−−−−−−−−−−MSVADQEGIECLIPCNDQCGGNYEKYRFGQNDKEIEVFVPLDGKTVSKQLKVTINPHDLHIAVKGVT−−−−ILSGKLFKPIKATESTWLVRD−NELVVVLVKTNLHYEEW
Strigomonas_oncopelti −−−−−−−−−−−−−MSAVEAQVGMTNLIPCNEQCGGSYDAYHFTQTEKEIGIAVPLTPGTTAKQLVVEITPTRLKIALKGKEP−−−ILEGTLYKPVKASESTWTIEDKKELTITLIKTNLKYEEW
Strigomonas_culicis −−−−−−−−−−−−−MSAVESQVGMTDLIPCSDQCGGSYDTYSFTQTEKEVNILVPLTPGTTSKQLTVELTPTHLKIGLKGKSP−−−ILDGTVYKPIKASESTWTIEDKKLLTVTLIKTNLKYEEW
Strigomonas_galati −−−−−−−−−−−−−MSAVESQVGMTDLIPCSEQCGGSYEHYSFTQTEKEINIVVPLTPGTTSKQLVVVITTTHLKVGLKGKDP−−−ILEGNLYKPIKASESTWTIEDKKELTITLVKTNLKYEEW
Crithidia_fasciculata −−−−−−−−−−−−−MSAVASQKGLSDLLPCNDQCGGDYPSYSFGQTDKEVTVTVPVPPGTRAKSVEVEIKVKRLRVEVPSKGV−−−VLDGELFKLINVDESTWCMQDGKELVITLTKTNMQYEEW
Leptomonas_sp_TCC2441 −−−−−−−−−−−−−MAAVASQEGLTDLLPSNEQCGGDYPLYSFGQTDREVTVTVLVPPGTRAKSLQVEIKAKHLRVEVPSEGV−−−ILDGELYKPVNVDESTWCMQDGKELIVTLTKTNMQYEEW
Crithidia_luciliae_thermophila −−−−−−−−−−−−−MSAVASQEGLTDLIPCNEQCGGDYPLYSFGQTDKEVTVTIPVPPGTRAKNLRVDIKVKHLRVEVPQTGV−−−VLDGELYKPINVEDSTWCMQDGKELVIVLTKTNMQYEEW
Crithidia_acantocephali −−−−−−−−−−−−−MTAVASQEGLTDLLPSNDQCGGDYPQYVFGQTDKEVTVTVPVPPGTRAKSLRVDIKVKHIRVEVPSVGL−−−VLDGELYKPVNVDESTWCMQDGTELVITLTKTNMQYEEW
Endotrypanum_schaudinni −−−−−−−−−−−−−MSLVSSQEGLKDLIPCNEECGGDYTMYRFGQSEKEVTITVPLPPGTKAKSLRVDIAAKHLQIEVPGKGT−−−ILSGDLYRPINVDDSTWCIQDGKDLVLVLTKTNIQYEEW
Endotrypanum_monterogeii −−−−−−−−−−−−−MSLVSSQEGLKDLIPCNEECGGDYTMYRFGQSEKEVTITVPLPPGTKAKSLRVDIAAKHLQIEVPGKGT−−−ILSGDLYRPINVDDSTWCIQDGKDLVLVLTKTNIQYEEW
Leptomonas_costaricensis −−−−−−−−−−−−−MSLVASQEGLTDLIVCNEQCGGDYGLYTFGQSEKEVTITVPLLPGTRAKSLRVDIKVRHLRIEVPGKGV−−−ILDGELYKPVNVDDSTWCIQDGTELAVVLVKTNIQYEEW
Leptomonas_sp_TCC2547 −−−−−−−−−−−−−MSLVASQEGLTDLIVCNEQCGGDYDAYTFGQSEREVTVTVPLAPGTRAKSLRVDIKVRHLRIEVPGKGV−−−ILDGELYKPVNVDESTWCIQDGTELVVVLVKTNIQYEEW
Leishmania_braziliensis −−−−−−−−−−−−−MSLVGSQEGLTDLIPCNEQCGGDYTLYTFGQSEKEVTITVPLAPGTRGKSLCVDLKPKYLQIEVPSKGT−−−ILAGELYKPISVHDSTWCIQDGRELVVVLAKTNIQYEEW
Leishmania_panamensis −−−−−−−−−−−−−MSLVGSQEGLTDLIPCNEQCGGDYTLYTFGQSEKEVTITVPLAPGTRGKSLCVDIKPKYLQIEVPSKGT−−−ILAGELYKPISVHDSTWCIQDGRELVVVLAKTNIQYEEW
Leishmania_enriettii −−−−−−−−−−−−−MSLVASQEGLADLIPCNEQCGGNYTLYKFGQTEKEVTITVPLAPGTRAKSLRVDIKVRHLRIEVPGKGI−−−ILAGELYKPINVDGSTWCIQDGKELVVVLTKTNMQYEEW
Leishmania_martiniquensis −−−−−−−−−−−−−MSLVASQEGLTNLIPCNEQCGGDYALYTFGQSEKEVIVTVPLAPGTRAKSLRVDVKVRHLHIEVPGKGT−−−ILAGELYRPINVDDSTWCIQDGKELVVVLIKTNIQYEEW
Leishmania_tarentolae −−−−−−−−−−−−−MSLVASQEGLTDLIPCNDQCGGDYTLYSFGQSEKEVTVTVPLAPGTRGKSLHVDIKVSHLQIEVPGKGT−−−ILAGELYKPINVDDSTWCIQDGKELVVVLTKTNIQYEEW
Leishmania_amazonensis −−−−−−−−−−−−−MSLVASQEGLTDLIPCNDQCGGDYTLYTFGQNEKEVTVTVPLAPGTRGKSLRVDIKVRRLEIEVPGKGT−−−ILAGELYKPINVDDSTWCIQDGKELVVLLTKTNIQYEEW
Leishmania_mexicana −−−−−−−−−−−−−MSLVASQEGLTDLIPCNDQCGGDYTLYTFGQSEKEVTVTVPLAPGTRGKSLRVDIKVRHLEIEVPGKGT−−−ILAGELYKAINVDDSTWCIQDGKELVVLLTKTNIQYEEW
Leishmania_major −−−−−−−−−−−−−MSLVASQEGLTDLVPCNDQCGGDYTLYTFGQSEKEVTITAPLAPGTRGKSLRVDIKVRHLQIEVPGKGT−−−ILAGELYKPINVDDSTWCIQDGKELVVVLTKTNIEYEEW
Leishmania_donovani −−−−−−−−−−−−−MSLVASQEGLTDLIPCNDQCGGDYTLYTFGQSEKEVTVTVPLAPGTRGKSLRVDIKVRHLQIEVPGKGT−−−ILAGELYKPINVDDSTWCIQDGKELVVVLTKTNIQYEEW
Leishmania_infantum −−−−−−−−−−−−−MSLVASQEGLTDLIPCNDQCGGDYTLYTFGQSEKEVTVTVPLAPGTRGKSLRVDIKVRHLQIEVPGKGT−−−ILAGELYKPINVDDSTWCIQDGKELVVVLTKTNIQYEEW
Leishmania_turanica −−−−−−−−−−−−−MSLVASQEGLTDLIPCNDQCGGDYTLYTFGQSEKEVTITVPLAPGTRGKSLRIDIKVRHLQIEAPGKGT−−−ILAGELYKPINVDDSTWCIQDGKELVVVLTKTNIEYEEW
Leishmania_gerbilli −−−−−−−−−−−−−MSLVASQEGLTDLIPCNDQCGGDYTLYTFGQSEKEVTITVPLAPGTRGKSLRVDTKVRYLQIEVPGKGT−−−ILAGELYKPINVDDSTWCIQDGKELVVVLTKTNIEYEEW
Leishmania_aethiopica −−−−−−−−−−−−−MSLVASQEGLTDLIPCNDQCGGDYTLYTFGQSEKEVTITVPLAPGTRGKSLRVDIKVRHLQIEVPGKGT−−−ILAGELYKPINVDDSTWCIQDGKELVVVLTKTNIEYEEW
Leishmania_tropica −−−−−−−−−−−−−MSLVASQEGLTDLIPCNDQCGGDYTLYTFGQSEKEVTITVPLAPGTRGKSLRVDIKVRHLQIEVPGKGT−−−ILAGELYKPINVDDSTWCIQDGKELVVVLTKTNIEYEEW
Leishmania_arabica −−−−−−−−−−−−−MSLVASQEGLTDLIPCNDQCGGDYTLYTFGQSEREVTITVPLAPGTRGKSLRVDIKVRHLQIEVPGKGT−−−ILAGELYKPINVDDSTWCIQDGKELVVVLTKTNIEYEEW
Trypanosoma_congolense −−−−−−−−−−−−−−−−−−−−−−MSDLLPCNDDCGINYEKYSFGQTDSEVVIKVPLPDGTSSRSVCVDIKVSSLVIGLKNETP−−−FLSGELFRPVKVDECTWCIEDKKMLVVTLIKTNMQYEEW
Trypanosoma_brucei_gambiense −−−−−−−−−−−−−MSLVESQKDMADLLPCNEECGGDYGRYSFGQTDTEVIVKVPLPSDTPTKIINVDVKVSSLTIGMKGQSP−−−LISGDLYKPVKVDECTWCVEDKSVLVVTLVKTNAQYEEW
Trypanosoma_evansi −−−−−−−−−−−−−MSLVESQKDMADLLPCNEECGGDYGRYSFGQTDTEVIVKVPLPSDTPTKIINVDVKVSSLTIGMKGQSP−−−LISGDLYKPVKVDECTWCVEDKSVLVVTLVKTNAQYEEW
Trypanosoma_brucei_T −−−−−−−−−−−−−MSLVESQKDMADLLPCNEECGGDYGRYSFGQTDTEVIVKVPLPSDTPTKMINVDVKVSSLTIGMKGQSP−−−LISGDLYKPVKVDECTWCVEDKSVLVVTLVKTNAQYEEW
Trypanosoma_sp_TCC1307 −−−−−−−−−−−−−MSLLQSQEGMTDLLPCNGQYGGDYDSYSFGQSDAEVVITVSLPENTTSKMVSVDITAYRISISIKGKQP−−−ILSGELYKPVKSDECTWCIEDKKLLVVTLIKTNLAYEEW
Trypanosoma_sp_TCC2186 −−−−−−−−−−−−−MSLIEGQAGMTDLIPCNGKFGGDYDKYSFGQSDADVVISIPLPDNTTSRMISVDITSSNISVAIKGKEA−−−IMTGQLYKPVKYSECTWCIEDKKILVITLVKTNLKYEEW
Trypanosoma_sp_TCC339 −−−−−−−−−−−−−MSLIESQSGMTNLISCNGKYGGDYDTYSFGQSDSDVVIYVPLPECTTSRMVSVEVRTSDISVAIKGRQP−−−IISGKLYKPVKASECTWCIEDKKLLVITLVKTNLQYEEW
Trypanosoma_sp_TCC878 −−−−−−−−−−−−−MSLIESQTGLTDLLPCNQQCGGDYDAYSFGQTDADVIITIPLPENTSSKMISVEVTTSDIKVSIKGKPP−−−ILSGVLYKSIKSSEYTWCIEDKKQLVITLPKTNLGYEEW
Trypanosoma_vivax −−−−−−−−−−−−−MSLVENQKGMTNLIPCNSEYGGDYEQYSFGQSDSEVVVKVPLPENVTSKMLVVNIATCELTVGIKGHKP−−−IISGNLYKPIKSSESTWCVEDKRMLIVTLIKTNLQYEEW
Trypanosoma_theileri −−−−−−−−−−−−−MSLVKSQEGMTDLIPCNEQCGGDYDSYSFGQNDAEVIITVPLPEGTTGKMLSVQILTSKISVGIKGKEP−−−LISGELYKPVKASECTWCIEDKK−−−−−−−−−−−−−−−−
Trypanosoma_cyclops −−−−−−−−−−−−−MSLIKNQEGMTYLIPCNEQCGGDYDSYSFGQNDAEVIITVPLPEGTTGKMLSVQISTSNISAGLRGKAP−−−LISGELYKPVKASECTWCIEDKRLLMITLVKTNLQYEEW
Trypanosoma_ralphi −−−−−−−−−−−−−MSLVENQKGLTDLIPCNEQCGGDYDAYSFGQSDAEVIITVPLPEKTTSKMLSVEITTSTLTVGIKGKTP−−−IISGDLYKPVKASECTWCIEDKRMLVITLVKTNLQYEEW
Trypanosoma_grayi −−−−−−−−−−−−−MSLVESQKGMTDLIPCNEQCGGDYDTYSFGQGDTEVIVTIPLPEKTTSKMISVEITTSTLTVSIKGKPP−−−IISGELYKPVKASECTWCIEDKRILVITLVKTNFQYEEW
Trypanosoma_rangeli_AM80 −−−−−−−−−−−−−MSLVESQNGMTDLIPCNEQCGGDYNTYSFGQGDLDVTVTVPLSEGTTAKMLLVQITATNIVVGFRGKPP−−−IISGELYRTVKADECTWCIEDKRLLVITLVKTNSQYEEW
Trypanosoma_conorhini −−−−−−−−−−−−−MSLIESQNGMTDLIPCNEQCGGDYDTYSFGQGDLDVTVTVPLPEGTTAKALSVQIAATSIAVGFRGKPP−−−IISGELYRPVKADECTWCIEDKRLLVVTLAKTNAQYEEW
Trypanosoma_lewisi −−−−−−−−−−−−−MSLIESQKGMLDLMPCNEQCGGDYDTYSFGQGDLDVSVTVPLPENTTPKMLSVHITASNITVGLKGKPP−−−IISGELYKIVKASECTWCIEDKKLLVITLVKANSQNEEW
Trypanosoma_cruzi_G −−−−−−−−−−−−−MSLVESQKGMTDLIPCNEQCGGDYGIYSFGQGDLDVTVTVPLPENTTKKMLLVQITASKLIVGLRGKPP−−−IISGDFYRPVKASECTWCIEDKRLLVINMVKTNSQHEEW
Trypanosoma_cruzi_marinkellei_B7 −−−−−−−−−−−−−MSLVESQNGMTDLIPCNEQCGGDYGTYSFGQGDLDVTVTVPLPENTTKKMLSVQITASKLIVGLKGKPP−−−IISGDFYRPVKASECTWCIEDKRLLVINMVKTNSQHEEW
Trypanosoma_erneyi −−−−−−−−−−−−−MSLVESQNGMTDLLPCNDQCGGDYGTYSFGQGDLDVTVTVPLPENTTSKMLSVQITASNLTVGLKGKPP−−−IISGDLYRPVKASECTWCIEDKRLLVITMVKTNSQYEEW
Trypanosoma_dionisii −−−−−−−−−−−−−MSLVEAQNGMTDLIPCNEQCGGDYGTYSFGQGDLDVTVTVPLPENTTTKMLSVQITASKLTVGLKGKPP−−−IISGDLYRPVKASECTWCIEDKRLLVITIVKTNSQYEEW
Trypanosoma_wauwau −−−−−−−−−−−−−MSLVESQKDMTDLIPCNEQCGGDYDAYSFGQGDLDVTITVPLPENATTKMLSVQITTHSLTVGLKGKPP−−−IISGDLYKPVKASECTWCIEDKRLLVITLVKTNSQYEEW
Trypanosoma_sp_H25 −−−−−−−−−−−−−MSLVENQKDMTDLIPCNEQCGGDYKTYSFGQGDLDVTVTVPLPENTTAKMLSVQIATSSLTVGLKGKPP−−−IISGELYRPVKASECTWCIEDRRFLVITLVKTNPQYEEW
Trypanosoma_livingstonei −−−−−−−−−−−−−MSFVDSQKDMTDLIPCNEQCGGDYGTYSFGQGDLDVTVTVPLPENTTAKMLSVQITTSNLTVGLKGKPP−−−IVSGELYKPVKASECTWCIEDKRFLVITLVKTNSQYEEW
Bodo_saltans −−−−−−−−−−−−−MSLVEAQAGMTDLIPCNDQCGGDYSSYRFTQSDHELVVYVPVPAGTLGKQVRVDISTTTVHISLRNQPP−−−IVAGTLYKPIKSDDSTWSLEDKCLVVVTLAKANLKFEEW
Bodo_sp MEIQIDFVCCLVTMSLVEAQAGMTDLIPCNDGCGGDYEFYTFTQTESEVVVHVPLPPGTLSKQLIVELSTTKLVVGIKGSPV−−−VLSGTLFKPIKAAESSWSIEDRKLLIVTITKGNLQYEEW
Bodo_sp MEIQIDFVCCLVTMSLVEAQAGMTDLIPCNDGCGGDYEFYTFTQTESEVVVQVPLPPGTLSKQLIVELSTTKLVVGIKGSPV−−−VLSGTLFKPIKAAESSWSIEDRKLLIVTITKGNLQYEEW
Parabodo_caudatus −−−−−−−−−−−−−MSLVDLQKGMTDLLPSNEGCGVDYPTYSFTQSETEVVLNFPLAAGTAAKMLDIKIGTSTISCGLKGKGAEGILLAGPLFKPIKAEESMWTVEEKKLLVVTLTKTNMQYEEW
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NP_660309.1_Homo_sapiens WTSLLESEYAADPWVQDQMQRKLTLERFQKENPGFDFSGAEISGNYTKGGPDFSNLEK−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
NP_080299.4_Mus_musculus WTSLLESEYAADPWVQDQMQRKLTLERFQKENPGFDFSGAEISGNYTKGGPDFSNLEK−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Angomonas_desouzai WPHVVESEPKI−−−−−DMKTLVPPEIRMSELDDAAQASVAKMMLEQRQKKCGFPSV−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Angomonas_deanei WPHVVEGERQI−−−−−DMKTLKPPELHVSELDEGAQAKVAQMMLEQQGRR−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Herpetomonas_muscarum WPCVVEGERQI−−−−−DMKTLKPPEVHISELEEGAQAKIAQMMFDQQQRREGKPTSDQLRMGLGS−−−−−−−−−−−−−−−−−−−−−−−
Leptomonas_collosoma WPYVVEGERQI−−−−−DMKTLKPPEVRMSELDDGAQATVARMVFEQQQKRAGTSGLGFP−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Phytomonas_sp_Hart1 WPLVVEGEVQI−−−−−NMKTLKPPEVHMAELDEGARATIGRLMFDQQQKRAGKVTSEEFMLTE−−−−−−−−−−−−−−−−−−−−−−−−−
Phytomonas_sp_TCC418 WPLVVEGEVQI−−−−−DMKTLKPPEIHLAELDDGARATVARMMFDQQQKRAGNLTSEELMFTQ−−−−−−−−−−−−−−−−−−−−−−−−−
Phytomonas_sp_EM1 WPLVVEGEVQI−−−−−DMKTLKPPEIHLAELDDGARATVARMMFDQQQKRTGKATSEELMYTQ−−−−−−−−−−−−−−−−−−−−−−−−−
Phytomonas_serpens WPLVVEGEVQI−−−−−DMKTLKPPEVHLAELDDGARATVARMMFDQQQKRAGKATSEELKYTQ−−−−−−−−−−−−−−−−−−−−−−−−−
Phytomonas_sp_TCC066E WPLVVEGEVQI−−−−−DMKTLKPPEVHLAELDDGARATVARMMFDQQQKRAGKATSEELKYTQ−−−−−−−−−−−−−−−−−−−−−−−−−
Strigomonas_oncopelti WPCVVEGERQI−−−−−DMKTLKPPAVNMMDLDEGAQAKIARMMFDQEQKRKGLTNSDDIPRL−−−−−−−−−−−−−−−−−−−−−−−−−−
Strigomonas_culicis WPCVVEGERQI−−−−−DMKTLKPPAVNMMDLDEGAQAKIARMMFDQDQKRKGLPTSDALLYP−−−−−−−−−−−−−−−−−−−−−−−−−−
Strigomonas_galati WPCVVEGERQI−−−−−DMKTLKPPAVNMMDLDEGAQAKIARMMFDQEQKRKGLPTSDELLHP−−−−−−−−−−−−−−−−−−−−−−−−−−
Crithidia_fasciculata WPHVVLGEQQI−−−−−DMKTLKPPSMHFSELDDGAQATVAKMMHEQRQKMAGDHFNPA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leptomonas_sp_TCC2441 WPLVVLGERQI−−−−−DMKTLKPPSIRFSELDDGAQATVAKMMHEQQQKREDGTLNLA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Crithidia_luciliae_thermophila WPVVVQGERQI−−−−−DMKTLKPPSIRFSELDDGAQATVAKMMYEQREKRSAELL−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Crithidia_acantocephali WPHVVLSERQI−−−−−DMKTLRPPSMRFSELDDGAQATVAKMMYEQRQKRQEGNPNTLSRLRGYERAT−−−−−−−−−−−−−−−−−−−−
Endotrypanum_schaudinni WPHVVVGERQI−−−−−DLKTLNPPSIRFSDLDDGAQATVAKMMHEQRQKQKNLA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Endotrypanum_monterogeii WPHVVVGERQI−−−−−DLKTLNPPSIRFSDLDDGAQATVAKMMHEQRQKQKNLA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leptomonas_costaricensis WPHVVTGERQI−−−−−DLKTLKPPSIRFSDLDGGAQATVAKMMHEQRQKREESAT−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leptomonas_sp_TCC2547 WPHVVTGERQI−−−−−DLKTLKPPSIRFSDLDGGAQATVAKMLHEQRQRRAEGAM−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_braziliensis WPHVVTGERQI−−−−−DFKTLKPPSIRFSDLDSGAQATVAKMMHEQHQKREDHRLANA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_panamensis WPHVVTGERQI−−−−−DFKTLKPPSIRFSDLDSGAQATVAKMMHEQHQKREDHRLANA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_enriettii WPHVVAGERQI−−−−−DLKTLRPPSIRFSDLDGGAQATVAKMMHEQHQKRADLALANA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_martiniquensis WPHVVASERQI−−−−−DLKTLKPPSIRFSDLDGGAQATVAKMMHEQHQKRKDLTFLND−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_tarentolae WPHVVIGERQV−−−−−DLKTLKPPSIRFSDLDSGAQATVAKMMHEQHQKRTDPTFMNA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_amazonensis WPHVVIGERQI−−−−−DLKTLKPPSIRFSDLDDGAQATVAKMMHEQHQKRTDPAFTNA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_mexicana WPHVVIGERQI−−−−−DLKTLKPPSIRFSDLDDGAQATVAKMMHEQHQKRTDPAFTNA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_major WPHVVIGERQI−−−−−DLKTLKPPSIRFSDLDGGAQATVAKMMHEQHEKRTDPAFTNA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_donovani WPHVVIGERQI−−−−−DLKTLKPPSIRFSDLDGGAQATVAKMMHEQHQKRTDPAFTNA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_infantum WPHVVIGERQI−−−−−DLKTLKPPSIRFSDLDGGAQATVAKMMHEQHQKRTDPAFTNA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_turanica WPHVVIGERQI−−−−−DLKTLKPPSIRFSDLDGGAQATVAKMMHEQHQKRTDPAFTNA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_gerbilli WPHVVIGERQI−−−−−DLKTLKPPSIRFSDLDGGAQATVAKMMHEQHQKRTDPAFTNA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_aethiopica WPHVMIGERQI−−−−−DLKTLKPPSIRFSDLDGGAQATVAKMMHEQHQKRTDPAFTNA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_tropica WPHVMIGERQI−−−−−DLKTLKPPSIRFSDLDGGAQATVAKMMHEQHQKRTDPAFTNA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leishmania_arabica WPHVVIGERQI−−−−−DLKTLKPPSIRFSDLDGGAQATVAKMMHEQHQKRTDPAFTNA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_congolense WPCVTTNEKQM−−−−−DMKTFKPPSKHISELDDSTQATIAKMMFDQRQKRLNLPTSDELRFQELAHGGRASH−−−−−−−−−−−−−−−−
Trypanosoma_brucei_gambiense WPCVTTNERQI−−−−−DMKTFRPPSKHISELDDSARATIAKMMFDQRQKALNLPSSDELRLRELMQRGGTSN−−−−−−−−−−−−−−−−
Trypanosoma_evansi WPCVTTNERQI−−−−−DMKTFRPPSKHISELDDSARATIAKMMFDQRQKALNLPSSDELRLRELMQRGGTSN−−−−−−−−−−−−−−−−
Trypanosoma_brucei_T WPCVTTNERQI−−−−−DMKTFRPPSKHISELDDSARATIAKMMFDQRQKALNLPSSDELRLRELMQRGGTSN−−−−−−−−−−−−−−−−
Trypanosoma_sp_TCC1307 WPCVTLGERQI−−−−−DMKTFIPPSKQLSEMDEGAQATIAKMMFDQRQKMQGLPTSEDMKLQEMLREAKASK−−−−−−−−−−−−−−−−
Trypanosoma_sp_TCC2186 WPCVILGERQI−−−−−DMKTFVPPSKHISDMDEGAQATIAKMMFDQRQKMQSLQTSDELILEEKIRQSKTSK−−−−−−−−−−−−−−−−
Trypanosoma_sp_TCC339 WPCVTMGEKQI−−−−−DMKTFVPPSKHISEMDEGAQATIAKMMFDQRQKMQGLQTSDDMRLEEMMRQAKASE−−−−−−−−−−−−−−−−
Trypanosoma_sp_TCC878 WPCVTMGEKQI−−−−−DMKTFVPPSRHVSELDEGAQATIAKMMFDQRQKAQGLPTSDDLKLEEMMKRAGAPR−−−−−−−−−−−−−−−−
Trypanosoma_vivax WPCVTVDERQI−−−−−DMKTFKPPSKHISELDDSAQATIARMMFDQRQKTQNLPTSDELELQELMRRSGGPK−−−−−−−−−−−−−−−−
Trypanosoma_theileri −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_cyclops WPCVTIGETQI−−−−−DMKTFRPPSKHVSELDASAQATIAKMMFDQRQKMQNLPTSDELKVMEMMRQGKEPQ−−−−−−−−−−−−−−−−
Trypanosoma_ralphi WPCVTVGERQI−−−−−DMKTFKPPSKHISELDDGAQATIAKMMFDQRQKMQNLPTSDELQLEEMMRRAKGPG−−−−−−−−−−−−−−−−
Trypanosoma_grayi WPCVTVGERQI−−−−−DMKTFKPPIKHVSELDESAQATIAKMMFDQRQKMQNLPTSDELQLEEIMRRARGPS−−−−−−−−−−−−−−−−
Trypanosoma_rangeli_AM80 WPCVTVGERQI−−−−−DMKTFRPPSKHISDLDESAQATIAKMMFDQRQKMQKLPTSEEMQLEEMMRKTQGTK−−−−−−−−−−−−−−−−
Trypanosoma_conorhini WPCVTVGERQI−−−−−DMKTFKPPSKHISDLDESAQATIAKMMFDQRQKMQNLPTSEEIQLEEMMRKARGAK−−−−−−−−−−−−−−−−
Trypanosoma_lewisi WPCVTVGERQI−−−−−DMKTLKPPSKHISDLDE−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_cruzi_G WPCVVVGERQI−−−−−DMKTLKPPSKHVSELDESAQAAIAKMMFDQRQKMQNLPTSEEMRLQEMMRAAQGAK−−−−−−−−−−−−−−−−
Trypanosoma_cruzi_marinkellei_B7 WPCVVVGERQI−−−−−DMKTLKPPSKHVSELDESAQATIAKMMFDQRQKMQNLPTSEEMRLQEMMRAAQGAK−−−−−−−−−−−−−−−−
Trypanosoma_erneyi WPCVTVGERQI−−−−−DMKTLKPPSKHVSELDESAQATIAKMMFDQRQKMQNLPTSEEMQLEEMMRAAQGAK−−−−−−−−−−−−−−−−
Trypanosoma_dionisii WPCVTVGERQI−−−−−DMKTLKPPSKHVSELDESAQATIAKMMFDQRQKMQNLPTSEELQLEEMMRAAQKAT−−−−−−−−−−−−−−−−
Trypanosoma_wauwau WPCVTVGERQI−−−−−DMKTLKPPSKHISDLDESAQATIAKMMFDQRQKMQNLPTSEELQLKEMMRNAHGGK−−−−−−−−−−−−−−−−
Trypanosoma_sp_H25 WPCVTVGERQI−−−−−DMKTLKPPSKHISDLDESAQATIAKMMFDQRQKMQNLPTSEELQLEEMMRTAQREK−−−−−−−−−−−−−−−−
Trypanosoma_livingstonei WPCVTVGERQI−−−−−DMKTLKPPSKNISDLDESAQASIAKMMFDQRQKMQNLPTSEELQLEEMIRKAQGAK−−−−−−−−−−−−−−−−
Bodo_saltans WPHVVTTERQI−−−−−DMKTLKPPSKHLRELDAGTQSTVAKMMFDQDQKRRGLPTSEELKVEEMMKKAGSPPTSLPS−−−−−−−−−−−
Bodo_sp WPHIILGERQI−−−−−DMKMLKPPSKHIRDLDEGTQSTVAKMMFDQEQKRKGLPTSDELRIQELMKAA−−PK−−−−−−−−−−−−−−−−
Bodo_sp WPHVILGERQI−−−−−DMKMLKPPSKHIRDLDEGTQSTVAKMMFDQEQKRKGLPTSDELRIQELMKAA−−PK−−−−−−−−−−−−−−−−
Parabodo_caudatus WPHVVTTERQM−−−−−DIKTLVPPSKHIRDLDQGAQAQVAKMMYDQDQKRKGLPTSEEQSMQSMMAAAMGGAGGGGPIMMPPGFAPPQ

TryNudC2



Herpetomonas_muscarum −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSDSVLPEG−−−−−−−−−−ASSAAAP−−−−−−−−−−−−−−−−−P−−−−−−−−−KKTTNSYYYWHGHEKERAAVGDVAPMPVPVMVSKDE
Phytomonas_sp_Hart1 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSEPVSVGEEAVVL−−−−−−−−−−DETKPSTVNKTDRL−NKTEYTTDVS−−−−−−−−−PTKNSSYYYWHSHEKERAKVGDVAPMLTPVLISRGE
Phytomonas_sp_TCC066E −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSESVLMDQETPVL−−−−−−−−−−DETKTAVGKETENTEHSSENKADAP−−−−−−−−−RQKNSSYYYWHGHEKERAKVGDVAPMPSPVLVRRDD
Phytomonas_sp_TCC418 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSEPVFAEQEAPVL−−−−−−−−−−DDKPSTVGEAENTV−NKAEGKADAP−−−−−−−−−PPKSSSYYYWHGHEKERAKVGDVAPMPTPVLVSRDD
Phytomonas_sp_EM1 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPESVLVDQEAPAL−−−−−−−−−−EETKPAVLNETE−−−−TTENKADAP−−−−−−−−−RPKNSSYYYWHGHEKERAKVGDVAPMPSPVLVSRDD
Phytomonas_serpens −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSESVLMNQETPVV−−−−−−−−−−DETKTVVGKETENTEHSAENKADAP−−−−−−−−−RQKNSSYYYWHGHEKERAKVGDVAPMPSPVLVRRND
Angomonas_desouzai −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSATEE−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−KRKANSYYYWHGHEKERAAVGDVAPLPTPVLVKREE
Angomonas_deanei −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSEEPKQAP−−−−−−−−−−ATN−−−−−−−−−−−−−−−−−−−−−D−−−−−−−−−KKKANSYYYWHGHEKERAAVGDVAPLPTPVLVKRED
Strigomonas_culicis MLLPVVLPPLLFVHLLFLLLISISSSCYKSDNPSYYQHRVDTVS−−−−−−−−−−EKRSWNTETHSTAS−FASVTMSSDD−−−−−−−−−KKKKNGYYYWHDHEKQRAAVGDVAALPTPLVVATDT
Strigomonas_oncopelti −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTDN−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−QKKKNGYYYWHDHEKQRAAVGDVAAMPTPMVVATDP
Strigomonas_galati −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSSDDA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−KKKKNGYYYWHSHEKERAAVGDVAAMPTPLVVATDP
Leptomonas_costaricensis −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSSAEQDGV−−−−−−−−−−PNPPTMTAAT−−−−−−−−−−−−−−A−−−−−−−−−KPKTNSYYYWHGHEKERAKVGDVAPMPTPHLVAKDD
Leptomonas_sp_TCC2547 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAAEQPPM−−−−−−−−−−QDASSAPATATATA−TATTTTTAPA−−−−−−−−−KPKANSYYYWHGHEKERAKVGDVAPMPTPHLVAKDD
Leptomonas_sp_TCC2441 −−−−−−−−−−−−−−−−−−−−−−−−−−−MSAEEQLDHHAEEPQPTAAQAEKAEESGKEAATTATPAN−−−−EAQPSSSAK−−−−−−−−−KNKANSYYYWHGHEKERAKHGDVAPMPTPHLVSKDD
Crithidia_fasciculata −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQAPAAP−−−−−−−−ADTTPAEAPSSTGAAETKQPTASAA−−−−−−−−−KNKANSYYYWHGHEKERAKLGDVAPMPTPHLVSKDD
Crithidia_acantocephali −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQPTT−−−−−−−−−−HVAAPQPTGPAEGSEAPATEKATTPNAPPSSSAVKNKANSYYYWHGHEKERAKLGDVAPMPTPHLVSKDD
Crithidia_luciliae_thermophila −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAAEQSTVPEEKVQADAQPDTTTTATTTTTTDAGEAAPTASAK−−−−−−−−−KNKANSYYYWHGHEKERAKLGDVAPMPTPHLVSKDD
Endotrypanum_schaudinni −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAGEQEIT−−−−−−−−−−HDSMQAAAEVTS−−−−−−−−−−−−−−−−−−−−−−KKKENSYYYWHGHEKERAKVGDVAPMPTPHLVSKDD
Endotrypanum_monterogeii −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAGEQEIT−−−−−−−−−−HDSMQAAA−EVT−−−−−−−−−−−−S−−−−−−−−−KKKENSYYYWHGHEKERAKVGDVAPMPTPHLVSKDD
Leishmania_braziliensis −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEDQQVM−−−−−−−−−−QDSTHAPAKTTL−−−−−−−−−−−−−−−−−−−−−−KNKANSYYYWHSHEKERAKVGDVAPMPTPHLVSKND
Leishmania_panamensis −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQQVM−−−−−−−−−−QDSTHAPAKTSL−−−−−−−−−−−−−−−−−−−−−−KNKANSYYYWHSHEKERAKVGDVAPMPTPHLVSKND
Leishmania_tarentolae −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTEEQQVT−−−−−−−−−−QDSAPAPAPNAS−−−−−−−−−−−−−−−−−−−−−−KNKANSYYYWHQHEKDRAKVGDVAPMPTPYLVSKDD
Leishmania_arabica −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQQVT−−−−−−−−−−QDTAHAPAPTTV−−−−−−−−−−−−−−−−−−−−−−KNKANSYYYWHQHEKDRAKVGDVAPMPTPYLVSKDD
Leishmania_donovani −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEDQQVT−−−−−−−−−−QDTAHAPAPTTV−−−−−−−−−−−−−−−−−−−−−−KNKANSYYYWHQHEKDRAKVGDVAPMPTPYLVSKDD
Leishmania_infantum −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEDQQVT−−−−−−−−−−QDTAHAPAPTTV−−−−−−−−−−−−−−−−−−−−−−KNKANSYYYWHQHEKDRAKVGDVAPMPTPYLVSKDD
Leishmania_aethiopica −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQQVT−−−−−−−−−−QDTAHAPAPTTV−−−−−−−−−−−−−−−−−−−−−−KNKANSYYYWHQHEKNRAKVGDVAPMPTPYLVSKDD
Leishmania_tropica −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQQVT−−−−−−−−−−QDTAHAPAPTTV−−−−−−−−−−−−−−−−−−−−−−KNKANSYYYWHQHEKNRAKVGDVAPMPTPYLVSKDD
Leishmania_major −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQQVT−−−−−−−−−−QGTAHAPAPTTV−−−−−−−−−−−−−−−−−−−−−−KNKANSYYYWHQHEKDRAKVGDVAPMPTPYLVSKDD
Leishmania_gerbilli −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQQVT−−−−−−−−−−QDTAHAPAPTTV−−−−−−−−−−−−−−−−−−−−−−KNKANSYYYWHQHEKDRAKVGDVAPMPTPYLVSKDD
Leishmania_turanica −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQQVT−−−−−−−−−−QDTAHAPAPTTV−−−−−−−−−−−−−−−−−−−−−−KNKANSYYYWHQHEKDRAKVGDVAPMPTPYLVSKDD
Leishmania_amazonensis −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQQVT−−−−−−−−−−QDTAHAPTPATV−−−−−−−−−−−−−−−−−−−−−−KNKANSYYYWHQHEKDRAKVGDVAPMPTPYLVSKDD
Leishmania_mexicana −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQQVT−−−−−−−−−−QDTAHAPAPASV−−−−−−−−−−−−−−−−−−−−−−KSKANSYYYWHQHEKDRAKVGDVAPMPTPYLVSKDD
Leishmania_martiniquensis −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQQAI−−−−−−−−−−KASVEAAAPPPA−−−−−−−−−−−−S−−−−−−−−−KNKANSYYYWHGHEKERAKVGDVAPMPTPHLISKAD
Leishmania_enriettii −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEEQQVM−−−−−−−−−−QDSANTPA−PPA−−−−−−−−−−−−S−−−−−−−−−KNKANSYYYWHDHEKERAKVGDVAPMPTPHLVSTDD
Trypanosoma_sp_TCC2186 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MLSEEQSTT−−−−−−−−−−TVTPEQQQEQQQ−−−−−EKSDASST−−−−−−−−−KAKPNSYYYWHGHEKERAKVGDVAPLPTPFLVKKD−
Trypanosoma_sp_TCC1307 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MVEEEQPVV−−−−−−−−−−SNVQQETSTGEK−−−−−−−−−−−−−−−−−−−−−−KKSANSYYYWHGHEKERAKVGDVAPMPKPVLVKKED
Trypanosoma_sp_TCC339 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSVEEGTTK−−−−−−−−−−PDVPAEQLQESQ−−−−−−ERAKPDS−−−−−−−−−KKNANSYYYWHGHEKERAKVGDVAPMPTPVLVNKSE
Trypanosoma_sp_TCC878 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTDVQPSD−−−−−−−−−−NSK−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−KNLTNSYYYWHGHEKERAKAGDVAPISTPLLVKKTE
Trypanosoma_sp_TCC878 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTDVQPSD−−−−−−−−−−NSK−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−KNLTNSYYYWHGHEKERAKAGDVAPISTPLLVKKTE
Trypanosoma_congolense −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MAEVENLSN−−−−−−−−−−VESGAPSQNDIA−−−−−−−−DSANK−−−−−−−−−KKNANSYYYWHGHEKERAKVGDVAPMPVPVLLKKEE
Trypanosoma_brucei_T −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MADTEAVAG−−−−−−−−−−TEAIPPTQNEQH−−−−−−−−DSAAK−−−−−−−−−KKQANSYYYWHNHEKERAKVGDVAPMPKPVLLKKSD
Trypanosoma_brucei_T −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MADTEAVAG−−−−−−−−−−TEAIPPTQNEQH−−−−−−−−DSAAK−−−−−−−−−KKQANSYYYWHNHEKERAKVGDVAPMPKPVLLKKSD
Trypanosoma_brucei_gambiense −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MADMEAVAG−−−−−−−−−−TEAIPPTQNEQH−−−−−−−−DSAAK−−−−−−−−−KKQANSYYYWHNHEKERAKVGDVAPMPKPVLLKKSD
Trypanosoma_evansi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MADTEAVAG−−−−−−−−−−TEAIPPTQNEQH−−−−−−−−DSAAK−−−−−−−−−KKQANSYYYWHNHEKERAKVGDVAPMPKPVLLKKSD
Trypanosoma_theileri −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAAEVVSH−−−−−−−−−−TDPEKQEEELQQEAGKPQVGGESGK−−−−−−−−−KKNANLYYYWHGHEKERAKVGDVAPMPKPVLVNKTD
Trypanosoma_cyclops −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAAEGESP−−−−−−−−−−MESQRQEENLQQEG−KPHDDSGLGK−−−−−−−−−KKNANLYYYWHGHEKERAKVGDVAPMPMPVLVKKTD
Trypanosoma_ralphi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSVTEVQPD−−−−−−−−−−VDAVPQPQEQEQ−−−−−QTSTETGK−−−−−−−−−KNKGSSYYYWHGHEKERAKVGDVAPMPKPQLVNKTD
Trypanosoma_grayi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPIAEVQPD−−−−−−−−−−VDSQPQPKEQQQ−−−−−QASTETGK−−−−−−−−−KSKGSSYYYWHGHEKERAKMGDVAPLPKPQLVKKSD
Trypanosoma_lewisi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSSTDEQPTE−−−−−−−−−−AETTQHRHQAGD−−−−−−−ETATKK−−−−−−−−−KRPGSSYYYWHGHEKERAKVGDVAPMPVPQLVGKSD
Trypanosoma_livingstonei −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAESSLSD−−−−−−−−−−ADKNPPPVSAEM−−−−−−−−−NAKK−−−−−−−−−KSATNSYYYWHGHEKERAKVGDVAPMPTPQLVRRSE
Trypanosoma_wauwau −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MDAEAVSSA−−−−−−−−−−TDAQPQQQTNTD−−−−−−−−−−−KK−−−−−−−−−KNAANSYYYWHGHEKERAKAGDVAPMPIPQLVKRSE
Trypanosoma_rangeli_AM80 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MTSEPESTD−−−−−−−−−−TDTQPQPQQKTT−−−−−−−−−TDAK−−−−−−−−−KKAANSYYYWHGHEKERAKVGDVAPMPTPQLVKKSE
Trypanosoma_conorhini −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTPQLVKKSE
Trypanosoma_sp_H25 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTESQLTE−−−−−−−−−−TDAQQQQQQQAS−−−−−−−−TEVTK−−−−−−−−−KNAANSYYYWHGHEKERAKVGDVAPMPTPQLVKRSQ
Trypanosoma_cruzi_G −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAESLPSD−−−−−−−−−−ESEAHQQPQPQK−−−−−−−KSTDIK−−−−−−−−−KNPANSYYYWHGHEKERAKVGDVAPMPTPQLVKRSE
Trypanosoma_cruzi_marinkellei_B7 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAESLPSD−−−−−−−−−−ESGAHEQPQPQK−−−−−−−KSAEAK−−−−−−−−−KNPANSYYYWHGHEKERAKVGDVAPMTTPQLVKRSE
Trypanosoma_erneyi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTDSLPSD−−−−−−−−−−TDAPQQTEQPKT−−−−−−−−RTDTK−−−−−−−−−KNAANSYYYWHGHEKERAKVGDVAPMPTPQLVKKSD
Trypanosoma_dionisii −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTESLPSD−−−−−−−−−−TDTQQQQQKKST−−−−−−−−−−DTK−−−−−−−−−KNVANSYYYWHGHEKERAKVGDVAPMPTPQLVKSED
Parabodo_caudatus −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSDATAAAS−−−−−−−−−−QVSPPVATQASE−−−−−−−−−−−−A−−−−−−−−−VKRKAGYHYWHGHGHERALVGDVAPLPTPQKVEGAA
Parabodo_caudatus −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSDAPAAAS−−−−−−−−−−PASPPVATQASE−−−−−−−−−−−−A−−−−−−−−−VKRKAGYHYWHGHGHERALVGDVAPLPTPQKVEGAA
Bodo_sp −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSTEAVPAP−−−−−−−−−−VVE−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−EKKPSQYYYWHGHEKERAKEGDVAPKTTPMLVKSE−
Bodo_saltans −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSDEVV−−−−−−−−−−−−−HQTPPNAVDGVD−−−−−−−−−−−−D−−−−−−−−−SKKKSQYYYWHSHEKERAKLGDVAPKTSPALVKSE−
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Herpetomonas_muscarum −AERAAEAEAIRKMANLSLGAAAVKKYGWSD−GSKFVSVYITTAEAAA−−−−−EEPVVEGSVGVEYTKASFSLTFQTLAAGQQQP−−−−KGKKLALH−LSKRIDPAKCVVTVR−−−−−−−PEKR
Phytomonas_sp_Hart1 −M−−−−−−−−−ADTPVHVPLHKTVKKYQWCDEGLKTVSVYVQVADEAG−−−−−−EELDEDSVKVEIFSKSVRVSFST−QIVASAA−−−QNYKQLHLS−LAKKVNPKASSYRIK−−−−−−−SSKK
Phytomonas_sp_TCC066E −V−−−−−−−−−AVKPANERLPVTVKKYQWCDEGPKSVSVYVRVADQEG−−−−−−EVLDEGSLEVEILAKSLRVAFST−TNTASAA−−−QSRKQLHLS−LAKRVNPSASSYRIK−−−−−−−SSKE
Phytomonas_sp_TCC418 −M−−−−−−−−−TENPSCVQLPKTVKKYQWCDEGPKTLSVYVQVADEEG−−−−−−EELDEGSVEVEILTKSLRVSFST−KIASSAV−−−RNCKQLHLF−LAKKVNPGASSYRIK−−−−−−−SSKQ
Phytomonas_sp_EM1 −V−−−−−−−−−VAKPTHERLPATVKKYQWCDDGPKTVSVYVRVAEEAG−−−−−−EVLDESSVEVEILAKSVRVTFST−TTVASAA−−−RNCKQLRLS−LAKKVNPEASSYRIK−−−−−−−SSKE
Phytomonas_serpens −V−−−−−−−−−AVKPANERLPVTVKKYQWCDEGSKAVSVYVRVADQEG−−−−−−EVLDEGSVEVEILAKSLRVAFST−TNTASTV−−−QSRKQLHLS−LAKRVNPSASSYRIK−−−−−−−SSKE
Angomonas_desouzai −−−−−−−−−−−GVTAVAPAQRKTVAKYAWSD−GTKFVTIYVDTWVSGQQGV−−EETLQEESIAVHYEDQSMRLQYDS−SVD−GKT−−−−VLREFVVPLLHHRIDPAKCSHRVKVVEKEGEPARR
Angomonas_deanei −−−−−−−−−−−VPLTTPAVPRKTVAKYAWSD−GTKFVTVYIDTWASGIPSATQDEAIQEESLTVQYDTQSLRVQYDA−THE−GRP−−−−VLREFVVPILNKRIDPSRCSHKMKVIEKENEPTRR
Strigomonas_culicis AA−−−−−−−−−AAAAAAADRVLATRKFSWDD−GSKRVTVYLDTSYGGV−GGEVVEELQDDSVAVDFTFCSVDVRYVGQRRDGARA−−−AVRRQFKVPYLYGDIDVEQSTFVIK−−PNKTDGAKK
Strigomonas_oncopelti ETG−−−−−−−−KASAAAVDRVLATRKFSWDD−GSKRVTVYVDTSYGGA−GGEVVEELQDDSVAVDFTACSLDVRYSGVRRDSSKA−−−VVRRQFQVPFLFADIDAEKSTFVIK−−PNKADDKKK
Strigomonas_galati DA−−−−−−−−−VKTTVAADRVLATRKFSWDD−GSKRVTVYLDTSYGGV−GGEVVEELQDESVVVDFTFCSVDVRYSGVRRDSTKA−−−VVRRQFTVPFLYGDIDAEKSTYVIK−−PNKADAKKK
Leptomonas_costaricensis −A−−−−−−−−−VTVAVPVVPTLSVSKYSWCD−GDKFVSVYIDTGVPAG−−−−−−GALEDSSIESSFTSRTLTVAFST−TDAAGKA−−−−RAKSFSLH−LHKRIDAERCSSKVK−−−−−−−PKTQ
Leptomonas_sp_TCC2547 −A−−−−−−−−−ATVTMPVVPTMSVSKYSWCD−GDKFVSVYIDTGVPAG−−−−−−GSLEETSIESAFTSRTLKVTFST−TDAAGKA−−−−RVKSFAVH−LSKNIDATRCSSKVK−−−−−−−PKTQ
Leptomonas_sp_TCC2441 −N−−−−−−−−−VTVTVPVVPTVSVSKYSWCD−GEKFVSVYVEAAPPAS−−−−−GETLADDSIEAVFTRNSFTLSFTT−TDQAGKK−−−−RTKQMVTR−LARRIDADRSSTKVK−−−−−−−PKTQ
Crithidia_fasciculata −T−−−−−−−−−VSVAIPVVPAISVSKYSWCD−GEKFVSVYVECVAPGS−−−−−GEVLDSDSIAATFTRNSFTVSFAT−TDAAGKQ−−−−RTKQMTTR−LSKRIDGERSSTKVK−−−−−−−PKTQ
Crithidia_acantocephali −V−−−−−−−−−ATVTVPAVPVVSVSKCSWCD−GEKFVTVYVETAPPAS−−−−−GETLEDASIAATFTRNTFTLSFAT−TDGSGKR−−−−RTKQMVTR−LSKRIDAERSSTKVK−−−−−−−PKTQ
Crithidia_luciliae_thermophila −T−−−−−−−−−VSVTVPVVPTVSVSKYSWCD−GDKFVSVYVETAPPAS−−−−−GETLEESSIEATFTRNSFKLLFST−TDASGKK−−−−RTKQMTTR−LSKRIDAERSSTKVK−−−−−−−PKTQ
Endotrypanum_schaudinni −V−−−−−−−−−PTVSVPTVSTMSISKYSWCD−GEKYVSVYIDTVSRED−−−−−−ETLDESSIEANFTGKSFKVTFSA−VDETGKT−−−−HVKCLSLG−LSKRIDKDKCSAKVK−−−−−−−AKTK
Endotrypanum_monterogeii −V−−−−−−−−−PTVSVPTVSTMSISKYSWCD−GEKYVSVYIDTVSRED−−−−−−ETLDESSIEANFTGKSFKVTFSA−VDETGKT−−−−HVKCLSLG−LSKRIDKDKCSAKVK−−−−−−−AKTK
Leishmania_braziliensis −S−−−−−−−−−STVVAPVVPTVSVSKYSWCD−GDRFVSVYIDTVVVEG−−−−−−GTLDESSIEATFTGNSFKVTFTT−ADETGRA−−−−HAKGLSIQ−LSKRIDKDRSSAKVK−−−−−−−PKTQ
Leishmania_panamensis −S−−−−−−−−−STVVAPVVPTVSVSKYSWCD−GDQFVSVYIDTVVVEG−−−−−−GTLDESSIEATFTGNSFKVTFTT−ADETGRA−−−−HAKGLSIQ−LSKRIDKDRSSAKVK−−−−−−−PKTQ
Leishmania_tarentolae −T−−−−−−−−−RTVTAPAVPTMSVSKYSWCD−EDKFVSVYIDTVAPEG−−−−−−GTLDEGSIEAIFTSNSFKVTFST−VDEAGRT−−−−RAKSLAIR−LSKRIDKGRSSTKVK−−−−−−−AKTQ
Leishmania_arabica −A−−−−−−−−−RAMAAAAVPTVSVSKYSWCD−GDKFVSVYIDTVVPEG−−−−−−GTLDESSIEAIFTGNSFKVTFAT−ADEAGRT−−−−RAKSLSIR−LSKRIDKDRSSTKVK−−−−−−−SKTQ
Leishmania_donovani −A−−−−−−−−−RAVAAPAVPTVSVSKYSWCD−GDKFVSVYIDTVVPEG−−−−−−GTLDESSIEATFTGNSFKVTFAT−ADEAGRT−−−−RAKSLSIR−LSKRIDKDRSSTKVK−−−−−−−PKTQ
Leishmania_infantum −A−−−−−−−−−RAVAAPAVPTVSVSKYSWCD−GDKFVSVYIDTVVPEG−−−−−−GTLDESSIEATFTGNSFKVTFAT−ADEAGRT−−−−RAKSLSIR−LSKRIDKDRSSTKVK−−−−−−−PKTQ
Leishmania_aethiopica −A−−−−−−−−−RAVAAPAVPTVSVSKYSWCD−GDKFVSVYIDTVVPEG−−−−−−GTLDESSIEATFTGNSFKVTFAT−ADEAGRT−−−−RAKSLSIR−LSKRIDKDRSSTKVK−−−−−−−PKTQ
Leishmania_tropica −A−−−−−−−−−RAVAAPAVPTVSVSKYSWCD−GDKFVSVYIDTVVPEG−−−−−−GTLDESSIEATFTGNSFKVTFAT−ADEAGRT−−−−RAKSLSIR−LSKRIDKDRSSTKVK−−−−−−−PKTQ
Leishmania_major −A−−−−−−−−−RAMAAPAVPTVSVSKYSWCD−GDKFVSVYIDTVVPEG−−−−−−GTLDESSIEATFTGNSFKVTFAT−ADEAGRT−−−−RAKSLSIR−LSKRIDKDRSSTKVK−−−−−−−PKTQ
Leishmania_gerbilli −A−−−−−−−−−RAMAAPAMPTVSVSKYSWCD−GDKFVSVYIDTVVPEG−−−−−−GTLDESSIEATFTGNSFKVTFAT−ADEAGRT−−−−RAKSLSIR−LSKRIDKDRSSTKVK−−−−−−−PKTQ
Leishmania_turanica −A−−−−−−−−−RAMAAPAVPTVSVSKYSWCD−GDKFVSVYIDTVVPEG−−−−−−GTLDESSIEATFTGNSFKVTFAT−ADEAGRT−−−−RAKSLSIR−LSKRIDKDRSSTKVK−−−−−−−PKTQ
Leishmania_amazonensis −A−−−−−−−−−RAVAAPAVPTVSVSKYSWCD−GDKFVSVYIDAVAPEG−−−−−−GTLDEGSIEATFTGNSFKVTFAT−SDEVGRT−−−−RAKSLSIR−LSKRIDKDRSSTKVK−−−−−−−PKTQ
Leishmania_mexicana −T−−−−−−−−−RAVAAPAVPTVSVSKYSWCD−GDKFVSVYIDAVAPEG−−−−−−GTLDEGSIEATFTGNSFKVTFAT−SDEVGRT−−−−RAKSLSIR−LSKRIDKDRSSTKVK−−−−−−−PKTQ
Leishmania_martiniquensis −A−−−−−−−−−PTATAPVVPTVSVRKYSWCD−GDKFVSVYIDTAVPEG−−−−−−GTLDESSIESTFTSNSFTVTFST−ADEAGKT−−−−RAKSLSIQ−LSKRIDKDKSSTRVK−−−−−−−PHTQ
Leishmania_enriettii −A−−−−−−−−−PTVTAPVVPTVSVSKYSWCD−GDKFVSVYIDTIMPEG−−−−−−GTLDESSVEASFTVNSFKVTFAT−ADEAGKT−−−−RAKSLSIC−LSKRIDKDKSSAKVK−−−−−−−PSTQ
Trypanosoma_sp_TCC2186 −−−−−−−−−−−ATSPTTAAMTYPITKYGWSD−GEKAASVYVDTKFEGQ−−−−−−ESMDAGTLSVEITKRRLVLSYTA−IVEPGKT−−−PRRKLLSLP−LARPVKPDESSHKVK−−−−−−−EASA
Trypanosoma_sp_TCC1307 −−−−−−−−−−−HAASDKVVTAYPITKYGWSD−GDKAVTVYVDTRFESQ−−−−−−ESMLNETLQVEFHKRQFSVSYSA−VLESTKA−−−SRRRQLTLP−LTKSIKAEDSSFKVK−−−−−−−EANG
Trypanosoma_sp_TCC339 −−−−−−−−−−−ITSPVALSMAQPIAKYGWSD−GEKAVTVYVDTAFENQ−−−−−−ESMDPGTLSVQFKKRRLILSYAT−LAGSNTA−−−PRRKLLDLH−LSKSIKPDESSHKVK−−−−−−−EANA
Trypanosoma_sp_TCC878 −−−−−−−−−−−−NIIPIAIPPHSITKYSWSD−GDNAATVYIDTKFNNE−−−−−−ESMNPDSLHVEFKKRHLIITYTA−LMEPNKA−−−QRVKQLSLR−LYKAIQPEKSSYKVK−−−−−−−EPAA
Trypanosoma_sp_TCC878 −−−−−−−−−−−−NIIPIAIPPHSITKYSWSD−GDNAATVYIDTKFNNE−−−−−−ESMNPDSLHVEFKKRHLIITYTA−LMEPNKA−−−QRVKQLSLR−LYKAIQPEKSSYKVK−−−−−−−EPAA
Trypanosoma_congolense AA−−−−−−−−−ATSAATHTSSFPITKHSWCD−GKKAVTVYIDTKFEEK−−−−−−EAMVPGTLQVDYKKRRLEVSYVA−NVQTSKDVVVQRKKHLALS−LSNAINDKESSHKVK−−−−−−−DSSE
Trypanosoma_brucei_T −−−−−−−−−−−PSVLPASTASYPITKHSWCD−GKKNVTVYIDTKLDEK−−−−−−ETMVEDTLQVEFGKRRLTVSYIA−NVQTSKDVATQRRKQLVLC−LAKAIKSKESSYKVK−−−−−−−DPSG
Trypanosoma_brucei_T −−−−−−−−−−−PSVLPASTASYPITKHSWCD−GKKNVTVYIDTKLDEK−−−−−−ETMVEDTLQVEFGKRRLTVSYIA−NVQTSKDVATQRRKQLVLC−LAKAIKSKESSYKVK−−−−−−−DPSG
Trypanosoma_brucei_gambiense −−−−−−−−−−−PSVLPASTASYPITKHSWCD−GKKNVTVYIDTKLDEK−−−−−−ETMVEDTLQVEFGKRRLTVSYIA−NVQTSKDAATQRRKQLVLC−LAKAIKSKESSYKVK−−−−−−−DPSG
Trypanosoma_evansi −−−−−−−−−−−PSVLPASTASYPITKHSWCD−GKKNVTVYIDTKLDEK−−−−−−ETMVEDTLQVEFGKRRLTVSYIA−NVQTSKDAATQRRKQLVLC−LAKAIKSKESSYKVK−−−−−−−DPSG
Trypanosoma_theileri −−−−−−−−−−−ESSPSAAVMTYPITKYSWGD−GEKAVTVYVDTKLDGK−−−−−−ETMAPDTLEVVFNKRKLTVVYMA−NVEKSATEVVQRKKQLLLR−LSKTIKANESSYKIK−−−−−−−DATG
Trypanosoma_cyclops −−−−−−−−−−−ESSPSAAVMTSLITKYSWSD−GEKAVTVYVDTKLDEK−−−−−−EIMVPDTLEVVFEKRKLTVVYMA−TVEKSTTDVVQRRKQLLLP−LSKPIKASESSYKLK−−−−−−−DATG
Trypanosoma_ralphi −−−−−−−−−−−EITPVAGAVMHPITKYSWSD−MDNAVTVYVDTKFEGK−−−−−−ESMAPDTLQVEFKKRKLTVTYVA−NVETPKASVVQRTKQLVLP−LSKAIKAAESTYKVK−−−−−−−EASG
Trypanosoma_grayi −−−−−−−−−−−EIAPIAGAVMHPITKYSWSD−MENTVTVYVDTLFEGK−−−−−−ESMAPNTLQVEFKKRKLTVSYVA−NVETSKASVVQRTKQLVLH−LSKTIKAEESSYRVK−−−−−−−DTNG
Trypanosoma_lewisi −G−−−−−−−−−PVPGAAAPPVYPITKYSWAD−GEKAVTVYVDAKVDGQ−−−−−−ESMADNTLEVQFAKRRVTVSYVA−NVVSTKAITVQRKKQLVLH−LSKAIKADESNYKIK−−−−−−−ESSG
Trypanosoma_livingstonei −S−−−−−−−−−PGPTAAAATVSPITKYSWGD−GEKAATVYVDTKVDGQ−−−−−−ESLADGTLQVEFKKRKVVMSYVA−DVVSSKANTVQRKKQLVLH−LSKAIKADESNYKVK−−−−−−−EPSG
Trypanosoma_wauwau −−−−−−−−−−−−VVEPVAATVYPITKYSWGD−GEKAVTVYVDSKVEGQ−−−−−−ESMAPETLQVEFKKRQLILSYVA−NVSPSMGTTVQRKKQLLLR−LSKAIKVGESSYKVK−−−−−−−ESSG
Trypanosoma_rangeli_AM80 −S−−−−−−−−−VDPLPIAATTFSITKYSWGD−AEKVATVYVETKVEGE−−−−−−QPLVDETLQVEFQRRKVTVSYAA−NVVSSKATTLRRKKQLLLH−LCKSIKADECTYKVK−−−−−−−ESSG
Trypanosoma_conorhini −D−−−−−−−−−VEPLAVAATVSPITKYSWGD−AEKAVTVYVETKVEGE−−−−−−QPLLDETLQVDFQRRKLTVSYVA−SVVSAKSTTLRRKKQLLLH−LCKTVKAEECTYKVK−−−−−−−ESSG
Trypanosoma_sp_H25 −N−−−−−−−−−IEPISIAATISPITKYSWSD−ADKTVTVYVDTKVEGQ−−−−−−ESMADDTLQVEFKRRKVIVSYVA−NVVSSKASSLQRKKQLVLP−LSKAIKVDESNYKVK−−−−−−−ESSC
Trypanosoma_cruzi_G −A−−−−−−−−−CEAPAIAATTSLVTKYSWCD−AENAVTVYVDTKVEGQ−−−−−−ESLADGTLQVEFKKRTLSLSYVA−NVVSSKATPLQRKKQLLLH−LSKSINVDKSEYKVK−−−−−−−EPSG
Trypanosoma_cruzi_marinkellei_B7 −A−−−−−−−−−CELPAIAATTSLVTKYSWCD−GEKAVTVYVDTKVEGQ−−−−−−ESLVDGTLQVDFKKRTLSLSYVA−NVVSSNATPLQRKKQLLLH−LSKSINVDKSEYKVK−−−−−−−ESSG
Trypanosoma_erneyi −G−−−−−−−−−IEPLAIAATVSPITKYSWCD−AEKAATVYVDTKVEGH−−−−−−ESLVDGTLQVEFKKRRLIVSYVA−NVVSSKAAPFQRKKQLLLH−LSKSIKVDESNYKLK−−−−−−−ESSG
Trypanosoma_dionisii −−−−−−−−−−−IKPLAIAATISPITKYSWCD−AEKAATVYVDTKVEGQ−−−−−−ESLADGTLQVEFKKRKLILSYVA−NMVSSNATPLQRKKQLLLH−LSKSIKVGESNYKVK−−−−−−−ESSG
Parabodo_caudatus −I−−−−−−−−−EFDAVASLKQAAITTYSWCD−NAKTVSVYVD−−FKGV−−−−−−GAIDPAAITTKYTERSLRLSIAH−−−−EGKA−−−−−−NILTLH−LAKAIDAEKCTHKVK−−−−−−−−−PD
Parabodo_caudatus −I−−−−−−−−−EFDAVASLKQAVITTYSWCD−NAKTVSVYVD−−FKGV−−−−−−GAIDPAAITTKYTERSLRLSIAH−−−−EGKA−−−−−−NILTLH−LAKAIDAEKCTHKVK−−−−−−−−−PD
Bodo_sp −−−−−−−−−−−AIVESPLLTQTSITKYSWCN−NTSSVSVYVDF−−−−−−−−−−−DGVAADNTQVDFSSKRVKVTIHP−−QQTGTA−−−−−−HVLLLP−LSKEIKPEQSSFRFK−−−−−−−−−PN
Bodo_saltans −−−−−−−−−−−AVEASPLLHQVALTKYSWCN−NTNSVSVYVDF−−−−−−−−−−−DGLSADNTKVEFSTKKLKVQVHP−−VSTGTA−−−−−−HVLQLN−LAKEINHETSSFRFK−−−−−−−−−PN
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Herpetomonas_muscarum EILLKLAKEKVPDTWVDLVGNA−−−−PEEEEEEAAG−−−−−−−−−SNSSNKADDE−−−−
Phytomonas_sp_Hart1 EITLKLMK−AQDGTWFDLVGTPA−−−SDSDDEEDGVNADLTEDGKTKESEEDMANRAE−
Phytomonas_sp_TCC066E EICLKLVK−AQEGTWFDLVGTPV−−−SDSDKEEDAIESGSIENEEAKKGEGCTDSKDE−
Phytomonas_sp_TCC418 EIYLKLMK−AQDGTWLDLVGTPV−−−SDTDDEEDDA−−GAVLTESGKNNEGEYINNSAE
Phytomonas_sp_EM1 EICLKLAK−AHGGTWFDLVGTPA−−−ADSDEEDDVG−−GSIENEKAKEGEGEIDSNDE−
Phytomonas_serpens EICLKLVK−AQEGTWFDLVGTPV−−−SDSDKEEDAIESGSIENEEAKKGEGCIDSKDE−
Angomonas_desouzai QILVKLAK−AKEQTWLDLFGKK−−−−KDADSEGEEK−−−−−−−−−GEDSD−−−−−−−−−
Angomonas_deanei QILVKLAK−AKEGTWFELIGKT−−−−LEADGEEEKN−−−−−−−−−SAMEEESD−−−−−−
Strigomonas_culicis EIVVKMVK−REARPWSELHGKER−−−TEEVKKDEGG−−−−−−−−−SEEDEQELGK−−−−
Strigomonas_oncopelti EIVVKMVK−LEERSWPELKGKE−−−−RTGMETVGQQ−−−−−−−−−AEEGEELEK−−−−−
Strigomonas_galati EIVVKMVK−LEERSWSELKGKERTEKEKKDSDVEEE−−−−−−−−−EVKPTEEEGEELEK
Leptomonas_costaricensis EILVRLAK−KAPSVWLELEGKPGSRDTDDDSAAEDD−−−−−−−AGSLEKEAGNTGTAQE
Leptomonas_sp_TCC2547 EILVRLAK−KTPSVWVDLEGNP−−−−GSRDTDDDSA−−−−−−−−−VEDDA−−−−−−−−−
Leptomonas_sp_TCC2441 EILVKLAK−RVPSVWLDLEGNA−−−−SDRDSADDEP−−−−−−−−−PEEKGEEEDDEE−−
Crithidia_fasciculata EILVKLAK−RVPSVWIDLEGNA−−−−SDRDSAADEP−−−−−−−−−LEKPEEEEDV−−−−
Crithidia_acantocephali EILVKLAK−KVPSVWIDLEGNA−−−−SDRDSADDEP−−−−−−−−−LEPAKAEADDE−−−
Crithidia_luciliae_thermophila EILIKLAK−KVPSVWMDLEGNA−−−−SDRDSAEDEP−−−−−−−−−LEKEE−−−−−−−−−
Endotrypanum_schaudinni QILVRLAK−KSERTWLDLEGKA−−−−NDHESESDDD−−−−−−−−−ASDAE−−−−−−−−−
Endotrypanum_monterogeii QILVRLAK−KSERTWLDLEGKA−−−−NDHESESDDD−−−−−−−−−ASDAE−−−−−−−−−
Leishmania_braziliensis QILVRLAK−KVESVWLDLEGNA−−−−SDRDSAADEE−−−−−−−−−ATDDE−−−−−−−−−
Leishmania_panamensis QILVRLAK−KVESVWLDLEGNA−−−−SDRDSAADEE−−−−−−−−−ATDDE−−−−−−−−−
Leishmania_tarentolae QILVKLAK−KVESMWLDLEGGA−−−−SDHDSGADDE−−−−−−−−−ADDAE−−−−−−−−−
Leishmania_arabica QILVRLAK−KVESVWLDLEGEA−−−−SDQDSAADGD−−−−−−−−−AADAE−−−−−−−−−
Leishmania_donovani QILVRLAK−KVESVWLDLEGEA−−−−SDQDSAADGD−−−−−−−−−AADAE−−−−−−−−−
Leishmania_infantum QILVRLAK−KVESVWLDLEGEA−−−−SDQDSAADGD−−−−−−−−−AADAE−−−−−−−−−
Leishmania_aethiopica QILVRLAK−KAESVWLDLEGEA−−−−SDQDSAADGE−−−−−−−−−AADAE−−−−−−−−−
Leishmania_tropica QILVRLAK−KAESVWLDLEGEA−−−−SDQDSAADGE−−−−−−−−−AADAE−−−−−−−−−
Leishmania_major QILVRLAK−KVESVWLDLEGEA−−−−SDQDSAADSE−−−−−−−−−AADAE−−−−−−−−−
Leishmania_gerbilli QILVRLAK−KVESVWLDLEGEA−−−−SDQDSAADGE−−−−−−−−−AADAE−−−−−−−−−
Leishmania_turanica QILVRLAK−KVESVWLDLEGEA−−−−SDQDSAADGE−−−−−−−−−AADAE−−−−−−−−−
Leishmania_amazonensis QILVRLAK−KVESVWLDLEGEA−−−−SDQGSAAGGE−−−−−−−−−ADDAE−−−−−−−−−
Leishmania_mexicana QILVRLAK−KVESVWLDLEGEA−−−−SDQDSAAGGE−−−−−−−−−ADDAE−−−−−−−−−
Leishmania_martiniquensis QILVKLAK−KAESVWLDLEGKA−−−−SDSDSAADEE−−−−−−−−−AAEAE−−−−−−−−−
Leishmania_enriettii QILVKLAK−KVESVWLDLEGKA−−−−SDSDSAADGE−−−−−−−−−ATDEE−−−−−−−−−
Trypanosoma_sp_TCC2186 QIVVRLVK−REPSSWFELVSTSKT−−APAEDSDDEP−−−−−−−−−−−EKERPSDSE−−−
Trypanosoma_sp_TCC1307 QIVIRLVK−KHPGTWLDLVDKKDK−−PGAADSDDEP−−−−−−−−−TGDAVEEKDE−−−−
Trypanosoma_sp_TCC339 QIVIRLVK−KQSGTWYDLVNKSDK−−TGTDDSDDDS−−−−−−−−−AADAGEKND−−−−−
Trypanosoma_sp_TCC878 QIVVKLLK−KTSGSWWELVDKN−−−−EKSDEADSEK−−−−−−−−−ETDEKKEDEEEE−−
Trypanosoma_sp_TCC878 QIVVKLLK−KTSGSWWELVDKN−−−−EKSDEADSEK−−−−−−−−−ETDEKKEDEEEE−−
Trypanosoma_congolense QIVIRLVK−AKEMSWWELVRKDGKSAGDSDSDNESN−−−−−−−−−ADEDGAAQPTS−−−
Trypanosoma_brucei_T QIVIRLAK−AEETSWWELAKKDGKLSDADDSDEENE−−−−−−−−−GKADEGDGAAEEKA
Trypanosoma_brucei_T QIVIRLAK−AEETSWWELAKKDGKLSDADDSDEENE−−−−−−−−−GKADEGDGAAEEKA
Trypanosoma_brucei_gambiense QIVIRLAK−AEETSWWELAKKDGKLSDADDSDEEND−−−−−−−−−GKADEGDGAAEEKA
Trypanosoma_evansi QIVIRLAK−AEETSWWELAKKDGKLSDADDSDEEND−−−−−−−−−GKADEGDGAAEEKA
Trypanosoma_theileri QIVLRLVK−EEPTSWWELVDKDAKASNDDSDDEDAP−−−−−−−−−SSLPKEDELE−−−−
Trypanosoma_cyclops QIVLRLVK−EVPTSWWELVGKDV−−−KASDEHSDDE−−−−−−−−−AAPSSLPQEDDLE−
Trypanosoma_ralphi QVVLRLRK−EEASSWWELVDTNAKS−GADDSADEEE−−−−−−−−−ANPAEKGDDLE−−−
Trypanosoma_grayi QVVLRLRK−EEASAWYDLVDKNANL−VDDDSADEEQ−−−−−−−−−PNPMEKDDDLE−−−
Trypanosoma_lewisi QIVLRFVK−EEASSWWELVDKSTKPVDDDDEKEAEL−−−−−−−−−VDEDEE−−−−−−−−
Trypanosoma_livingstonei QVVLRLVK−KVPSSWWELVDKNTK−−TEDDDNDDSDNDSETVKEGTGEGEGLVQNDDLE
Trypanosoma_wauwau QIVLRLVK−EDPTTWWELVDKNAK−−TDDDGDNDSD−−−−−−−−−AAELEGLAGKEELE
Trypanosoma_rangeli_AM80 QVVLRLVK−EKPSTWFELIGKDAT−−SGNDSDKDSE−−−−−−−−−TEGGGGLVQEEGLE
Trypanosoma_conorhini QVVLRLVK−EKPATWLELVNKNAA−−SGSDSDKDSE−−−−−−−−−AAEGSGLVQEDDLE
Trypanosoma_sp_H25 QVVLRLVK−EDPSAWWELVDKNGK−−SGDDSDKDSE−−−−−−−−−AVEEGGQVRDDNRE
Trypanosoma_cruzi_G QVVLRLVK−EKPSTWWELVKKNAG−−SGDDTEEDSE−−−−−−−−−AAEVGGFSQNDAPA
Trypanosoma_cruzi_marinkellei_B7 QVVLRLVK−EKPSTWWELVKKNAG−−SGDDSDEDSE−−−−−−−−−AVEEEGFSQNVVPE
Trypanosoma_erneyi QVVLRLVK−EKPSTWWELVNKNAE−−SGDDSDKDSG−−−−−−−−−AADEEGLPQEDVPE
Trypanosoma_dionisii QVVLRLVK−KRPSTWWELVSKNAE−−SGDDSDKDSE−−−−−−−−−AAGEGELPQEDIPE
Parabodo_caudatus QLVFRVVK−ASEEAWFDLTGAP−−−−−−−CAADDDE−−−−−−−−−−−−−−−−−−−−−−−
Parabodo_caudatus QLVFRVVK−ASEEAWFDLTGAP−−−−−−−SAADDDE−−−−−−−−−−−−−−−−−−−−−−−
Bodo_sp QLIVKLSK−ADDSTWYDL−−−−−−−−VDTKAAPEDD−−−−−−−−−−−−−−−−−−−−−−−
Bodo_saltans QLVVKLVK−KDDGTWHDL−−−−−−−−VDDKAASNDE−−−−−−−−−−−−−−−−−−−−−−−



TryDYX1C1

1
NP_991251.1_Danio MPLIVRDHTWTQNLSTVYISVPLKAVKTANVHIICTDDYLKVSFPP−FLFEVFLFASINEEKSEARI−−−−−−−−−−−−−−−−−GNGAAVFTLQKRR−−−−−−−−−−−−−−−−−−−DEMWEQLCTNI−−−−−
AAH62564.1_Homo MPLQVSDYSWQQTKTAVFLSLPLKGVCVRDTDVFCTENYLKVNFPP−FLFEAFLYAPIDDESSKAKI−−−−−−−−−−−−−−−−−GNDTIVFTLYKKE−−−−−−−−−−−−−−−−−−−AAMWETLSVTGV−−−−
Phytomonas_sp_Hart1 MPIKPQ−YEWEQTVDDVLLHIAIKGYKKNAVDVFVSDVFVKVNAAPTYLLTLDLLHSVVVDQCVHYF−D−−−−−−−−−−−−−−−SENSFLLHIRLKK−−−−−−−−−−−−−−−−ADPGLVWKILCVPSDEV−−
Phytomonas_sp_TCC418 MPIRPQ−YEWEQTVEDVLIHVAIKRFKRNAVDVFVSDVFVKVNAPPTYLLTLDLLHTVVVDQCVHYF−D−−−−−−−−−−−−−−−SDNSFLLHLRLKK−−−−−−−−−−−−−−−−AEPGLVWETLCVLSDGV−−
Phytomonas_sp_EM1 MPIRPQ−YEWEQTVEDVLLRIAIKGIKRNAVDVFVSDIFIKVNAAPTYLLTLDLLHAVVVDQCVHYF−D−−−−−−−−−−−−−−−SNNPFLLHLRLKK−−−−−−−−−−−−−−−−VEPGLVWETLCLSSE−V−−
Phytomonas_serpens MPIRPQ−YEWEQTVEDVLLHIAVKRIKRNAVDVFVSDVFVKVNAAPTYLLTLDLLHSVVVDKCAHYF−D−−−−−−−−−−−−−−−SNNPFLLHLRLKK−−−−−−−−−−−−−−−−SEPGLVWETLCIPSEGV−−
Herpetomonas_muscarum MPVKPS−FEWEQTHDDVFLHVTIKGFKKDAVDVFVSDVFAKVNAPPTYLLTLDLLHPVDPDGSSHHI−D−−−−−−−−−−−−−−−AEDATLLHVRLRK−−−−−−−−−−−−−−−−AEPGLIWDALCLTVTAAG−
Crithidia_fasciculata MPVKPQ−FEWEQTSEHILLDVLFKGCKKDTVDVLIADVFVKVNAPPQYLLALDLLHAVDPAKSTHYFTD−−−−−−−−−−−−−−−KPEGLSLHLKLQK−−−−−−−−−−−−−−−−EDQGVLWDALRLQQASI−−
C_luciliae_thermophila MPIKPL−FQWEQTTDDVLLEIALKGCKRETVDVLIADVFVKANAPPQYLLALDLLHEINPEKSTHHFTE−−−−−−−−−−−−−−−KADGVSLHLKLSK−−−−−−−−−−−−−−−−AEAGLVWDALSLRQSST−−
Leptomonas_sp_TCC2441 MPVKPQ−FEWEQTGEDVLLEILFKGCKRETVDVLIADVFVKANAPPQYLLAVDLLHEINPEKSTHYFTE−−−−−−−−−−−−−−−KQDGLALHLKLHK−−−−−−−−−−−−−−−−AAPDVVWDALSLRQTSI−−
Crithidia_acantocephali MPVKPH−FEWEQTSEDVLLEILFKGCKRESVDVLIADVFVKANAPPQYLLAVDLLHEINPEKSTHYFAE−−−−−−−−−−−−−−−KQDGLSLHLKLHK−−−−−−−−−−−−−−−−AEPELVWDALSLRQASI−−
Angomonas_desouzai MPVRPD−FTWEQTKDEVFVHVVIKGYKKEAVNVLLSELFVKVNAPPTYLLSLDLLFPIDAEKSRYYFDHQIPSEEKAPPPTSSTATPPLVLHLQLRKQPVEKKEGETSREEEEEESAALWEALTVASL−−−−
Angomonas_deanei MPVKPH−FEWQQDRQFVYITVDFKGVGKEAVDVFISRVFVKVNAAAVYLLSLDLLHPVDVDKSQHYFSQ−−−−−−−−−−PSGEATEATLRLHLQLAKLVTNPPAEKTEKSEEEEEEGEVWTALTLSGV−−−−
Strigomonas_galati MPVTPS−FTWEQSDTDIYLAVTLKGCKKDAVDVFFSSLFVKVNAAPTYLLSLDLLHAVEATQCSHAF−D−−−−−−−−−−−−−−−GADPSQLSLRLRK−−−−−−−−−−−−−−−−KEAGLVWDALTVGPASYK−
Strigomonas_culicis MPVTPS−FTWDQSDTDVYLTVTLKGCKKDAVDVFFSSLFVKVNAAPTYLLSLDLLHAVDATQCSYAF−D−−−−−−−−−−−−−−−GADASQLSLRLRK−−−−−−−−−−−−−−−−REAAVVWPALTVGPASYR−
Strigomonas_oncopelti MPVTPN−FTWEQSDTDVYLTLTLKGCKKDAVDVFFSSLFVKVNAAPVYLLSLDLLHPVDAAQCSHAF−D−−−−−−−−−−−−−−−GADPSQLALRLRK−−−−−−−−−−−−−−−−REAGLVWEALTIGRGGYA−
Leptomonas_costaricensis MPVKPQ−FTWEQTGEDVLLHVTIKGCKKEAVDVLIADVFVKVNAPPQYLLALDLLHEIDPDKSTNYFTD−−−−−−−−−−−−−−−AEDGILLHVKLHK−−−−−−−−−−−−−−−−TEADRVWDALSLRQSSL−−
Leptomonas_sp_TCC2547 MPVKPQ−FTWEQTGEDVLLHVTIKGCKREAVDVLIADVFVKVNAPPQYLLALDLLHEIDPGKSTHYFTD−−−−−−−−−−−−−−−AEDGILLHVKLHK−−−−−−−−−−−−−−−−AEADRVWDALSLRQSSL−−
Endotrypanum_schaudinni MPVKPQ−FTWEQTDEDVLLHITIKGCKKEVVDVLIADVFLKVNAPPQYLLSLDLLHEIDLSKSAHHFTD−−−−−−−−−−−−−−−ESDSILLHVKLHK−−−−−−−−−−−−−−−−AEVDLVWDALAMRQSAI−−
Endotrypanum_monterogeii MPVKPQ−FTWEQTDEDVLLHITIKGCKKEVVDVLIADVFLKVNAPPQYLLSLDLLHEIDLSKSAHHFTD−−−−−−−−−−−−−−−ESDSILLHVKLHK−−−−−−−−−−−−−−−−AEVDLVWDALAMRQSAI−−
L_braziliensis MPVKPQ−FTWEQTGEDVLLHITIKACKKDAIDVLIADVFVKVNAPPQYLLAIDLLHEIDAAKSTQYFTD−−−−−−−−−−−−−−−AQDGVILHVKLHK−−−−−−−−−−−−−−−−AEEDLVWDALSMHQSTI−−
L_panamensis MPVKPQ−FTWEQTGEDVLLHITIKACKKDAIDVLIADVFVKVNAPPQYLLAIDLLHEIDAAKSTQYFTD−−−−−−−−−−−−−−−AQDGVILHVKLHK−−−−−−−−−−−−−−−−AEKDLVWDALSMHQSTI−−
L_tarentolae MPVKPQ−FTWEQTGEDVLLNITIKGCKKDAVDVLIADLFVKVNAPPQYLLALDLLHEIDPSKSSQYFTD−−−−−−−−−−−−−−−AQDGIILHVKLHK−−−−−−−−−−−−−−−−MEGGRVWDALSVHQSSL−−
L_amazonensis MPVKPR−FTWEQTGEDVLLHITIKGCKKDAVDVLIADVFVKVNAPPQYLLALDLLHEIDTSKSSQYFTD−−−−−−−−−−−−−−−AHDGIILHVKLHK−−−−−−−−−−−−−−−−AEVGRVWDALSVRQSSV−−
L_mexicana MPVKPQ−FTWEQTGEDVLLHITIKGCKKDAVDVLIADVFVKVNAPPQYLLALDLLHEIDTSKSSQYFTD−−−−−−−−−−−−−−−AQDGIILHVKLHK−−−−−−−−−−−−−−−−AEVGRVWDALSVRQSSV−−
L_donovani MPVKPQ−FTWEQTGEDVLLHITIKGCKKDAVDVLIADVFVKVNAPPQYLLALDLLHAIDSSKSSQYFTD−−−−−−−−−−−−−−−AQDGIILHVKLHK−−−−−−−−−−−−−−−−AEVGRVWDALSVRQSSV−−
L_infantum MPVKPQ−FTWEQTGEDVLLHITIKGCKKDAVDVLIADVFVKVNAPPQYLLALDLLHAIDSSKSSQYFTD−−−−−−−−−−−−−−−AQDGIILHVKLHK−−−−−−−−−−−−−−−−AEVGRVWDALSVRQSSV−−
L_aethiopica MPVKPQ−FTWEQTGEDVLLQITIKGCKKDAVDVLIADVFVKVNAPPQYLLALDLLHAIDSSKSSQYFTN−−−−−−−−−−−−−−−AQDGVILHVKLHK−−−−−−−−−−−−−−−−AEAGRVWDALSVRQSSV−−
L_tropica MPVKPQ−FTWEQTGEDVLLQITIKGCKKDAVDVLIADVFVKVNAPPQYLLALDLLHAIDSSKSSQYFTN−−−−−−−−−−−−−−−AQDGVILHVKLHK−−−−−−−−−−−−−−−−AEVGRVWDALSVRQSSV−−
L_major MPVKPQ−FTWEQTGEDVLLQITIKGCKKDTVDVLIADVFVKVNAPPQYLLALDLLHAIDSSKSSQYFTN−−−−−−−−−−−−−−−AQDGVILHVKLHK−−−−−−−−−−−−−−−−AEVGRVWDALSVRQSSV−−
L_gerbilli MPVKPQ−FTWEQTGEDVLLQITIKGCKKDAVDVLIADVFVKVNAPPQYLLALDLLHAIDSSKSSQYFTN−−−−−−−−−−−−−−−AQDGVILHVKLHK−−−−−−−−−−−−−−−−VEVGRVWDALSVRQSSV−−
L_arabica MPVKPQ−FTWEQTGEDVLLQITIKGCKKDAVDVLIADVFVKVNAPPQYLLALDLLHAIDSSKSSQYFTN−−−−−−−−−−−−−−−AQDGVILHVKLHK−−−−−−−−−−−−−−−−AEVGRVWDALSVRQSSV−−
L_turanica MPVKPQ−FTWEQTGEDVLLQITIKGCKKDAVDVLIADVFVKVNAPPQYLLALDLLHAIDSSKSSQYFTN−−−−−−−−−−−−−−−AQDGVILHVKLHK−−−−−−−−−−−−−−−−AEVGRVWDALSVRQSSV−−
L_martiniquensis MPVKLQ−FTWDQTGEDVLLEIVIKGCRKDAVDVLIADVFVKVNAPPQYLLALDLLHEIDSAKSTQHFTD−−−−−−−−−−−−−−−AQDGVILHVKLRK−−−−−−−−−−−−−−−−VEVDLVWAALSVCQSSF−−
L_enriettii MPVRPL−FTWEQTGEDVLLEIVIKGWKKDAIDVLLADVFLKVNAPPQYLLALDLLHEIDPAKSTQHFTD−−−−−−−−−−−−−−−AQDGVVLHVKLRK−−−−−−−−−−−−−−−−AEVNLVWDALSVRQSSL−−
T_sp_TCC878 MPVRPL−YEWEQTDEEVLLRVTIKGFRRDGIDVFLSDLWVKVNAPPTYLLSLDLLHEIDESRSTHFI−D−−−−−−−−−−−−−−−SNDASCLRLRLRK−−−−−−−−−−−−−−−−AQPAF−WESLCLDTETL−−
T_sp_TCC878 MPVRPL−YEWEQTDEEVLLRVTIKGFRRDGIDVFLSDLWVKVNAPPTYLLSLDLLHEIDESRSTHFI−D−−−−−−−−−−−−−−−SNDASCLRLRLRK−−−−−−−−−−−−−−−−AQPAF−WESLCLDTETL−−
T_sp_TCC1307 MPVKPI−YEWEQTDDEVLLRVTIKGFKKEAIDVFFSDLWVKVNAPPTYLLSLDLLHQIEASRSTYFV−D−−−−−−−−−−−−−−−PEDKSCIRLRLCK−−−−−−−−−−−−−−−−AQSGV−WPTLCVDPNAY−−
T_congolense MPVKPV−YEWEQSETELLLRITIKGFKKDAIDVFLSDLLVKVNAAPTYLLVLDLLHPIAVEKSTHFI−D−−−−−−−−−−−−−−−PEDRSCLRLRLRK−−−−−−−−−−−−−−−−EQPGQ−WESLCVGEQDF−−
T_brucei_gambiense MPVKPV−YEWEQTNTEVLLRITIKGFKKEAIDIFVSDLLVKVNASPTYLLVLDLLHPIDEAKSTHFM−D−−−−−−−−−−−−−−−PEDRTCLRVRLRK−−−−−−−−−−−−−−−−RVPEL−WESLCINEGEI−−
T_evansi MPVKPV−YEWEQTNTEVLLRITIKGFKKEAIDIFVSDLLVKVNASPTYLLVLDLLHPIDEAKSTHFM−D−−−−−−−−−−−−−−−PEDRTCLRVRLRK−−−−−−−−−−−−−−−−RVPEL−WESLCINEGEI−−
T_brucei_T MPVKPV−YEWEQTNTEVLLRITIKGFKKEAIDIFVSDLLVKVNASPTYLLVLDLLHPIDEAKSTHFM−D−−−−−−−−−−−−−−−PEDRTCLRVRLRK−−−−−−−−−−−−−−−−RVPEL−WESLCINEGEI−−
T_vivax MPVTPA−YEWEQTSEEVLLRVTIKGFKKDSIDVFMADVIVKVNAAPTYLLMLDLLHPINISRSTYFI−D−−−−−−−−−−−−−−−PENCSCLRLRLRK−−−−−−−−−−−−−−−−QEVGE−WSSLCISQEDY−−
T_sp_TCC2186 MPVKPL−YEWEQTDDEVLLRVTIRGFKKEAIDVFFSDLWVKVNAPPTYLLSLDLLHHVDAARCTHFM−D−−−−−−−−−−−−−−−PDDRTCLRVRLPK−−−−−−−−−−−−−−−−AQPGA−WPSLCVDPDAY−−
T_sp_TCC339 MPVKPL−YEWDQTDHEVLLRVTIKGFKKESIDVFFSDLWLKVNAPPTYLLSLDLLHPIDAARCTYFI−D−−−−−−−−−−−−−−−PEDRTCLRLRLLK−−−−−−−−−−−−−−−−TQPGT−WSTLCIDPGAC−−
T_cyclops MPVKPV−YEWEQSEAELLLRVTIKGFKKDAIDVFISDLWVKVNAAPTYLLSLDLLHPIDVERSTHFI−D−−−−−−−−−−−−−−−PDDRSCLRLKLRK−−−−−−−−−−−−−−−−QEPGV−WSDLCLDAEAC−−
T_grayi MPVKPA−YEWEQTDDEVLLRVTIKGFKKEAIDVFLSDVWVKVNAAPTYLLALDLLHPIDVVRSTHYV−D−−−−−−−−−−−−−−−PVDRTCLRLRLRK−−−−−−−−−−−−−−−−QQPGV−WSDLCISAEAC−−
T_lewisi MPVRPV−YEWEQTAEEVLLRVTIKGFRPEAIDVFLADVFVKVNAAPTYLLLLDLPHPIDPQRSSHHV−D−−−−−−−−−−−−−−−PADRSCLRLRLRK−−−−−−−−−−−−−−−−QEPGV−WASLCVA−−−−−−
T_wauwau MPVRPV−YEWEQTEEELLLRVTIKGFKEEAIDVFLSDLWVKVNATPTYLLLLDLLHPIDVARSSYHM−D−−−−−−−−−−−−−−−PEDRTCLRLRLRK−−−−−−−−−−−−−−−−QDPGE−WPDLCICREEW−−
T_livingstonei MPVKPV−YEWEQTEEELLLRVTIKGFTKEAIDVFLSDVWVKVNAAPAYLLSLDLLRPIDVARSAHYM−D−−−−−−−−−−−−−−−PEDRTCLRLRLRK−−−−−−−−−−−−−−−−EGPGL−WPHLCIPADEC−−
T_sp_H25 MPVRPV−YEWEQTEEEVLLRVTIKGFKKEAIDVFLSDVWVKVNAAPTYLLLLDLLHPVDVARSTYYM−D−−−−−−−−−−−−−−−PEDRTCLRLRLRK−−−−−−−−−−−−−−−−QDPGV−WPDLCIPADEW−−
T_cruzi_G MPVRPA−YEWEQTEEEVLLRVSIKGFKKEAIDVFLSDVLVKVNAAPTYLLMLDLLHPIDAARSTYYM−D−−−−−−−−−−−−−−−PEDRTSLRLRLRK−−−−−−−−−−−−−−−−QEHGI−WSDLCIHADKN−−
T_cruzi_marinkellei_B7 MPVRPA−YEWEQTEEEVLLRVTIKGFKKEAIDVFLSDVLVKINAAPTYLLLLDLLHPVDAARSTYYM−D−−−−−−−−−−−−−−−PEDRTCLRLRLRK−−−−−−−−−−−−−−−−QEPGI−WPDLCIHVEKD−−
T_erneyi MPVRPV−YEWEQTEEEVFLRVTIKGFKKEAIDVFLSDVLVKVNAAPTYLLLLDLLHPVDAARSTYYM−D−−−−−−−−−−−−−−−PEDRTCLRLRLRK−−−−−−−−−−−−−−−−QEPRM−WPDLCIDADKS−−
T_dionisii MPVRPV−YEWEQTEEEVFLRVTIKGFKKEAIDVFLSDVWVKVNAAPTYLLLLDLLHPVDVARSTYYM−D−−−−−−−−−−−−−−−PEDRTCLRLRLRK−−−−−−−−−−−−−−−−QEPGM−WPDLCIHADKC−−
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Phytomonas_serpens RRVIEERFNSEKAAAEKDLYAWEDDQ−−−−−−−−−−−−−−ELKIMKPSQ−−−−−−−−−−−−−−−−−−VPPESPGCILSLAQGQ−−−−−−−−−−−−−−−−TSVVGLPTGFQSDHNPPPVREP−STVNVTIDFT
Herpetomonas_muscarum RSVIERRFQAEKTAAEEELFEWEDTQ−−−−−−−−−−−−−−RAAAADGGGGGAGAAA−−−−−−−−−−−AVPRSPADIVAAAATA−−−−−AATAAAAPAPAPAATKERAAATTADAAPL−RGT−DTVNVTIDFT
Crithidia_fasciculata RSQIERRVKADKDAAEEDLFDWEKGQ−−−−−−−−−−−−−−RAAVAS−−−−−−−−−−−−−−−−−−−−−ASPQSPADICSAVTTS−−−−−−−−−−−−−−AASESDAASPPSAPVAAVPAVRQP−ETVNVTIDFT
C_luciliae_thermophila RAQIEHKVTAEKTAAEQELYDWEDDQ−−−−−−−−−−−−−−KEKGSAA−−−−−−−−−−−−−−−−−−−−ASPQSPADIFASQTAS−−−−−−−−−−−−−GTARTHETRAASSTAAQAVPAVRQA−DTLHVTIDFT
Leptomonas_sp_TCC2441 RTHIEQKAKAEKDAAEQELFEWEAGQ−−−−−−−−−−−−−−QEVTSS−−−−−−−−−−−−−−−−−−−−−AAPQSPADIYAAALKK−−−−−−−−ADADAVPPTVVHQGPAPAAVMTTVSAIRQV−DTVNVTIDFT
Crithidia_acantocephali RSNIEQKAKAEKDTAEQDLFEWEATQ−−−−−−−−−−−−−−ATRHAT−−−−−−−−−−−−−−−−−−−−−AAPQSPADIFAAAAAL−−−−−−−−−−−−−−−NTADDHAAPALTAPPAVPAVRQT−DTVNVTIDFT
Angomonas_desouzai RHKIEERMAAERRSVEEDLDAWEKAD−−−−−−−−−−−−−−MQKREEGEK−−−−−−−−−−−−−−−−−−KAPRTPADLLSGYGAE−−−−−−−−−−−−−−−−−−−NAEAAPSAPHDSTPQVRQT−ETVNVTLNFT
Angomonas_deanei RRVVEERVTQERQAVERDLKEWEETV−−−−−−−−−−−−−−EATTEQDKPTNAAAS−−−−−−−−−−−−GPPRTPADLVAGAAVV−−−−−−−−−−−−−−−−−−−−−−−−−PERETAVPAVRQT−DTVNIAVQFT
Strigomonas_galati RQLIEGRVREEQDAAEADLRAWEDTQ−−−−−−−−−−−−−−EPTTTAAAAPA−−−−−−−−−−−−−−−−APPRTPADLLKVTPAA−−−−−TVAAPPSAPVVAEETTTPSASKEATAPPAPRQR−ETVNVTLSFT
Strigomonas_culicis RQLIEGRVRAEKDAAEADLQAWEDAH−−−−−−−−−−−−−−EPAAARG−−−−−−−−−−−−−−−−−−−−PTPRTPADLLRGSAPS−−−−−−−−−−−−−−−−−−SGEAAAAADPAAPPPAPRQR−ETVNVTLSFT
Strigomonas_oncopelti RQLIEGRVREEQDAAEADLHAWEDTQ−−−−−−−−−−−−−−ECAATVAAPPAAA−−−−−−−−−−−−−−PPPRTPADLLQDASEG−−−−−−−AASAPAAEPTEDAAAAAGMAGEAAAPAPRQR−ETVNVTLSFT
Leptomonas_costaricensis RTQIEQRVKAEKDAAETELYAWADGQ−−−−−−−−−−−−−−−−PSASAAGQATTPDAARSVAAKSAAPAPPQSPADLFSRSAVS−−−−−−−−−−−−−−−−ATSSTPATAAASSSPPPGIRQA−DTVNVTIDFT
Leptomonas_sp_TCC2547 RTQIEQRVKAEKDAAETELYTWADGQ−−−−−−−−−−−−−−TSATAAPDAAL−−−−−−−−−−−−−−−−APPQSPADLFSRAAVS−−−−−−−−−−−−−TTSSPPATEAAVTSSPAAPPGIRQA−DTVNVTIDFT
Endotrypanum_schaudinni RAQIEHRVKAEREAAETELYAWEDSQ−−−−−−−−−−−−−−ATPGAVTTSSSLLSDNTKSA−−−−−−−DSSKSAKNAIANATAA−−−−−−−VSPPPSSVPLVAPLVTPAQTPDAPPPGIRQA−DTVNVTIDFT
Endotrypanum_monterogeii RAQIEHRVKAEREAAETELYAWEDSQ−−−−−−−−−−−−−−ATPGAVTTSSSLLSDNTKSA−−−−−−−DSSKSAKNAIANATAA−−−−−−−VSPPPSSVPLVAPLVTPAQTPDAPPPGIRQA−DTVNVTIDFT
L_braziliensis RTQIEQRAKAEKDAAETELYAWEDSH−−−−−−−−−−−−−−ATPVVGVASDSPLPPKSSTPA−−−−−−GPSPYSADIFAAAAVA−−−−−−SSLPPLSMPQAASLVTPASSSSAVTPPTIRQV−DTVNVTIDFT
L_panamensis RTQIEQRAKAEKDAAETELYAWEDSH−−−−−−−−−−−−−−ATPVVGVASDSPLPPKSSTPA−−−−−−GPSPYSADIFAAAASL−−−−−−−−−PPLSMPQAASLVTPASSSSAVTPPTIRQV−DTVNVTIDFT
L_tarentolae RAQIEQRVKEEKDAAETELYAWEDGC−−−−−−−−−−−−−−ATPAADTASASPLPLGNNQPA−−−−−−GPSQYSADVSAADTAP−−−T−ATSSLSPSLPQAFPPVKLAASSSAATLPAIRQA−DTVNVTIEFT
L_amazonensis RAQIEQRVKAEKDAAETELYAWEDSH−−−−−−−−−−−−−−ATSAADTASASPLPLDSIKLP−−−−−−SPPPYSADITAAAAAT−−−A−TASSPLSSTPQAAPPATPASSSFVTTPPAVRQA−DTVNVTIDFT
L_mexicana RAQIEQRVKAEKDAAETELYAWEDSH−−−−−−−−−−−−−−ATPAADTASASPLPLDSIKLA−−−−−−SPPPYSADIAASAAAT−−−A−AASSPLSSTPQAAPPATPASSSFVTTPPAVRQA−DTVNVTIDFT
L_donovani RAQIEQRVKEEKDAAETELYAWEDNH−−−−−−−−−−−−−−TTPAADTASASPLPLANTKLA−−−−−−SPPPHSAEIAAAATAA−−−ATAASSPLPATAEVAPSVTPALSSSVATPPAIRQV−DTVNVTIDFT
L_infantum RAQIEQRVKEEKDAAETELYAWEDSH−−−−−−−−−−−−−−TTPAADTASASPLPLANTKLA−−−−−−SPPPHSAEIAAAATAA−−−ATAASSPLPATAEVAPSVTPTLSSSVATPPAIRQV−DTVNVTIDFT
L_aethiopica RAQIEQRVKAEKDTAETELYAWEDRH−−−−−−−−−−−−−−TTPTADTASASPLPLDNTKLA−−−−−−SPPPHSADIAAAATAA−−−A−AASSPLPATPEAAPPVAPASSLSVATPPAIRQA−DTVNVTIDFT
L_tropica RAQIEQRVKAEKDAAETELYAWEDRH−−−−−−−−−−−−−−TTLAADTASASPLPLDNTKLA−−−−−−SPPPHSADIAAAATAA−−−A−AASSPLPATPEAAPPVAPASSSSVATPPAIRQA−DTVNVTIDFT
L_major RAQIEQRVKAEKDAAETELYAWEDSY−−−−−−−−−−−−−−TTPAADTASASPLPLDNTKLA−−−−−−SPLPHSADIAAVATAA−−−A−AASSPLPATPEAAPPVAPVSSSSVATPPAIRQA−DTVNVTIDFT
L_gerbilli RAQIEQRVKAEKDAAETELYAWEDSH−−−−−−−−−−−−−−TTPAADTASASPLPLDNTKLA−−−−−−TPPPHSADIAAVATAA−−−A−AASSPLPATPEAVLPVAPVSSSSVATPPAIRQA−DTVNVTIDFT
L_arabica RAQIEQRVKAEKDAAETELYAWEDSH−−−−−−−−−−−−−−TTPAADTASASPLPLDNTKLA−−−−−−TPPPHSADIAAVATAA−−−A−AASSPLPATPEAAPPVAPVSSSSVATPPAIRQA−DTVNVTIDFT
L_turanica RAQIEQRVKAEKDAAETELYAWEDSH−−−−−−−−−−−−−−ATPAADTASASPLPLNNTKLE−−−−−−TPPPHSAGIAAVATAA−−−A−AASSPLPATPEAAPPVAPVSSSPVATPPAIRQA−DTVNVTIDFT
L_martiniquensis RALIEKRVKAEKDAAEAELYAWEDGR−−−−−−−−−−−−−−TPPAAGAASASLSSPVNTTAE−−−−−−GAPEYAAGIFAAAAAAAATA−APSPPNLPLPQTALPAAPASSLSTATPPAIRQA−DTLNVTIDFT
L_enriettii RAQIEQRVKAEKDAAEAELYAWEGSR−−−−−−−−−−−−−−TTPAVTAASAFPSSPEDAKPE−−−−−−GAPQCSVYVFAAVNAA−−−V−TPSSADLPRPQAALPAAPASSSSTATPPAIRQA−DTVNVVIDFT
T_sp_TCC878 RSLIEGRVQRERETVEAELYQWEQEQEERQKNASLEAIPKKEEKEEEEGDKEKEKQKDGKQSTPA−−VALVSPADIFSSFAPT−−−−−−−−−−−−−APRTETGASQETAIEDTKVPQVRQA−ETVVVSVDFT
T_sp_TCC878 RSLIEGRVQRERETVEAELYQWEQEQEERQKNASLEAIPKKEEKEEEEGDKEKEKQKDGKQSTPA−−VALVSPADIFSSFAPT−−−−−−−−−−−−−APRTETGASQETAIEDTKVPQVRQA−ETVVVSVDFT
T_sp_TCC1307 RRVIETRVKEEREAVESDLYAWQEQQ−−−−−−−−−−−−−−QQQQQHQQQQQQQQPPV−−−−−−−−−−AALRSPADIIAPPSAS−−−−−−−−−−−−−−−−−−−−−−−−−−−−−DAVPEVRHT−DTVVVSIDFT
T_congolense RRLIEGRMKEEKESAEADLYSWEDQQ−−−−−−−−−−−−−−RGEREARMEKK−−−−−−−−−−−−−−−−TTLMCPGDIVVASAEV−−−−−−−−−−−−−−−−−−−−−−−−−QNEENDAPAVRHT−NTVVIPVQFT
T_brucei_gambiense RRLIEGRMKEEKDSAEAELYSWEEQQ−−−−−−−−−−−−−−RVEQQAHEEKK−−−−−−−−−−−−−−−−RAPQCPGDIGAMQGSM−−−−−−−−−−−−−−−−−−−−−−−EERKEEEMAPCVRHT−ETVVVPVQFT
T_evansi RRLIEGRMKEEKDSAEAELYSWEEQQ−−−−−−−−−−−−−−RVEQQAHEEKK−−−−−−−−−−−−−−−−RAPQCPGDIGAMQGSM−−−−−−−−−−−−−−−−−−−−−−−EERKEEEMAPCVRHT−ETVVVPVQFT
T_brucei_T RRLIEGRMKEEKDSAEAELYSWEEQQ−−−−−−−−−−−−−−RAEQQAHEEKK−−−−−−−−−−−−−−−−RAPQCPGDIGAMQGSM−−−−−−−−−−−−−−−−−−−−−−−EERKEEEMTPCVRHT−ETVVVPVQFT
T_vivax RRLIEGRMKEEKDSAEADLYSWVDKQ−−−−−−−−−−−−−−KQEQEDQLRQRAQM−−−−−−−−−−−−−QTVQCPGDIVVPNVSP−−−−−−−−−−−−−−−−−−−−−−−−−−VVETTAPSLRHT−DTVVVSVDFT
T_sp_TCC2186 RRLIEGRVQAERDAAETDLYEWERQQ−−−−−−−−−−−−−−KANAA−−−−−−−−−−−−−−−−−−−−−−TAPATPADISATATAT−−−−−−−−−−−−−−−−−−−−−−−−ATATATVPPQVRHA−ETVVVAVDFT
T_sp_TCC339 RRLIEGRVKEERDAVETELYQWEEQQ−−−−−−−−−−−−−−QQEQEEQR−−−−−−−−−−−−−−−−−−−AAPVSPADICATIPPS−−−−−−−−−−−−−−−−−−−−−−−−−−−−−DAAPRVRHA−DTVVVHVDFT
T_cyclops RRLIESRLHEEKTTAEASLYSWEEEQ−−−−−−−−−−−−−−KQKQQRQQKETSSSG−−−−−−−−−−−−QAPRFPGDITVPNVKV−−−−−−−−−−−−−−−−−−−−−−−−−−−EDEAVPSVRHI−DTVNIPVDFT
T_grayi RRLIEGRVKEEREAAEADLYSWEDEQ−−−−−−−−−−−−−−KQQQHQERQQQQQQQQQQTPASG−−−−QAPRCPADIAVPHVAK−−−−−−−−−−−−−−−−−−−−−−−−−−−ADETAPSVRHT−DTIVVPVEFT
T_lewisi RRLIEGRVKEEREEAETDLYMWEDEQ−−−−−−−−−−−−−−KQQRQQQQQQEKEEKEAREQHIPTAGCCAPRSPADIALQQSEK−−−−−−−−−−−−−−−−−−−−−−−−−−−KETTTPSVRHH−DTVVVPIEFT
T_wauwau RRLIEGRVKEEREIAEEDLYVWEDEQ−−−−−−−−−−−−−−KKQQKEKEGGEKFPTAG−−−−−−−−−−ATPTCPADIPLPSIER−−−−−−−−−−−−−−−−−−−−−−−−−−GDETVTPFVRHQ−DTVVVPIEFT
T_livingstonei RRVIEGRVKEERETAEADLYVWEDEQ−−−−−−−−−−−−−−NKQHKGQQQVCHG−−−−−−−−−−−−−−AAPKSPADIALPQTVT−−−−−−−−−−−−−−−−−−−−−−−−−−TNETTTPSVRHH−DTVVVPIDFT
T_sp_H25 RRLIEGRVKEERETAEADLYVWEDEQ−−−−−−−−−−−−−−KKQYQEKQGGKEVLITG−−−−−−−−−−ASPRSPADIPLPYTAN−−−−−−−−−−−−−−−−−−−−−−−−−−TNETTAPCVRHH−DTVVIPIEFT
T_cruzi_G RRLIEGRVREERETAEADLYVWEDEQ−−−−−−−−−−−−−−KKQRQKLQGGQQFPAAA−−−−−−−−−−AIPQSPADITLPQAAE−−−−−−−−−−−−−−−−−−−−−−−−−−ANETAAPCVRHP−STVVVPVEFT
T_cruzi_marinkellei_B7 RRLIEGRVREERETAEADLYVWEDEQ−−−−−−−−−−−−−−KKQRQEQKGGQQLPAAA−−−−−−−−−−AVPESPADITLPQAAE−−−−−−−−−−−−−−−−−−−−−−−−−−ANETAAPCVRHH−STVVVPVEFT
T_erneyi RRLIEGRVKEERETAEADLYVWEDEQ−−−−−−−−−−−−−−KRQHQGQQGGRQLPAAV−−−−−−−−−−AVPQSPADIALPHTAD−−−−−−−−−−−−−−−−−−−−−−−−−−VNETTAPCVRHH−DTVVVPVEFT
T_dionisii RRLIEGRVKEEREAAEADLYVWEDEQ−−−−−−−−−−−−−−KKQHQGQQGGQQLPAAA−−−−−−−−−−AVPQSPADIALPQTAE−−−−−−−−−−−−−−−−−−−−−−−−−−ANGATAPCVRHH−GTVVVPVEFT
T_conorhini RRLIEGRVAEEXETAEADLYAWEEAR−−−−−−−−−−−−−−QR−−−−−−−−−−−−−−−−−−−−−−−−−QAPTSPADVAVPQAAK−−−−−−−−−−−−−−−−−−−−−−−−−−VEEAAAPCVRHH−DTVVVPVEFT
T_rangeli_AM80 RRLIEGRVKEERDTAEADLYVWEEAQ−−−−−−−−−−−−−−KQQRQNQQGGHQALVTG−−−−−−−−−−AVPTSPEDVVVPQTAK−−−−−−−−−−−−−−−−−−−−−−−−−−ANETTAPCVRHH−DTVVVPVEFT
Parabodo_caudatus RQAIIDKVAKEKAEEQQRLYEWEETE−−−−−−−−−−−−−−KAKTAA−−−−−−−−−−−−−−−−−−−−−KNLKSPADIAMLAAAA−−−−−−−−−−−−−−−−−−−−−−−−−SASSSSTPAVRNVGETANFTINFT
Bodo_sp RRDIEKKVQTERAHESASLASWQDDI−−−−−−−−−−−−−−AAKEAKSATT−−−−−−−−−−−−−−−−−NKLMSPADLYKL−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−HEAPPIRQTTGETVTVSIDFT
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NP_991251.1_Danio PRVFPTALRESRVPEEEEWLKKQAEARRAIDTDLAELDDLTEDERNPDWLKDKGDKLFMA−−−−−−−−−−−−−−−−−−−−−−GNFLAAVNAYNLAIKLNRKMPALFSNRAACHLKLRNLHKAIEDSSQALEL
AAH62564.1_Homo PRVFPTALRESQVAEEEEWLHKQAEARRAMNTDIAELCDLKEEEKNPEWLKDKGNKLFAT−−−−−−−−−−−−−−−−−−−−−−ENYLAAINAYNLAIRLNNKMPLLYLNRAVCHLKLKNLHKAIEDSS−−−−−
Phytomonas_sp_Hart1 PKMFVLPTRSR−−−GDEEYYRKSRYKPVSI−−−−−−−−−−−−−EDSPMFWKEKGDQHYRT−−−−−−−−−−−−−−−−−−−−−−HEWRLSADAYSESIKRDGVFLTCVMNRAACFLHMGEYKRAIEDCTLALTL
Phytomonas_sp_TCC418 PKMFVLPTRSR−−−GDEEYYRKSRYKPVSI−−−−−−−−−−−−−EDSPMFWKEKGDQHYRA−−−−−−−−−−−−−−−−−−−−−−HEWKLSADAYSESIKRDGVFLTCVMNRAACFLHMAEYKRGIEDCTLALTL
Phytomonas_sp_EM1 PKMFVLPTRSR−−−GDEEYYRKSRYKPVSI−−−−−−−−−−−−−EDSPMFWKEKGDKHYRA−−−−−−−−−−−−−−−−−−−−−−HEWKLSADAYSESIKRDGVFLTCVMNRAACFLCMAEYKRAIEDCTLALAL
Phytomonas_serpens PKMFVLPTRSR−−−GDEEYYRKSRYKPVSI−−−−−−−−−−−−−EDSPMFWKQKGDQHYRA−−−−−−−−−−−−−−−−−−−−−−HEWKMSADAYSESIKRDGVFLTCVMNRAACFLYMAEYKRAIEDCTLALAL
Herpetomonas_muscarum PKMFAMPTRSR−−−GDDDYYRRSRYKPVSV−−−−−−−−−−−−−EDSPMFWKERGDALYKA−−−−−−−−−−−−−−−−−−−−−−HDWQGSANAYSESIKRDGVFLTCVMNRASCFLQLAEFKRAAEDCTLALTM
Crithidia_fasciculata PKTFAMPTRSR−−−GDEDYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKHYRA−−−−−−−−−−−−−−−−−−−−−−HEWKAAADAYTESIKRDGAFLTCVMNRAACFIHLADYKRAVDDCSLALTM
C_luciliae_thermophila PKTLSMPTRSR−−−GDEDYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKHYRA−−−−−−−−−−−−−−−−−−−−−−HEWKAAVDAYTESIKRDGAFLTCVMNRAACFIHLADYKRAIDDCSLALTM
Leptomonas_sp_TCC2441 PKTFAMPTRSR−−−GDEDYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKHYRA−−−−−−−−−−−−−−−−−−−−−−REWKAAADAYSESIKRDGAFLTCVMNRAACFIHLANYKRAIDDCTLALTM
Crithidia_acantocephali PKTFAMPTRSR−−−GDEDYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKHYRA−−−−−−−−−−−−−−−−−−−−−−HEWKAAADAYTESVKRDGAFLTCVMNRAACFVHLADYKRAIDDCTLALTM
Angomonas_desouzai PKYLALPTRSR−−−GDEEYYRRSRYKPVSV−−−−−−−−−−−−−EDSPLFWKEKGDACYHK−−−AAQHHRLQDVSPQESALLLEHYREAIRCYSESIKRDGVFLTCIMNRAACYLQLMQYAKCIEDCTLGLTI
Angomonas_deanei PKYLALPTRSR−−−GDEAYYRQSRYKPVSV−−−−−−−−−−−−−EDSPLFWKEKGDQHYQRAVSACSNSEERRLTPEA−−−−VTAFKEAIHCYTESMKRDGVFLTCLMNRAACHLQLLSCQKCIEDCTLGLTM
Strigomonas_galati PKPLSLPTRSR−−−GDEEYYRQSRYKPVSV−−−−−−−−−−−−−EDSPLFWKERGDKHYKA−−−−−−−−−−−−−−−−−−−−−−QAWQQAAECYTESIKRDGVFMTCVMNRAACRLQLGAYKEAAEDCTLALTM
Strigomonas_culicis PKPLALPTRSR−−−GDEEYYRQSRYKPVSV−−−−−−−−−−−−−EDSPLFWKERGDKHYRA−−−−−−−−−−−−−−−−−−−−−−QAWQQAAECYTESIKRDGVFMTCVMNRAACRLQLGAYKEAAEDCTLALTM
Strigomonas_oncopelti PKPLALPTRSR−−−GDEEYYRQSRYKPVSV−−−−−−−−−−−−−EDSPLFWKERGDKHYRA−−−−−−−−−−−−−−−−−−−−−−QAWRQAAECYTESIKRDGAFMTCVMNRAACRLQLGAYKEAAEDCTLALTM
Leptomonas_costaricensis PKTFAMPTRSR−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKHYRG−−−−−−−−−−−−−−−−−−−−−−HQWKAAADAYSESIKRDGAFLTCVMNRSACYLQLADYKRAIEDCTLALTM
Leptomonas_sp_TCC2547 PKTFAMPTRSR−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKHYRG−−−−−−−−−−−−−−−−−−−−−−HQWKAAADAYSESIKRDGAFLTCVMNRSACYLQLADYKRAIEDCTLALTM
Endotrypanum_schaudinni PKTFSMPTRSR−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRA−−−−−−−−−−−−−−−−−−−−−−QQWREALNAYSESIKRDGAFLTCVMNRSACYLQLADYKKAIEDCSLALTM
Endotrypanum_monterogeii PKTFSMPTRSR−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRA−−−−−−−−−−−−−−−−−−−−−−QQWREALNAYSESIKRDGAFLTCVMNRSACYLQLADYKKAIEDCSLALTM
L_braziliensis PKTFAMPTRSR−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRA−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQLADYKRAIEDCSLALTM
L_panamensis PKTFAMPTRSR−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRA−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQLADYKRAIEDCSLALTM
L_tarentolae PKTFAMPTRSH−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRT−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQMADYKRAIEDCSLALTM
L_amazonensis PKTFAMPTRSH−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRT−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQMADYKRAIEDCSLALTM
L_mexicana PKTFAMPTRSH−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRT−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQMADYKRAIEDCSLALTM
L_donovani PKTFAMPTRSH−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRT−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQMADYKRAIEDCSLALTM
L_infantum PKTFAMPTRSH−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRT−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQMADYKRAIEDCSLALTM
L_aethiopica PKTFAMPTRSH−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRT−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQMADYKRAIEDCSLALTM
L_tropica PKTFAMPTRSH−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRT−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQMADYKRAIEDCSLALTM
L_major PKTFAMPTRSH−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYGT−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQMADYKRAIEDCSLALTM
L_gerbilli PKTFAMPTRSH−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYGT−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQMADYKRAIEDCSLALTM
L_arabica PKTFAMPTRSH−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYST−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQMADYKRAIEDCSLALTM
L_turanica PKTFAMPTRSH−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYGT−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLQMADYKRAIEDCSLALTM
L_martiniquensis PKAFSMPTRSR−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRA−−−−−−−−−−−−−−−−−−−−−−QQWKAAANAYSESIKRDGAFLTCVMNRSACYLHLAEYKKAIEDCSLALTM
L_enriettii PKTFSMPTRSR−−−GDEEYYRQSRYKPVSI−−−−−−−−−−−−−EDTPMFWKERADKCYRS−−−−−−−−−−−−−−−−−−−−−−QQWKTAANAYSESIKRDGAFLTCVMNRSACYLHLAEYKKAIEDCSLALTM
T_sp_TCC878 PKLAAMPTRSR−−−GDEQHYHRSRYKPTRV−−−−−−−−−−−−−EDSPMFWKERADGHYSR−−−−−−−−−−−−−−−−−−−−−−QEWRAAADAYTESIKRDGAFLTCVSNRAACFIHLLEYRRAVEDCTLALTM
T_sp_TCC878 PKLAAMPTRSR−−−GDEQHYHRSRYKPTRV−−−−−−−−−−−−−EDSPMFWKERADGHYSR−−−−−−−−−−−−−−−−−−−−−−QEWRAAADAYTESIKRDGAFLTCVSNRAACFIHLLEYRRAVEDCTLALTM
T_sp_TCC1307 PKAAAMPTRSR−−−GDEEHYRRSRYKPTRV−−−−−−−−−−−−−EDSPMFWKERADRHYAH−−−−−−−−−−−−−−−−−−−−−−REWRAAADAYTESIKRDGAFLTCVSNRAACFIHLFEYRRAIEDCSLALTM
T_congolense PKIAAMPTRSR−−−GEDEYYRRSRYKPTRV−−−−−−−−−−−−−EDSPMFWKERADKHYQR−−−−−−−−−−−−−−−−−−−−−−REWKAAADAYTESIKRDGAFLICVSNRAACFIHLFEYKRAVEDCTLALTM
T_brucei_gambiense SKMAAIPTRSR−−−GEDEYYRRSRYKPTRV−−−−−−−−−−−−−EDSPMFWKERADKHYQR−−−−−−−−−−−−−−−−−−−−−−REWKAAADAYTESIKRDGAFLICVSNRAACFIQLFEYKRAIEDCTLALTM
T_evansi SKMAAIPTRSR−−−GEDEYYRRSRYKPTRV−−−−−−−−−−−−−EDSPMFWKERADKHYQR−−−−−−−−−−−−−−−−−−−−−−REWKAAADAYTESIKRDGAFLICVSNRAACFIQLFEYKRAIEDCTLALTM
T_brucei_T SKMAAIPTRSR−−−GEDEYYRRSRYKPTRV−−−−−−−−−−−−−EDSPMFWKERADKHYQR−−−−−−−−−−−−−−−−−−−−−−REWKAAADAYTESIKRDGAFLICVSNRAACFIQLFEYKRAIEDCTLALTM
T_vivax PKFVAMPTRSR−−−GEDEYYRRSRYRPTRI−−−−−−−−−−−−−EDSPMFWKERADKHYHH−−−−−−−−−−−−−−−−−−−−−−REWKAAADAYTESIKRDGAFLTCVSNRAACFIQLFEYKRAIEDCTLALTM
T_sp_TCC2186 PKLAAMPTRSR−−−GDEEYYRRSRYKPTRV−−−−−−−−−−−−−EDSPMFWKERADRHYGH−−−−−−−−−−−−−−−−−−−−−−REWQAAADAYTESIKRDGAFLTCVSNRAACFIQLFEYRRAVEDCTLALTM
T_sp_TCC339 PKLAAMPTRSR−−−GDEEYYRRSRYKPTRV−−−−−−−−−−−−−EDSPMFWKERGDKHYRL−−−−−−−−−−−−−−−−−−−−−−REWRAAADSYTESIKRDGAFLTCVSNRAACFIQLFEYKRAIEDCTLALTM
T_cyclops PKLASMPTRSR−−−GEEDYYRRSRYKPTRI−−−−−−−−−−−−−EDSPMFWKEKADKHYQH−−−−−−−−−−−−−−−−−−−−−−REWKAAADAYTESIKRDGAFLTCVSNRAACFIHLFEYKRAIEDCTLALTM
T_grayi PKLATMPTRSR−−−GEEEYYRRSRYKPTRI−−−−−−−−−−−−−EDSPMFWKERADKHYQH−−−−−−−−−−−−−−−−−−−−−−REWKAAADAYTESIKRDGAFLTCVSNRAACFIHLFEYKRAIEDCTLALTM
T_lewisi PKLATMPTRSR−−−GEDEYYRRSRYKPTRI−−−−−−−−−−−−−EDSPMFWKERADKHYKH−−−−−−−−−−−−−−−−−−−−−−HEWQAAADAYTESIKRDGAFLTCVSNRAACFIHLFEYKRAIEDCTLALTM
T_wauwau PKIATMPTRSR−−−GEEEYYRRSRYKPTRI−−−−−−−−−−−−−EDSPMFWKERADKHYRH−−−−−−−−−−−−−−−−−−−−−−REWQEAADAYTESVKRDGAFLTCVSNRAACFIHLFEYKRAIEDCTLALTM
T_livingstonei PKLATMPTRSR−−−GEEEYYRRSRYKPTRI−−−−−−−−−−−−−EDSPMFWKERADKHYQH−−−−−−−−−−−−−−−−−−−−−−QEWQAAAEAYTESIKRDGAFLTCVSNRAACFIHLFEYKRAIEDCTLALTM
T_sp_H25 PKLATMPTRSR−−−GEEEYYRRSRYKPTRI−−−−−−−−−−−−−EDSPMFWKERADKHYQH−−−−−−−−−−−−−−−−−−−−−−QEWQAAADAYTESIKRDGAFLTCVSNRAACFIHLFEYKRAIEDCTLALTM
T_cruzi_G PKLATMPTRSR−−−GEEDYYRRSRYKPTRI−−−−−−−−−−−−−EDSPMFWKERADKHYRH−−−−−−−−−−−−−−−−−−−−−−QEWQAAADAYTESIKRDGAFLTCVSNRAACFIHLFEYKRAIEDCTLALTM
T_cruzi_marinkellei_B7 PKLATMPTRSR−−−GEEDYYRRSRYKPTRI−−−−−−−−−−−−−EDSPMFWKERADKHYQH−−−−−−−−−−−−−−−−−−−−−−QEWQAAADAYTESIKRDGAFLTCVSNRAACFIHLFEYKRAIEDCTLALTM
T_erneyi PKLATMPTRSR−−−GEDEHYRRSRYKPTRI−−−−−−−−−−−−−EDSPMFWKERADRHYQH−−−−−−−−−−−−−−−−−−−−−−QEWQAAADAYTESIKRDGAFLTCVSNRAACFIHLFEYKRAIEDCTLALTM
T_dionisii PKLATMPTRSR−−−GEEEYYRRSRYKPTRI−−−−−−−−−−−−−EDSPMFWKERADKHYQH−−−−−−−−−−−−−−−−−−−−−−REWQAAADAYTESIKRDGAFLICVSNRAACFIHLFEYKRAIEDCTLALTM
T_conorhini PKLAAMPTRSR−−−GEEEYYRRSXYRPTRI−−−−−−−−−−−−−EDSPMFWKERADKHYQH−−−−−−−−−−−−−−−−−−−−−−QEWQAAADAYTESIKRDGAFLTCVSNRAACFIHLFEYKRAIEDCTLALTM
T_rangeli_AM80 PKLAAMPTRSR−−−GEEEYYRRSRYKPTRI−−−−−−−−−−−−−EDSPMFWKERADKHYHH−−−−−−−−−−−−−−−−−−−−−−QEWQMAADAYTESIKRDGAFLTCVSNRAACFIHLFEYKRAIEDCTLALTM
Parabodo_caudatus PKSLTAPTRSR−−−GDEDYYRRSKYRPVSV−−−−−−−−−−−−−EDSPMFWKERADKAYRA−−−−−−−−−−−−−−−−−−−−−−RDFRAAAEAYTESIKRDGVFLSCVANRAACRIQLHEYAKAIDDCDLALTL
Bodo_sp PKSMAMPSRTR−−−GDEDFYRKSRYKPVSV−−−−−−−−−−−−−EDAPMFWKEKGDKHYKA−−−−−−−−−−−−−−−−−−−−−−RAWKQASDAYSESIKRDGCFLTCVCNRAACWLHMCEWKVA−−−−−−−−−−

529
NP_991251.1_Danio LTPAVSANASAR−−−−−−LKAHVRRGTAFC−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
AAH62564.1_Homo −−−−−−−−−−−−−−−−−−−−−−−−−−KEFCSLEGIECQASEPKLSHH−−−−−−−−−−−−−−−−−−−−−−−−−IPSDL−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Phytomonas_sp_Hart1 LGNMPASEITQDRYRYLLTTLHARRGAAYCWNDDLVHGVTELRMASAYR−−−−−−−−DP−−DG−−−DDD−−−IVKDLQVAEQLMAERGL−TIDA−−−−AQDPLDSLLQNASSLYYRQDYAAAVEVYREVLAK
Phytomonas_sp_TCC418 LGNMPASEIAQDRYRYLLTTLHARRGAAYCWDDDLVRGVTDLRMAVAYR−−−−−−−−DP−−DS−−−DDN−−−IVKDLQVAEQLMLERGL−TIDA−−−−AQDPLDNLLQKASSLYYRQDYTAAAEVYREALIK
Phytomonas_sp_EM1 LGNMPASEIAQDRYRYLLTTLHARRGAAYCWNDDLARGVTDLRMAAAYR−−−−−−−−DP−−DS−−−NDG−−−IIADLQVAEQLMVERGL−TIDT−−−−AQDPLDNLLQKAASLYYRQDYTAAAELYREILIK
Phytomonas_serpens LANMPASEIAQDRYRYLLTTLHARRGAAYCWNDDLARGVTDLRMAAAYR−−−−−−−−DP−−DS−−−DDG−−−IIMDLHMVEQLMVKRGL−SIDT−−−−VQDPLDNLLQKAASLYYRQDYTAAAEVYREVLIK
Herpetomonas_muscarum LANTPASEMTQERYRAIMTKLHARRGAALCWNGELAKGLVDLRMAAAYR−−−−−−−−DT−−TE−−−DDD−−−IVQDVATVERVMAERGLQAEDGEGTAEEKAVSAKMLAASSLYYANKHEESAAAYRDVLEA
Crithidia_fasciculata LANTPASEVTQERYRGLMTKLYARRGAAYCWADDLRAGVADLRMAAAYR−−−−−−−−DP−−AN−−−DAD−−−VAADLALVEAEMKARGL−EEEA−−−−QSDPLAARVQEAATQYYHGDYAAAEAAYRAVLAE
C_luciliae_thermophila LANTPASEVTQDRYRGLMTKLYARRGAAHCWADDLRSGVADLRMAAAYR−−−−−−−−DP−−AN−−−DDD−−−VAADLATVEAQMKERGI−ADDT−−−−QADPLAARMQEAATHYYQGSYEAAEAAYRGVLAE
Leptomonas_sp_TCC2441 LANTPASEVTQDRYRGLMTKLYARRGAAYCWADDLKSGVADLRMAAAYR−−−−−−−−DP−−AS−−−DED−−−VAADLALLEAQMKERGI−ADDT−−−−QSDPLATRMQEAATQYYQGSYETAEATYRAVLAA
Crithidia_acantocephali LANTPASEVTQDRYRALMTKLYARRGTAHCWADDLRSGVADLRMAAAYR−−−−−−−−DP−−AN−−−DAD−−−VAADLALAEARMAARGI−VDDA−−−−QGDPLATRLQEAAAQCYHGDYEAAEATYRAVLAE
Angomonas_desouzai VSNTPASEMTQDRYRAVLTKLYSRRAAAYGWSGQLALALSDLKMAAAYNILSEEEETQPALEK−−−GKGYSSIQRDMTAVETVMREKGIPLEGE−−GGAGGAYAATMQAAAHHYYNHEYEKAAEAYGEVLAK
Angomonas_deanei VSNTPASDMTQDRYRSVLTRLYSRRATAYAWAGQYVLALTDLKMAAAYN−−−−−−−−IT−−EEEEANDNTHTIEKDLTVLMAIMKEKNI−STHHDTSVTSVPYSEEMQRAAQHYYKHEYAEAVAVYDTILEA
Strigomonas_galati LMNTPASEITQDRYRLLMAKLHARRGAARGWLGELVESAMDLRMAVAYS−−−−−−−−A−−−DD−−−DED−−−VRADLAKVEALAQSRGL−VLKD−−−−TQDPTDGQLVTAAGLYYKQQYSEAAEVYTAVLAK
Strigomonas_culicis LMNTPASEVTQDRYRMLMAKLHARRGAAHGWLGDLVESATDLRMAVAYS−−−−−−−−T−−−DE−−−DDE−−−VRADLARVEALAASRGL−VLRD−−−−APDPTDGQMVAAAGLYYKQQYGEAAAVYSAVLEA
Strigomonas_oncopelti LMNTPASEITQDRYRLLMAKLHARRGAARGWLGD−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leptomonas_costaricensis LANTPASEVTQERYRGLMTKLHARRGAAHCWADDLKSGAADLRMAAAYR−−−−−−−−DP−−TS−−−DED−−−VAGDLAHVEALMKERGI−VDDD−−AARSDPLAARMQEAAAQYYKGSFDTAESAYRDVLAE
Leptomonas_sp_TCC2547 LANTPASEVTQERYRGLMTKLHARRGAAHCWADDLKSGAADLRMAAAYR−−−−−−−−DP−−TS−−−DAD−−−VAADLAHVEALMKERGI−VDDD−−AARADPLAAHMQEAAAQYYKGAFDSAEATYREVLAA
Endotrypanum_schaudinni LANTPASEVTQERYRGLMTKLHARRGAAYCWADDLKNGISDLRMAAAYR−−−−−−−−DP−−TI−−−DDD−−−VAADLALIEDHMNKCGI−AEKD−−−MRTDPLSTRLQEAATQYYHGSYEAASATYSAILEQ
Endotrypanum_monterogeii LANTPASEVTQERYRGLMTKLHARRGAAYCWADDLKNGISDLRMAAAYR−−−−−−−−DP−−TI−−−DDD−−−VAADLALIEDHMNKCGI−AEKD−−−MRTDPLSTRLQEAATQYYHGSYEAASATYSAILEQ
L_braziliensis LANTPASEVTQERYRGLMMKLHSRRGAAYCWADDLKSGVADLRMAAAYR−−−−−−−−DL−−AS−−−DDD−−−VAADLAMAEAQMKERGI−TVDD−−−ARADPLATRMQEAAAQYYQGSYEAAEATYSAILKE
L_panamensis LANTPASEVTQERYRGLMMKLHSRRGAAYCWADDLKSGVADLRMAAAYR−−−−−−−−DL−−AS−−−DDD−−−VAADLAMAEAQMKERGI−TVDD−−−ARADPLATRMQEAAAQYYQGSYEAAEATYSAILKE
L_tarentolae LANTPASEVTQERYRGLMTKLHARRGAAYCWADDLKSGVADMRMAAAYR−−−−−−−−DP−−TC−−−DDN−−−VAADLAMIEAQMRVRGI−TEDD−−−VRADPLSTRMQEAAAQYYHGSYEGAEATYNAILKE
L_amazonensis LANTPASEVTQERYRGLMTKLHARRGAAYCWADDIKSGAADLRMAAAYR−−−−−−−−DP−−TS−−−DDD−−−VAADLAMIEAQMKERGI−TEDD−−−ARVDPLSIRMQEAAAQYYKGSYEAAEATYSAILKE
L_mexicana LANTPASEVTQERYRGLMTKLHARRGAAYCWADDIKSGAADLRMAAAYR−−−−−−−−DP−−TS−−−DDD−−−VAADLGMIEAQMKERGI−TEDD−−−ARVDPLSTRMQEAAAQYYKGSYEAAEATYSAILKE
L_donovani LANTPASEVTQERYRGLMTKLHARRGAAYCWADDLKSGVADLRMAAAYG−−−−−−−−DP−−TS−−−DDD−−−VAADLAMIEAQMKERGI−TEVD−−−ARADPLSTRMQEAAAQYYQGSYEAAEATYNAILKE
L_infantum LANTPASEVTQERYRGLMTKLHARRGAAYCWADDLKSGVADLRMAAAYR−−−−−−−−DP−−TS−−−DDD−−−VAADLAMIEAQMKERGI−TEVD−−−ARADPLSTRMQEAAAQYYQGSYEAAEATYNTILKE
L_aethiopica LANTPASEVTQERYRGLMTKLHARRGAAYCWADDLKSGAADLRMAAAYR−−−−−−−−DP−−TS−−−DDD−−−VAADLAMIEAQMKERGI−TEVD−−−ARVDPLSTRMQEAAAQYYQGSYEAAEATYSAILKE
L_tropica LANTPASEVTQERYRGLMTKLHARRGAAYCWADDLKSGAADLRMAAAYR−−−−−−−−DL−−TS−−−DDD−−−VAADLAMIEAQMKERGI−TEVD−−−ARVDPLSTRMQEAAAQYYQGSYEAAEATYSAILKE
L_major LANTPASEVTQERYRGLMTKLHARRGAAYCWADDLKSGAADLRMAAAYR−−−−−−−−DP−−TS−−−DDD−−−VAADLAMIEAQMKERGI−TEVD−−−ACVDPLSTRMQEAAAQYYQGSYEAAEATYSAILKE
L_gerbilli VANTPASEVTQERYRGLMTKLHARRGAAYCWADDLKSGVADLRMAAAYR−−−−−−−−DP−−TS−−−DDD−−−VAADLAMIEAQVKERGI−TEVD−−−ALVDPLSTCMQEAAAQYYQGSYEAAEATYGAILKE
L_arabica VANTPASEVTQERYRGLMTKLYARRGAAYCWADDLKSGAADLRMAAAYR−−−−−−−−DP−−TS−−−DDD−−−VAADLAMIEAQMKERGI−TEVD−−−ALVDPLSTRMQEAAAQYYQGSYEAAEATYSAILKE
L_turanica VANTPASEVTQERYRGLMTKLHARRGAAYCWADDLKSGAADLRMAAAYR−−−−−−−−DP−−TG−−−DDD−−−VAADLAMIEAQMKERGI−TEVD−−−ALVDPLSTRMQEAAAQYYQGSYEAAEATYSAILKE
L_martiniquensis LANTPASEVTQERYRGLMTKLYARRGAAYCWADDLKSGVSDLRMANAYR−−−−−−−−DP−−TC−−−DDD−−−VAADLSMVEARMKERGI−AEED−−−ARADPLSTRMQEAAAQYYRGSYEAAEATYSAILEE
L_enriettii LANTPASEVTQERYRGLMTKLYARRGAAYCWADDLKSGVADLRMANAYR−−−−−−−−GL−−AS−−−DED−−−VAVDLAMVEARMKERGI−IEDD−−−ARADPLSTRMHEAAAQYYQGSYEAAAATYSAILEE
T_sp_TCC878 LSNTPASEITQERYRYLMMKLHARRGSAHSWSGNHARGLEDFRVAAAYA−−−−−−−−DP−−NE−−−DAD−−−VRRDLQQIEEYMAQHNV−VETR−−−−−−DPLEAQMYAASALYYAGKYEEAAAAYQVLLDA
T_sp_TCC878 LSNTPASEITQERYRYLMMKLHARRGSAHSWSGNHARGLEDFRVAAAYA−−−−−−−−DP−−NE−−−DAD−−−VRRDLQQIEEYMAQHNV−VETR−−−−−−DPLEAQMYAASALYYAGKYEEAAAAYQVLLDA
T_sp_TCC1307 LSNTPASELTQERYRQLMAKLHARRGAAHCWSGCCARGVEDLRVAAAYG−−−−−−−−DP−−DDPTGDGG−−−VRRDLQLVESFMTAHGV−AEAP−−−−−−DPLAAALQRAASLYYGGDYTAAVRAYREVLGA
T_congolense LSNTPASDLTQERYRYLMMKIHARRGAAYCWGKCFERGIEDLRMAAAYS−−−−−−−−DP−−EE−−−DAD−−−VMSDYKLVESYMKEHGM−METK−−−−−−DPLASTIHEASSMYYQGDYAGAAAIYRKILEE
T_brucei_gambiense LSNTPASDLTQERYRYLMMKLHSRRGAAYCWGKCFERGIEDLRMAAAYC−−−−−−−−DA−−EE−−−DAD−−−VIADYKLVESYMKKRGM−LETR−−−−−−DPLAAKLHEASSMYYQGDYAAAADVYRQVLEE
T_evansi LSNTPASDLTQERYRYLMMKLHSRRGAAYCWGKCFERGIEDLRMAAAYC−−−−−−−−DA−−EE−−−DAD−−−VIADYKLVESYMKKRGM−LETR−−−−−−DPLAAKLHEASSMYYQGDYAAAADVYRQVLEE
T_brucei_T LSNTPASDLTQERYRYLMMKLHSRRGAAYCWGKCFERGIEDLRMAAAYC−−−−−−−−DA−−EE−−−DAD−−−VIADYKLVESYMKKRGM−LETR−−−−−−DPLAAKLHEASSMYYQGDYAAAADVYRQVLEE
T_vivax LSNTPASDLTQERYRFLMMKLHSRRGAAYCWGKCFDRGIEDLRVATAYC−−−−−−−−NP−−EE−−−DAS−−−VLEDYKLVEAYMSKHGL−HEAR−−−−−−DPLTTRMQEASSLYYQGNYAGAAATYREILVE
T_sp_TCC2186 LSNTPASELTQERYRHLMKKLHARRGAAYCWGGCYDRGVEDLRVASAYG−−−−−−−−DPNEAD−−−DRD−−−VQGDLQLVEAHMAAHGL−TLAR−−−−−−DPQHAAMQNATALYYAGSYAEAAAAYREVLRA
T_sp_TCC339 LSNTPASELTQERYRHLMTKLHARRGSAYCWGGCYERGVEDLRVAAAYA−−−−−−−−DP−−ID−−−DAD−−−VLRDFRLVEQYMAEHGL−VGEQ−−−−−−DPLAAKMQAASALYYAGSYAEAAAGYREVLEA
T_cyclops LSNTPASELTQERYRYLMMKLHSRRGAAYCWGQCYERGIEDLRVASAYC−−−−−−−−NP−−EE−−−DTD−−−VLADYKLVEKYMKEHGL−VEKK−−−−−−DPMEDKMHEASLLYYHGKYAEAAALYSEILQE
T_grayi LSNTPASELTQERYRHLMVKLHSRRGAAYCWGNCYDRGVEDLRVAAAYC−−−−−−−−DP−−SE−−−DAD−−−VLADYKLVEAYMKERGL−IETR−−−−−−DPLAAQLQEASALYYRGNYAGAAAIYRDILQT
T_lewisi LSNTPASELTQERYRYLMMKLHARRGAAYCWGRCCERGIEDLRIAAAYG−−−−−−−−NT−−GE−−−DDD−−−VLADYQLVESYMKERGL−LETK−−−−−−DPLEDKLREASSLYYSGKYAEAAALCREVLEV
T_wauwau LSNTPASELTQERYRYLMMKLHARRGAAYCWGRCCERGIEDLRIASAYC−−−−−−−−NP−−EE−−−DGD−−−VLADYRLVEKYMEERGL−IEQK−−−−−−DPLEDKLREASALYYHGKCAEAAAMYREVLQV
T_livingstonei LSNTPASELTQERYRYLMMKLHARRGAAYCWGRCYERGIEDLRVASAYC−−−−−−−−NP−−EE−−−DGD−−−VLADYQLVEKYMKEHGF−IEVK−−−−−−DPLEDKLREASSLYYHGKYAEAAAVYRDVLQE
T_sp_H25 LSNTPASELTQERYRYLMMKLHARRGAAYCWGHCCERGIEDLRIASAYC−−−−−−−−NP−−EE−−−DED−−−VLTDYQLVERYMKERGL−LETK−−−−−−DPLEDTLREASSLYYHGKYAEAAAVYRDVLQA
T_cruzi_G LSNTPASELTQERYRYLMMKLHARRGAAYCWGHCCEKGVEDLRIASAYC−−−−−−−−NP−−EE−−−DGD−−−VLADYQLVESYMKERGL−LETK−−−−−−DPLEEKLREASTLYYNGRYAESAAVYRDVLEA
T_cruzi_marinkellei_B7 LSNTPASELTQERYRYLMMKLHARRGAAYCWGHCCEKGIEDLRIASAYC−−−−−−−−NP−−EE−−−DGD−−−VLADYRLVESHMKEHGL−LETK−−−−−−DPLEEKLREASTLYYNGRYAESAAVYRDVLEA
T_erneyi LSNTPASELTQERYRYLMMKLHARRGAAYCWGHCCEKGIEDLRIASAYC−−−−−−−−NP−−EE−−−DGD−−−VLADYQLVEAHMKARGL−LETK−−−−−−DPLEEKLREASTLYYNGKYAEAAAVYRDVLQA
T_dionisii LSNTPASELTQERYRYLMMKLHARRGAAYCWGHRCEKGIEDLRIASAYC−−−−−−−−NP−−EE−−−DGD−−−VLADYQLVESHMKERGL−LETK−−−−−−DPLEEKLREASTLYYNGKYAEAAAMYRDVLQA
T_conorhini LSNTPASELTQERYRYLMMKLHARRGAAYCWGRCCEKGVEDFRIASAYC−−−−−−−−NP−−EE−−−DSD−−−VLADYQLVEKYMKERGL−LETK−−−−−−DPLEDKLREASTLYYRGKYAEAAAVYRDVLQA
T_rangeli_AM80 LSNTPASELTQERYRYLMMKLHARRGAAYCWGRCCEKGIEDFRIASAYS−−−−−−−−NP−−EE−−−DHD−−−VLSDYQLVEKYMKEQGL−LETR−−−−−−DPLEDKLREASSFYYHGKYAEAAAVYRDVLQA
Parabodo_caudatus LANTPASDTTQQRYKAQMCKLHARRGAAKCWAGQHAAGLEDLRLAVAYR−−−−−−−−−−−−−−−−−STD−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Bodo_sp −−−−−−−−−−−−−−−−−−SRVH−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−

661
NP_991251.1_Danio −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−QLQLYVE
AAH62564.1_Homo −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−HVYIQMA−−−−
Phytomonas_sp_Hart1 DPYRVHAHSNLSACLLLLGRFNEVVEECEHIIDFCKEVAAAL−−−NQPGILSSDGNDMDSDDENFELGDEEEGEELFMSSGRVETDGD−RGK−−−−−MDHFKGKMVRERRAAAAKLSQNSAHVYLLLKAYVR
Phytomonas_sp_TCC418 DPYRAHAHSNLTACLLLLGRFHEAIEECEHIIDFCKEVAAAL−−−NQPGILSSEGNDIDSDDEVFELGDEEEEEDLFTSSRSLEADGE−GGK−−−−−RDCNRDKMARERRAAAAKLSQNSAHVYLLLKAYVR
Phytomonas_sp_EM1 DPYRVHARSNLTVCLLLLGRFHEAAEECERIIHFCREVAAAL−−−NQPGILSSDGNDIDSDDEIFELEDEEDEGDRFTSSEGVEAGRE−GGR−−−−−RDYVRDRMTRERRAAAAKLSQNSSHVYLLLKAYVR
Phytomonas_serpens DSYRVHARSNLSACLLLLGRFHEAAEECERIIDFCREVAAAL−−−NQPGVLSSDGNDIDSDDEIFELGDGEEEEDLSTSYEKVEADKE−GGR−−−−−RDHVQDRMIRERRAAAAKLSQNSSHVYLLLKAYVR
Herpetomonas_muscarum NPFHAHARSNLAAALLQQGQFKDALRECEKVIAFCAEVAEAL−−−NQPG−−ALDANDADSDDEDEPEGAAAAAAAASSSSPSAE−−−−−−−−−−−−−DGGNRDEMMRKRRAAARKISESSGHVYLLLKAYVR
Crithidia_fasciculata NPFYSKAQSNLVAVLLRQGKYKAAFEACEEIIRFCGEVAAAL−−−EQPG−−GLTADQLDSDDEE−DNGEADADGAPAKQSSTGLHDNASSEA−−−−−GESNRDMLVRQRRAAAKRLGEQSGHVYMLLKAYVR
C_luciliae_thermophila NPFYSKAQSNLVAVLLRQGKFRAAFEACEDIIRFCGEVAAAL−−−EQPG−−GLTADQLDSDDD−−DDGDNDAGAEATASGEGATSTGA−−−−−−−−−EGDNRDALIRQRRAAAKKLGEQSGHVYMLLKAYVR
Leptomonas_sp_TCC2441 NPFDSKAQSNLVAVLLRQGKFRAALEGCEGIIRFCGEVAAAL−−−EQPG−−GLAADQLDSDDEEEENEDDAAGRTTASNAAASSDHPSTE−−−−−−−SDDNKDKLVRQRRAAAKKLGEQSGHVYMLLKAYVR
Crithidia_acantocephali NPYCAKAQSNLVAALLRQGKFKAAFEVCEGIIAFCGEVAAAL−−−EQPG−−GLAADQLDSDDE−−EEDGVSEEAAVGERATAPNAAVS−SGQEKPQDGGDNKDLLVRQRRAAAKKLGQQSGHVYMLLKAYVR
Angomonas_desouzai EPRHPQARANRAATLLLLKQFKPALEDCVYLVELCKEVASALQESQQSG−−GIREEEFRSDDSDAEDSAEEEEETNEVETTELLKESVPKGE−−−−−EANNKPLTKKQRREASRLLGEKTSQVYLLLKAYVR
Angomonas_deanei APAYPQARSNRVCALLLLKKFKPALEDCLYLIELYKEVAGALQHGDNGG−−GVREEEYHSDDSDATDEEEEEEELLSQKESTTPQTTA−−−−−−−−−−−−−−−TTRRQRREATKLLGEKTSQVYLLLKAYVR
Strigomonas_galati QPLHVPARANRSATRLLLRDFKGALADCEELIQFCGEVAAAL−−−QDPE−−−LRGLQTDSDDEEGEEAEAEEEEVVLKEVDPTDKK−−−−−−−−−−−DSTRPITSLQARRAAAKRLGQQTGHIYILLKAYVR
Strigomonas_culicis QPLHVPARANRAAARLLLRDFKGALADCEELIQFCGEVAAAL−−−QDPE−−−LRGLQTDSDDEEGEAEEAEEEEVVLREVEGDGAAAA−−−−−−−−−−APRAITSVRARRAAARRLGQKTSHVYILLKAYVR
Strigomonas_oncopelti −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leptomonas_costaricensis DTYHVKAQGNLAATLLRAGKFKQALEVCEGIVGFCGEVAAAL−−−EQPD−−GLAGGQADSDDDDDAEEEEEAVAEAASASSGA−−−−−−−−−−−−−−ADSNKDALVRQRRAAAKRLAEQSGHVYMLLKAYVR
Leptomonas_sp_TCC2547 DVYHVKAQGNLAATLLRAGKFRQALEVCEGIVGFCGEVAAAL−−−EQPG−−GLAGGQADSDDDDAEDGDGDGDGDDAAGASEG−−−−−−−−−−−−−−−−−NRDALVRQRRAAAKRLAEQSGHVYMLLKAYVR
Endotrypanum_schaudinni EPFHMRAKGNLAAVMLRAGRFKEALRVCEDILQFCSEVASAL−−−EQPG−−GLTADQLDSDDE−−EDD−−DDPESAALRTANAGEGAE−−−−−−−−−GANNKDTLVCQRRAAAKKLSEQSGHVYMLLKAYVR
Endotrypanum_monterogeii EPFHMRAKGNLAAVMLRAGRFKEALRVCEDILQFCSEVASAL−−−EQPG−−GLTADQLDSDDE−−EDD−−DDPESAALRTANAGEGAE−−−−−−−−−GANNKDTLVCQRRAAAKKLSEQSGHVYMLLKAYVR
L_braziliensis DPFHMKAQGNLAAAMLRAGKFKQALKVCDDIVQFCGEVAAAL−−−EQPG−−GLAADQLDSDDE−−EDE−−DEPDWAASKTVTATEEAE−−−−−−−−−RASNSDNLIRQRRAAAKKLGEQSGHVYMLLKAYVR
L_panamensis DPFHMKAQGNLAAAMLRAGKFKQALKVCDDIVQFCGEVAAAL−−−EQPG−−GLAADQLDSDDE−−EDE−−DEPDWAASKTVTATEEAE−−−−−−−−−RASNSDNLIRQRRAAAKKLGEQSGHVYMLLKAYVR
L_tarentolae QPFHMKAQGNLAATLLRAGKFTQALEVCDGIVQFCSEVASAL−−−EQPG−−GLTGDQLDSDDE−−EDE−−DEPGWATSNTESAAAENE−−−−−−−−−GASNRDTLVRQRRAAAKKLSEQSGHVYMLLKAYVR
L_amazonensis QPFHMKAQGNLAAALLRAGKFTQALQVCDGIVQFCSEVAAAL−−−EQPG−−GLAGDQLDSDDE−−EDE−−DEPGWAASNTESAAEEVE−−−−−−−−−GASNKDTLVRQRRAAARKLGEQSGHVYMLLKAYVR
L_mexicana QPFHMKAQGNLAAALLRAGKFTQALQVCDGIVQFCSEVAAAL−−−EQPG−−GLAGDQLDSDDE−−EDE−−DEPGWAASNTESAAEEVE−−−−−−−−−GASNKDTLVRQRRAAARKLGEQSGHVYMLLKAYVR
L_donovani QPFHMKAQGNLAAVLLRAGKFTQALQVCDGILQFCSEVAAAL−−−EQPG−−GLAGDQLDSDDE−−EDEDEDEPGWAASKTASALEEVE−−−−−−−−−GASNKDALVRQRRAAAKKLGEQSGHVYMLLKAYVR
L_infantum QPFHMKAQGNLAAVLLRAGKFTQALQVCDGILQFCSEVAAAL−−−EQPG−−GLAGDQLDSDDE−−EDEDEDEPGWAASKTASALEEVE−−−−−−−−−GASNKDALVRQRRAAAKKLGEQSGHVYMLLKAYVR
L_aethiopica QPFHMKAQGNLAAALLRAGKFTQALQVCDGIVQFCSEVAAAL−−−EQPG−−GLAGDQLDSDDE−−EDE−−DEPGWAASNTESAPEEVE−−−−−−−−−GASNKDTLVRQRRAAAKTLGEKSGHVYMLLKAYVR
L_tropica QPFHMKAQGNLAAALLRAGKFTQALQVCDGIVQFCSEVAAAL−−−EQPG−−GLAGDQLDSDDE−−EDE−−DEPGWAAPNTESAPEEVE−−−−−−−−−EASNKDTLVRQRRAAAKTLGEQSGHVYMLLKAYVR
L_major QPFHMKAQGNLAATLLRAGKFTQALQVCDGIVQFCSEAAAAL−−−EQPG−−GLAGDQLDSDDE−−EDE−−DEPDWAASSTESAPEEVE−−−−−−−−−GASNKDTLVRQRRAAAKTLGEQSGHVYMLLKAYVR
L_gerbilli QPFHMKAQGNLAAVLLRAGKFTQALQVCDGIVQFCSEVAAAL−−−EQPG−−GLAGDQLDSDDE−−EDE−−DEPGWAASNTENAPEEVE−−−−−−−−−GASNKDTLVRQRRAAAKTLGEQSGHVYMLLKAYVR
L_arabica QPFHMKAQGNLAAALLRAGKFTQALQVCDGIVQFCSEVAAAL−−−EQPG−−GLAGDQLDSDDE−−EDE−−DEPGWAASNTESAPEEVE−−−−−−−−−GASNKDTLVRQRRAAAKTLGEQSGHVYMLLKAYVR
L_turanica QPFHMKAQGNLAAALLRAGKFTQALQVCDGIVQFCSEVAAAL−−−EQPG−−GLAGDQLDSDDE−−EDE−−DEPGWAASNTESAPEEVE−−−−−−−−−GASNKDTLVRQRRAAAKTLGEQSGHVYMLLKAYVR
L_martiniquensis EPFHMKAKGNLAAVLLHAGKFKQALKICDEIVELCGEVAAAL−−−EQPG−−GLAADQLDSDDE−−EDE−−EEADWAAPKAATAAQGVE−−−−−−−−−EASNKDALVRKRRAAAKALSEQSGHVYMLLKAYVR
L_enriettii EPFHMKAQGNLAAALLHAGKFEQALKICNGIVEFCGEVAAAL−−−EQPG−−GLVSDQFDSDDE−−EDE−−EETDWAASKAVSAAEEAE−−−−−−−−−GVSNKDALVRKRRAAAKRLSEQSDHVYMLLKAYVR
T_sp_TCC878 NPFEVRARNNLSAALLHMGKFREALDETARVMEFCREVAEAL−−−NCPG−−ALSTNLVDSDDDDDEEDDGGEDDDDGLSENKTENTTG−−−−−−−−−−−−RADKMVRQRNAAAKKVGERSGHVYALLKACVR
T_sp_TCC878 NPFEVRARNNLSAALLHMGKFREALDETARVMEFCREVAEAL−−−NCPG−−ALSTNLVDSDDDDDEEDDGGEDDDDGLSENKTENTTG−−−−−−−−−−−−RADKMVRQRNAAAKKVGERSGHVYALLKACVR
T_sp_TCC1307 DRHWVRA−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
T_congolense NPYEVKVRNNLSAALLQQGLFREALQETSHVMEFCREVAEAL−−−SCPG−−ALSTNLVDSDDD−−−EDGGDGVGA−−−−−−−−−−−−−−−−−−−−−−DDDGTDEVVRKRNAAARKVGEQSGHVYAILKACVR
T_brucei_gambiense DPYEVRARNNLSAALLHQGCFKEALMESSHVLEFCREVAEAL−−−SCPG−−ALSTNLVDSDDEDGSEDGVGGDG−−−−−−−−−−−−−−−−−−−−−−−GGCGEDEVMRKRNAAARKVGEKSGHVYAILKACVR
T_evansi DPYEVRARNNLSAALLHQGCFKEALMESSHVLEFCREVAEAL−−−SCPG−−ALSTNLVDSDDEDGSEDGVGGDG−−−−−−−−−−−−−−−−−−−−−−−GGCGEDEVMRKRNAAARKVGEKSGHVYAILKACVR
T_brucei_T DPYEVRARNNLSAALLHQGCFKEALMESSHVLEFCREVAEAL−−−SCPG−−ALSTNLVDSDDEDGGEDGVGGDG−−−−−−−−−−−−−−−−−−−−−−−GGCGEDEVMRKRNAAARKVGEKSGHVYAILKACVR
T_vivax NPYEVRARNNLSAALLQQGMFREALEETSSVMSFCREVAEAL−−−SFPG−−ALSTNLVDSDDE−−−DEDEDEDESVNPDDSTGGN−−−−−−−−−−−−ANRKGDGMVRQRNAAARKVGEKSGHVYAILKACVR
T_sp_TCC2186 SPYDVRARNNLSAALLQLGQFREALDETAHVMGFCQEVAEAL−−−SCPG−−ALSTNLVDSDDD−−DDV−−−−−−−−−−−−−−−−−−−−−−−−−−−−−AGEAADEMVRQRNAAARKVGERSGHVYALLKACVR
T_sp_TCC339 NPYELRARNNLCAALLHLGLFADVLDETARVMDFCQEVADAL−−−SCPG−−ALSTNLVDSDDDEEEGGEGE−−−−−−−−−−−−−−−−−−−−−−−−−−GGEGVDEMVRQRSAAARRVGEQSGHVYALLKACVR
T_cyclops NPYEVKARNNLSAVLLQQGLFKEALEEASRVLDFCKEVADAL−−−SCPG−−ALSTNLIDSDDENDDNGERDE−−−−−−−−−−−−−−−−−−−−−−−−−−−−HADEMIRQRNNAARKVGEQSGHVYALLKACVR
T_grayi NPYEVRAHNNLGAVLIQQGLFKEALEETSHVLRFCQEVADAL−−−SCPG−−ALSTNLVDSDED−−−−−−−DEV−−−−−−−−−−−−−−−−−−−−−−−−SGEEVDEVVRQRKAAVRKVGEQSGHVYALLKACVR
T_lewisi NPYDVKVRNNLSAMLLQQGLFHEVLEETSRVLSFCQEVAEAL−−−NCPG−−ALSTNLVDSDDDDDIDNGDGDDDGN−−−−−−−−−−−−−−−−−−−−−GDKRGDDMVRRRNAAARKVGEKSGHVYALLKACVR
T_wauwau NPYDVKARNNLSAALLQQGLFKEVLEETSRVLSFCQEVADAL−−−SCPG−−ALSTNLVDSDDD−−−−−−−DDVDSA−−−−−−−−−−−−−−−−−−−−−GGEGADEMVRQRNAAARKVGEKSGHVYALLKACVR
T_livingstonei NPYDVKARNNLSAVLLQQGLFSEVLEETSHVLSFCREVADAL−−−SCPG−−ALSTNLVDSDDD−−−−−−−DDVEAA−−−−−−−−−−−−−−−−−−−−−GGEHADEMVRQRNAAARKVGERSGHVYALLKACVR
T_sp_H25 NPYDVKARNNLSAVLLQQGLFREVLEETSRVLSFCHEVADAL−−−SCPG−−ALSTNLVDSDDDDDVDSAGDE−−−−−−−−−−−−−−−−−−−−−−−−−−−−HADEMVRQRNAAARKVGERSGHVYALLKACVR
T_cruzi_G NPYDVKARNNLSAVLLQLGLFREALEETSRVLSFCQEVADAL−−−SCAG−−ALSTNLLDSDDD−−−−−−−DDVGSA−−−−−−−−−−−−−−−−−−−−−GGENADEMVRQRKAAARKVGERSGHVYALLKACVR
T_cruzi_marinkellei_B7 NPYDVKARNNLSAVLLQQGLFREALEESSRVLSFCQEVADAL−−−SCPG−−ALSTNLLDSDDDEDVDSA−−−−−−−−−−−−−−−−−−−−−−−−−−−−GGENADEMVRQRKAAARKVGERSGHVYALLKACVR
T_erneyi NPYDVRARNNLSAALLQQGLFGEVLEETSRVLSFCQEVADAL−−−SCPG−−ALSTNLVDSDDDDDVDST−−−−−−−−−−−−−−−−−−−−−−−−−−−−GGEHADEMVRQRNAAARKVGERSGHVYALLKACVR
T_dionisii NPYDVRARNNLSAVLLQQGLFREVLEETSRVLNFCQEVADAL−−−TCPG−−ALSTNLVDSDDDDDVDST−−−−−−−−−−−−−−−−−−−−−−−−−−−−GGENADEMVRQRNAAARKVGERSGHVYALLKACVR
T_conorhini NPYDVGARNNLSAALLQQGLFKEVLEETARVLSFCHEVADAL−−−SCPG−−ALSTNLVDSDDD−−−−−−−DDVAAA−−−−−−−−−−−−−−−−−−−−−GDEAADEMVRQRNAAAXXVGERSGHVYALLKACVR
T_rangeli_AM80 NPYDVKTRNNLSAVLLQQGLFKEALEETSQVLSFCHEVADAL−−−SCPG−−ALSXNLVDSDDD−−−−−−−DEVDAA−−−−−−−−−−−−−−−−−−−−−GGEAADEMVRQRNAAARKVGEQSGHVYALLKACVR
Parabodo_caudatus −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−GSPDGGTDASGN−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Bodo_sp −−−−−−−QGNL−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−

793
NP_991251.1_Danio −−−−−−GLQDY−−−−−−−QKALEMDPHNAALRADTEQIRE−−−−−−LIQGSTPRSKDEN−−−−−−−−−−−−−−−−−−−−
AAH62564.1_Homo −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Phytomonas_sp_Hart1 MAAAHCGLKDYRKSHVFLEQALRITPYDNDLLDDCNRLAEKIRLDTLVAASTTGKVA−−−−−−−−−−−−−−−−−−−−−−
Phytomonas_sp_TCC418 MGAAHCGLKDYRKAHEFLEQALRITPYDNDLLDDCNRLAEKIRLETLVAASTTGNAA−−−−−−−−−−−−−−−−−−−−−−
Phytomonas_sp_EM1 MAATHCGLKDYRKAHEFLELALRITPYDNDLLDDCNRLAEKIRLNTLVAASTTGHAA−−−−−−−−−−−−−−−−−−−−−−
Phytomonas_serpens MAATHCGLKDYRKAHGFLELALRITPYDNDLLDDCNRLAEKIRLHTLVAASTTGHAA−−−−−−−−−−−−−−−−−−−−−−
Herpetomonas_muscarum SAAAHCGLGEFHAAHGFLERALRITPYDNDLLDDCNRLTEKIRMDTIVAASAGTLKA−−−−−−−−−−−−−−−−−−−−−−
Crithidia_fasciculata SAAALCGLKEYPKAHGYLERALRITPYDNDLRDDCNRLAEKIRMETLVAVSAGSVAVQKAVPA−−−−−−−−−−−−−−−−
C_luciliae_thermophila SAAALCGLREFHKAHEYLERALRITPYDNDLRDDCNRLAEKIRMDTLVAVSAGSVGGQKPVTA−−−−−−−−−−−−−−−−
Leptomonas_sp_TCC2441 SAAALCGLKEYHKAHAYLDRALRISPYDNDLRDDCNRLAEKIRMETLVAVSAGSAATQKTVSA−−−−−−−−−−−−−−−−
Crithidia_acantocephali SAAALCGMQEHHKAHGYLERALRITPYDNDLRDDCNRLAEKIRMDTLVAVSAGSAAVQKGVPAS−−−−−−−−−−−−−−−
Angomonas_desouzai ASAALCALKDYPQALAFLEQAVHISPYDNDLQEDYQRLVEKVRMDTLVSASAGSVRKEG−−−−−−−−−−−−−−−−−−−−
Angomonas_deanei AAASLCGLQDYAQAVVFMEQAVRITPYDNDLQEDYQRLVEKVRMETLVTASTGVKRS−−−−−−−−−−−−−−−−−−−−−−
Strigomonas_galati AAAALCGLGRYTEAAPYLERAVQITPYDNDLRDDYNRLVEKVRMNTLVTASSVAASRSTNNTTTTTTTAEAPAAVPAAS
Strigomonas_culicis AAAALCGLGRHAEAAPYLERAVQITPYDNDLHDDYNRLVEKVRMNTLVKASSVAANRSAAAAPVADAPAEAVRAAS−−−
Strigomonas_oncopelti −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Leptomonas_costaricensis SAAALCGMKEYHKAHAYLERALRITPYDNDLRDDCNRLAEKIRMDTLVAASAGGAVRPQKAAA−−−−−−−−−−−−−−−−
Leptomonas_sp_TCC2547 SAAALCGLREYAKAHAYLERALRITPYDNDLRDDCNRLAEKIRMETLVAASAGAAARPQKAAA−−−−−−−−−−−−−−−−
Endotrypanum_schaudinni SAAALCGMKEYHKAHGCLERALRITPYDNDLRDDCNRLAEKIRMDTLIEVSSGKTKAQKAAG−−−−−−−−−−−−−−−−−
Endotrypanum_monterogeii SAAALCGMKEYHKAHGCLERALRITPYDNDLRDDCNRLAEKIRMDTLIEVSSGKTKAQKAAG−−−−−−−−−−−−−−−−−
L_braziliensis IAAALCGMKEYHKAHGYLERALRITPYDNDLRDDCNRLAEKIRMDTLVAVSSGSAQAQRAAA−−−−−−−−−−−−−−−−−
L_panamensis IAAALCGMKEYHKAHGYLERALRITPYDNDLRDDCNRLAEKIRMDTLVAVSSGSAQAQRAAA−−−−−−−−−−−−−−−−−
L_tarentolae SAAALCGVKEYHKAHGYLERALRITPYDNDLRDDCNRLAEKIRMDRLIAASAGAARAQKAAA−−−−−−−−−−−−−−−−−
L_amazonensis SAAALCGMKEYHKAHDYLERALRITPYDNDLRDDCNRLAEKIRMDTLIAASAGSARAQKAAA−−−−−−−−−−−−−−−−−
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Trypanosoma_sp_TCC1307 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_sp_TCC878 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_sp_TCC878 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_ralphi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_grayi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_sp_TCC2186 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_sp_TCC339 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_lewisi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_livingstonei −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_wauwau −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_sp_H25 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_cruzi_G −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_cruzi_marinkellei_B7 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_erneyi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_dionisii −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_rangeli_AM80 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_conorhini −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Bodo_sp −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MAEAVAAAKSLFADAKYAECKAYIDTAISSLSSENDAASLKELKLI
Bodo_saltans −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSEIVVNAKQLFAAANYAQCKSVVEAGIADAST−−DAASLKDLKLL
Parabodo_caudatus −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
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NP_001124384.1_Homo_sapiens LTSSDPPALDSQSAGITGADANFSVWIKRCQEAQNGSESEVWTHQSKIKYDWYQTESQVVITLMIKNVQKNDVNVEFSE−KELSALVKL−−PSGEDYNLKLE−LLHPIIPE−QSTFKVLSTKIE
NP_192865.1_Arabidopsis_thaliana RIAEEEKDLVQPMPPSLPSSSTTPLATEADAPPVPIP−−−AAPAKPMFRHEFYQKPEEAVVTIFAKKVPKENVTVEFGE−QILSVVIDVA−−−GEEAYHLQPRLFGKIIPE−KCRFEVLSTKVE
Herpetomonas_muscarum −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MAATTTP−−−−−−FEGQVRMEWFQTPDSITFTFYVKNRLDTDVSVTAGA−RELSVSIKLG−PDGRTYDYSLDPLYADLAEGAAPAVSVRPMKVE
Phytomonas_sp_TCC418 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MTNKS−−−−−−NDERVRMEWFQTAEAVNLVFYIKNRSSSDVSVAHTD−HSFDILIKLD−GGSGEYRYSVDPLYGVLSDE−QGMVNVRPMKVE
Phytomonas_sp_Hart1 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MTDKP−−−−−−SPDEVKMEWFQTLDSVNFTFYVPNRSEGDVEVTYSN−GCLDVGIQLG−GGGRVYHHVVDALYAPLSAD−PPRVSIRPMKVE
Phytomonas_sp_EM1 FDRFLCPKRCHEDTVYQKLIKGVRFILKSLSKMSDRS−−−−−−INERVRMEWFQTPECVNLTFYVKDRSSDDVSVIHHD−RCLDVTIRMD−GHDHEYVFSVDPLYAPLSED−PAKVNVRPMKVE
Phytomonas_serpens FVLFMYPKRCCEDTLYSKLNPSLIFILQNSNKMASMS−−−−−−ASGGVRMEWFQTAENINLTFYVKDRSNDDVSVIHHD−CCLDIVIKLD−GHDHEYAFSVDPLYAPLTED−PAKINVRPMKVE
Phytomonas_sp_TCC066E −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MTSMS−−−−−−ASEGVRMEWFQTAENINLTFYVKDRSNDDVSVIHHD−CCLDIVIKLD−GHDHEYAFSVDPLYAPLTED−PAKINVRPMKVE
Angomonas_desouzai −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MTKP−−−−−−FNGNVRMEWFQSGEVLSFTFFVKDRLESDVTVQATE−TSFDITILLE−AGGREYHYSVDPLYAALSTE−APKVVVKPMKVE
Angomonas_deanei −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSNARMEWFQSGDILSFTFYVKDRKDTDVVVNKTS−TSFDITIQLD−DDGREYHYSVDPLYAALSDQ−APKVVVKPMKVE
Strigomonas_culicis −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MTTKN−−−−−−FEGKVRMEWFQVAEVLTLTFYVKERLDTDVVVTKTE−RSLDVTIRLD−ANGREYNYTANPLYGTLSDS−AAEVSVRPMKVE
Strigomonas_oncopelti −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MATKN−−−−−−FEGKVRMEWYQTGEIMTFTFYVKDRLDSDVVVTKTE−RSFEIAIRLD−ASGREYNYAVNPLYGTLAEG−APEVSVRPMKVE
Strigomonas_galati LVRIFFRSPLSFTIFFSFFFAFSVDQLLIEPKMTTKN−−−−−−FEGKVRMEYYQVGETLAFTFYVKDRLESDVVVTKTE−RSFDVTIRLD−ANGREYNYSVNPLYGTLAES−APVVSVRPMKVE
Leptomonas_costaricensis −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTIL−−−−−−FMGQVRMEWYQSAEQLHFTFYVKDRSAEDVVISKTP−TSLEVTIRLD−DSGREYSCGYDPLYAELTDA−APTVSVRPMKVE
Leptomonas_sp_TCC2547 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FAGQVRMEWYQSAEQLHFTFYVKDRSADDVVVSKTA−TALEVTIRLD−DSGREYSCGYDPLYAELAEA−APAVVVRPMKVE
Crithidia_fasciculata −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAETVP−−−−−−FTGQVRMEWYQSLDQINFTFYVKDRQPNDVAVHQTA−TSLEVVIRLD−SNGREYSCSYDPLFADLRDDAAPTISVRPMKVE
Leptomonas_sp_TCC2441 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSATTVP−−−−−−FAGQVRMEWYQSLDQLNFTFYVKDRQTDDVAVHKTA−TTLEVTIRLD−NNGREYSCSYDPLFAELRDD−AATVSVRPMKVE
Crithidia_luciliae_thermophila −−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAAATVP−−−−−−FAGQVRMEWYQSLDQINFTFYVKERTAEDVVVTKTA−TSLEVVIRLD−SNGREYSCSYDPLFAELTDA−APVVSVRPMKVE
Crithidia_acantocephali −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAATVP−−−−−−FTGQVRMEWYQSLDQLNFTFYVKERHAEDVVVHKTA−TALEITIRLD−SNGREYSCSYDPLYAELAEA−APTVSVRSMKVE
Endotrypanum_schaudinni −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSVVP−−−−−−FIGQVRMEWYQSAEQIHFTFYVKDRTANDVVVTKTS−TSLEVTIRLD−DNGREYSCGYDPLFAELTED−DASISVRPMKVE
Endotrypanum_monterogeii −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSVVP−−−−−−FIGQVRMEWYQSAEQIHFTFYVKDRTANDVVVTKTS−TSLEVTIRLD−DNGREYSCGYDPLFAELTED−DASISVRPMKVE
Leishmania_tarentolae −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FTGQVKMEWYQSVEQIHFTFYVKDRTVDDVAVTKSA−TSLEITIRLD−GNGREYSCSYDPLFANLADD−APSVSVRPMKVE
Leishmania_braziliensis −−−−−−−−−−−−−−−−−−−−−−−−−−−−MPKKMPTVP−−−−−−FTGQVQMEWYQSVEQIHFIFYVKNRTNDDVAVTKTA−TSLEVTIRLD−DNGREYSCSYDPLFAELTDD−PPSISARPMKVE
Leishmania_panamensis −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FTGQMQMEWYQSVEQIHFIFYVKNRTNDDVAVTKTA−TSLEVTIRLD−DNGREYSCSYDPLFAELTDD−PPSISARPMKVE
Leishmania_enriettii −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FTGQVRMEWYQSAEKIHFTFYVKDRTEDDVVVTKTT−TSLDVTIRLD−DNGREYSCSLDPLFAELAGD−AASVSVRTMKVE
Leishmania_martiniquensis −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FTGQVRMEWYQSAEQIHFTFYVKERTVDDVTVTKTT−TSLEVAIRLD−DNGREYSCNYDPLFAELTGD−AASISVRPMKVE
Leishmania_amazonensis −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FAGQVRMEWYQSVEQIHFTFYVKDRTVDDVVVTKTA−TSLEVVIRLD−DSGREYSCSYDPLFAELTGD−AVSISVRPMKVE
Leishmania_mexicana −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FAGQVRMEWYQSVEQIHFTFYVKDRTVDDVVVTKTA−TSLEVVIRLD−DSGREYSCSYDPLFAELTGD−AASISVRPMKVE
Leishmania_donovani −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FTGQVRMEWYQSVEQIHFTFYVKDRTVDDVVVTKTA−TSLEVAIRLD−DNGREYSCSYDPLFAELTGD−AASISVRPMKVE
Leishmania_infantum −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FTGQVRMEWYQSVEQIHFTFYVKDRTADDVVVTKTA−TSLEVAIRLD−DNGREYSCSYDPLFADLTGD−AASISVRPMKVE
Leishmania_gerbilli −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FTGQVRMEWYQSVEQIYFTFYVKDRTMDDVVVTKTA−TSLEVAIRLD−ENGREYSCSYDPLFAELTGD−AASISVRPMKIE
Leishmania_arabica −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FTGQVRMEWYQSVEQIYFTFYVKDRTVDDVVVTKTT−TSLEVAIRLD−ENGREYSCSYDPLFAELTGD−AASISVRPMKIE
Leishmania_turanica −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FTGQVRMEWYQSVGQIYFTFYVKDRTVDDVVVTKTA−TSLEVAIRLD−ENGREYSCSYDPLFAELTGD−AASISVRPMKIE
Leishmania_major −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FTGQVRMEWYQSVEQIHFTFYVKDRTVDDVVVTKTA−TSLEVVIRLD−ENGREYSCCYDPLFAELTGD−AASISVRPMKIE
Leishmania_aethiopica −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FTGQVRMEWYQSVEQIHFTFYVKDRTVDDVVVTKTP−TSLEVAIRLD−ENGREYSCSYDPLFAELTGD−AASISVRPMKIE
Leishmania_tropica −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MPTVP−−−−−−FTGQVRMEWYQSVEQIHFTFYVKDRTVDDVVVTKTA−TSLEVAIRLD−ENGREYSCSYDPLFAELTGD−AASISVRPMKIE
Trypanosoma_vivax SLGKTKNFCSCRFLRVILHKKLDTTAKEMSASAETKP−−−−−−FNGTVRSEWFQSLDQVTFTFYVRERLESDVRVRATE−RSLSVAIKLD−STGREYEYNVKSLYDCVKAE−MPVVRVLGMKVE
Trypanosoma_serpentis −−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSAAATKP−−−−−−FDGVVRCEWFQSPTQLTFTFYVRDRQESDVCVEATA−DSLRVTILLD−AAGRTYRYDADNFFAALSAD−PPEVNVRGMKVE
Trypanosoma_congolense −−−−−−−−−−−−−−−−−−−−−−−−−−MSGSEGTMTKP−−−−−−FEGNVRFEWFQCPARITFTFYVRERLESDVRVDVTD−RSLVVTIRLD−PSGREYQYSVERFYAPLSGE−PAVVNVRGMKVE
Trypanosoma_brucei_gambiense −−−−−−−−−−−−−−−−−−−−−−−−−−MDASSAATTKP−−−−−−FQGNVRCEWFQTPSQVTFTFYVKERQRGDVRADVTE−QSLTVSIRLD−PSGREYQYNVERFYAPLAEA−SATINISGMKVE
Trypanosoma_brucei_T −−−−−−−−−−−−−−−−−−−−−−−−−−MDASSAATTKP−−−−−−FQGNVRCEWFQTPSQVTFTFYVKERQRGDVRADVTE−QSLTVSIRLD−PSGREYQYNVERFYAPLAEA−SATINISGMKVE
Trypanosoma_evansi −−−−−−−−−−−−−−−−−−−−−−−−−−MDASSAATTKP−−−−−−FQGNVRCEWFQTSSQVTFTFYVKERQRGDVRADVTE−QSLTVSIRLD−PSGREYQYNVERFYAPLAEA−SATINISGMKVE
Trypanosoma_cyclops −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MGPTTKP−−−−−−FNGVVRCEWFQSPTQLTFTFYVRDRHEDDVRVQTTD−QSLAVTILLD−PSGREYQYNVERLYASLMPD−AAVINVQPMKVE
Trypanosoma_theileri −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSPTTKP−−−−−−FNGAVRCEWFQSPTQVTFTFYVRDRQEDDVRVQATD−RSLTVTILLD−PSGREYQYNVDHFYAPVTPD−AAVINVRPMKIE
Trypanosoma_sp_TCC1307 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSVSANP−−−−−−TDKSVRHEWFQSPTQVTFTFYVKERQESDVRVEYVD−QSLSIIIKLD−ASGHEYQYNIERLYAPLSETVAPRVTVRSMKVE
Trypanosoma_sp_TCC878 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MTKP−−−−−−FSGNVRSEWFQNPGQLTFTFYVKDRLESDVHVDCTA−NSLSVTIKLD−PSGREYLYSLENLYAPINISSPPRVEVRSMKVE
Trypanosoma_sp_TCC878 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MTKP−−−−−−FSGNVRSEWFQNPGQLTFTFYVKDRLESDVHVDCTA−NSLSVTIKLD−PSGREYLYSLENLYAPINISSPPRVEVRSMKVE
Trypanosoma_ralphi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSATTKP−−−−−−FGGAVRFEWFQTPAQLTFTFYVRDRQEGDVRVEAAA−QSLAVSIRLD−ATGREYQYNADRLYAPLAAD−APVVNVRSMKVE
Trypanosoma_grayi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSSSTKP−−−−−−FDGAVRFEWFQSPAQLTLTFYVRDRQEGDVRVEAAA−QSLLVSIRLD−AAGREYQHNVDRLYSPLAAG−APVVHVRPMKVE
Trypanosoma_sp_TCC2186 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MTSNP−−−−−−SEGHVRHEWFQSPTQVTFTFYIRDRQEGDVRVEAAA−QSLTVTIRMD−TSGREYQYGVEELFAPLAASAPPRVTVRPMKVE
Trypanosoma_sp_TCC339 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MTTKP−−−−−−FEGNVRFEWFQSPSQVTFTFYVRDRQESDVRVEATA−QSITVVIKLD−ASGREYQHSVERLYAPIADAAPPRVSVRAMKVE
Trypanosoma_lewisi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSGTTKP−−−−−−FEGTVRCEWFQSPARISFCFYVRDRCEDDIRVDTADAQSLKVTIRLD−AAGREYQYAVDRLYAPLSTAAPPVVNVRAMKVE
Trypanosoma_livingstonei −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSGAPKP−−−−−−FEGTVRCEWFQSPSRLNFCFYVRDRQEEDVRVEAGA−QSLSVTIRLD−ASGREYQYTIDRFYAPLGSE−AAAVSVRPTKVE
Trypanosoma_wauwau −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSATTKP−−−−−−VEGAVRCEWFQSPSRINFCFYVRDRREDDVRVDAST−QSLAVTIRLD−ASGREYQYNIDHLFAPLSGE−KPQVCVRTTKVE
Trypanosoma_sp_H25 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSVTTKP−−−−−−FEGTVRCEWFQSPTRINFCFYVRDRQEDDVRVEVNT−QSLTVTIRLD−ASGREYQYTVDRLYAPLDGE−APVVCVRSTKVE
Trypanosoma_cruzi_G −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSVATKP−−−−−−FEGTVRCEWFQCPARINFCFYVRDRQENDVRVETSA−RSLTVTIRLD−ASGREYQYSIDRLYAPLAGE−APTVTVRATKVE
Trypanosoma_cruzi_marinkellei_B7 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSVATKP−−−−−−FEGTVRCEWFQCPARINFCFYVRDRQEDDVRVEANT−RSLTVTIRLD−ASGREYQYNIDRLYAPIAAE−APTVTVRATKVE
Trypanosoma_erneyi −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSGTTKP−−−−−−FEGTVRCEWFQCPARINFCFYVRDRQGDDVRVEAGA−QSLTVTIRLD−ASGREYQYTIDRLYAPLAGD−TPAVTVRATKVE
Trypanosoma_dionisii −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSVTTKP−−−−−−FEGTVRCEWFQCPARINFCFYVRDRQEEDVRVEASA−QSLTVSIRLD−ASGREYQYTIDRLYAPLAGE−APAVTVRATKVE
Trypanosoma_rangeli_AM80 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSVTTKP−−−−−−FEGTVRCEWFQSPARVSFCFYVRDRQEGDVRVEAGA−QSLSVTIRLD−ASGREYQYTVDRLYASLAGE−IPVVNVRTTKVE
Trypanosoma_conorhini −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MSLTTKT−−−−−−FEGTVRCEWFQSPARVSFCFYVRDRQEGDVRVEVET−QSLTVTIRLD−ASGREYQYTVNRLYAPLAGE−APAVNVRAAKVE
Bodo_sp LRKASTH−LDVTPTSASSEQAAPVVATTPTPTVVSAP−PAAPISASSIRFEWFQTPNAVTLTFYVKNRTEQDVVVNATE−RSIDIAIGLG−EAGREYQYAVERLFAPVAT−−PPSVSVRSMKVE
Bodo_saltans LRKCNTHMLPVMPVAPEPEPAAPAPVVAAAAPVPPPPLPTVTTPAAPPRFEWFQTPTSATFTFYIKNRTEADVVVNGTD−RSLDVTIRLD−VDGKEYQYSLERLFAPVQT−−PPVVSIRSMKVE
Parabodo_caudatus −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−M−−−−−−SSANVRFEWFQTLTNLTFTFYIKNKTEEDLKVELTD−KSVDVTIVVDKATQQEYQHSISPLFGAVKPE−TMAKTIKSMKIE
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NP_001124384.1_Homo_sapiens IKLKKPEAVRWEKLEGQGD−−−−−−−−−−−−−−−−−−−VPTPKQFVADVKNL−YPSSSPYTRNWDKLVGEIKEE−EKNEKLE−GDAALNRLFQQIYSDGSDEVKRAMNKSFMESGGTVLSTNWS
NP_192865.1_Arabidopsis_thaliana IRLAKAEIITWASLEYGKGQ−−−−−−−−−−−−−−−−SVLPKPNVSSALSQRPVYPSSKP−AKDWDKLEAEVKKQ−EKDEKLD−GDAAMNKFFSDIYSSADEDMRRAMNKSFAESNGTVLSTNWK
Herpetomonas_muscarum VSVRKAASYTWPALEGSGSAAPPATA−−−−−−−−−−−GAAPAADVPATQQQLKYPNSK−−GKDWSA−−−−LKLD−EEDEKPE−GEDALNKLFKQLYGDGTDEQRKAMIKSFTESGGTVLSTNWD
Phytomonas_sp_TCC418 VSFNKKDFRFWNTLEAAACATQAFTE−−−−−ALPAVKGPEAAKSEPSKNPAV−−SNIS−−RKDWSK−−−−IKLD−LEEEKPE−GEAALNSFFKKIYGDGTDEQRWAMIKSFTESGGTVLSTNWE
Phytomonas_sp_Hart1 VGCKKATPGQWAALKAAGEQLKSF−−−−−−−PVAAPAAASPAASKAPSAENLNYPNSS−−GKDWNK−−−−IVVD−LEEEKPE−GEAALNKLFQQIYGNGTDEQRRAMIKSFTESGGTVLSTNWE
Phytomonas_sp_EM1 VSLKKLVPRQWATLQGVANAV−−−−−−−−−−−−−−−QTAPEPP−KSNSAADLVYPNSR−−GKDWSK−−−−VALD−VEEDKPE−GEAALNKLFQQIYGNGTEEQRRAMIKSFTESGGTVLSTNWD
Phytomonas_serpens VSLKKRDPHQWAALQGVADATQTSTE−−−−−−APLAVAVKQEPPKCDSAGNLVYPNSR−−GKDWSK−−−−VALE−VEEDKPE−GEAALNKLFQQIYGNGTEEQRRAMIKSFTESGGTVLSTNWD
Phytomonas_sp_TCC066E VSLKKRDPHQWASLQGVADATQTPTK−−−−−−APLAVAVKQEPPKCDSAGNLVYPNSR−−GKDWSK−−−−VALE−VEEDKPE−GEAALNKLFQQIYGNGTEEQRRAMIKSFTESGGTVLSTNWD
Angomonas_desouzai VTVKKATAYQWPALEGSEDAKPAVLP−−−−−−−−−−−−−GSNTVVPVTNADLHYPNSK−−GKDWSA−−−−IKLD−EEEEKPE−GEHALNDFFKKIYGDGSEEQRRAMIKSFTESGGTVLSTNWD
Angomonas_deanei LTLYKEVSYQWPALEAPGGVAPAVTH−−−−−−−−−−−−−STVAAPPPIPHEIKYPNSK−−GKDWSA−−−−IKVE−DEEEKPE−GENALNELFKKIYGDGSAEQRRAMIKSYTESGGTVLSTNWD
Strigomonas_culicis VTVRKSTAHQWPSVEGEGQQED−−−−−−−−−−−−−−VAVPPAGNLPTSASELVYPNSR−−GKNWNS−−−−IKID−EEDEKPQ−GEAALNQLFKQIYGDGTDEQRRAMVKSFVESGGTVLSTNWE
Strigomonas_oncopelti VTVKKSTAHQWPTLEGDGAEEA−−−−−−−−−−−−−−VAAPSSSGLPATAKDLVYPNSR−−GKNWND−−−−IKID−DEEEKPQ−GEAALNKLFQQIYGDGSEEQRRAMVKSFVESGGTVLSTNWD
Strigomonas_galati VTVQKSTPHQWPTVEGTGAE−−−−−−−−−−−−−−−−EAVEAPTALPATAKDLVYPNSR−−GKNWND−−−−IKIE−DEEEKPQ−GEAALNKLFQQIYGDGSDEQRRAMVKSFVESGGTVLSTNWE
Leptomonas_costaricensis VSVVKAQPYQWPTLERQAAAAAAAVV−−−−−PASVVSGAPASA−VPVTAKDLKYPNSK−−GKDWSA−−−−VKLDEEEDAKPE−GEAALNKLFQQIYGDGSEEQRRAMIKSFTESGGTVLSTNWD
Leptomonas_sp_TCC2547 VSVVKAQPYQWPTLERKAETVAAVV−−−−−−PASVLSGAPASA−VPATAQDLKYPNSK−−GKDWSA−−−−VKLDEEEDTKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Crithidia_fasciculata VSVKKAQPYQWPKLERQEGAAAAA−−−−−−−PTAATVAAVSGSNAPATAKDLKYPNSK−−GKDWSA−−−−VKLDEDEEVKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leptomonas_sp_TCC2441 VSVKKAQSYQWPTLERQGSGGVAAAP−−−−−AVAMEASVPVSA−QPTTAKDLKYPNSK−−GKDWSS−−−−IKLEDEEEAKPD−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWE
Crithidia_luciliae_thermophila VSVKKAQPYQWPTLERPGGSADVVPP−−−−−PANVAVAAPAAAVQPATAKDLKYPNSK−−GKDWSA−−−−VKLDDEEDAKPE−GEAALNKLFQQIYGDGSDEQRRA−−−−−−−−−−−−−−−−−−
Crithidia_acantocephali VSVKKAQPYQWPTLERQGGSVNVA−−−−−−−−−−−−AAAPVPADAPSTAKDLKYPNSK−−GKDWSA−−−−VKLEDDEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Endotrypanum_schaudinni VSVNKAQPYQWPILERKTSAEDAAVA−−−−−PN−−−LRAPDSS−LPASTKDLTYPNSK−−GKDWST−−−−LKVEVEDDTKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Endotrypanum_monterogeii VSVNKAQPYQWPILERKTSAEDAAVA−−−−−PN−−−LRTPDSS−LPASTKDLTYPNSK−−GKDWST−−−−LKVEVEDDTKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_tarentolae VSLVKAQPYQWPTLECKADAESTVMA−−−−−PA−−−CGTPGSA−LPATAKDLKYPNSK−−GKDWSA−−−−LKLELEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_braziliensis VSLTKAQPYQWPTLERKADAEGAVVA−−−−−PI−−−SDAPSGA−LPATAKDLRYPNSK−−GKDWSA−−−−LKLEVEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWE
Leishmania_panamensis VSLTKAQPYQWPTLERKADAEGAVVA−−−−−PI−−−SDAPSGA−LPATAKDLRYPNSK−−GKDWSA−−−−LKLEVEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWE
Leishmania_enriettii VSVVKAQPYQWPTLERKVGAEGTVVV−−−−−PT−−−SGTPESA−LPAAAKDLKYPNSK−−GKDWSA−−−−LKLEIEDDTKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_martiniquensis VSVVKAQPYQWPTLERMAGAEGAVVA−−−−−PS−−−SGTLESV−LPAAAKDLKYPNSK−−GKDWSA−−−−LKLELEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_amazonensis VSVVKAQPYQWPALERKPSADGAVVA−−−−−PT−−−CGAPETP−LPATVKDLKYPNSK−−GKDWSA−−−−LKLEVEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_mexicana VSVVKAQPYQWPALERKPSADGAVVA−−−−−PT−−−CGEPEIP−LPATAKDLKYPNSK−−GKDWSA−−−−LKLEVEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_donovani VSVAKAQPYQWPALERKASAEGAVVP−−−−−PI−−−GGAPEIA−LPVTAKDLKYPNSK−−GKDWSA−−−−LKLEVEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_infantum VSVAKAQPYQWPALERKASAEGAVVP−−−−−PI−−−GGAPEIA−LPVTAKDLKYPNSK−−GKDWSA−−−−LKLEVEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_gerbilli ISVVKAQPYQWPALERKASAEDAVVA−−−−−PT−−−GGAPEIA−LPATAKDLKYPNSK−−GKDWSA−−−−LKLEVEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_arabica ISVVKAQPYQWPALERKASAEDAVVA−−−−−PT−−−GGAPEIA−LPATAKDLKYPNSK−−GKDWSA−−−−LKLEVEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_turanica ISVVKAQPYQWPALERKASAEDAVVA−−−−−PT−−−GGAPEIA−LPATAKDLKYPNSK−−GKDWSA−−−−LKLEVEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_major VSVVKAQPYQWPALERKASAADAVVA−−−−−PT−−−GGAPEIA−LPATAKDLKYPNSK−−GKDWSA−−−−LKLEVEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_aethiopica VSVVKAQPYQWPALERKASAEGAVVA−−−−−PT−−−GGAPEIA−LPATTKDLKYPNSK−−GKDWSA−−−−LKLEVEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Leishmania_tropica VSVVKAQPYQWPALERKASAEGAVVA−−−−−PT−−−GSAPEIA−LPATAKDLKYPNSK−−GKDWSA−−−−LKLEVEEDAKPE−GEAALNKLFQQIYGDGSDEQRRAMIKSFTESGGTVLSTNWD
Trypanosoma_vivax VVLTKKAAVQWPALEALDGV−−−−−−−−−−−−−−−−SGENLVASMPTCAKELPYPNSR−−GRDWNA−−−−VKLN−EEDPEPQ−GEQALNALFQKIYGNGTDEQRRAMMKSFVESNGTVLSTNWE
Trypanosoma_serpentis VSLRKAAERQWPALRRPECDEALRVA−−−−−−−−−−−−AVAPL−QPPTARELPYPNSR−−GKDWSA−−−−VRVD−EEDAKPE−GEQALNALFQQIYGNGTDEQRRAMMKSFTESNGTVLSTNWD
Trypanosoma_congolense VQVRKAVEQQWPALEAAEDGTLLGVL−−−−−−−PANATAATVAGLPASAKDLPYPNSR−−GRDWST−−−−VKLD−EDDTKPE−GEQALNALFQQIYGNGTDEQRRAMMKSFVESNGTVLSTNWE
Trypanosoma_brucei_gambiense VQVRKAVEQQWPTLEAPEDDVVLPST−−−−−−SGGTPTTSTIAGLPATAKDLPYPNSR−−GRDWSA−−−−VKLD−DDDEKPE−GDQALNALFQKIYGNGTDEQRRAMMKSFVESNGTVLSTNWA
Trypanosoma_brucei_T VQVRKAVEQQWPTLEAPEDDVVLPST−−−−−−SGGTPTTSTIAGLPATAKDLPYPNSR−−GRDWSA−−−−VKLD−DDDEKPE−GDQALNALFQKIYGNGTDEQRRAMMKSFVESNGTVLSTNWA
Trypanosoma_evansi VQVRKAVEQQWPTLEAPEDDVVLPST−−−−−−SGGTPTTSTIAGLPATAKDLPYPNSR−−GRDWSA−−−−VKLD−DDDEKPE−GDQALNALFQKIYGNGTDEQRRAMMKSFVESNGTVLSTNWA
Trypanosoma_cyclops VLLKKERAMQWPVLEALDGDAPAIVA−−−−PPLTTTTTTTTAVSTSVPSKDLRYPNSR−−GKDWSA−−−−VKID−DDDVKPE−GEQALNALFQQIYGNGTDEQRRAMMKSFLESNGTVLSTNWE
Trypanosoma_theileri ISLKKASEMQWPALEALGNEAPKLAA−−PSLTDSSSNAAAVASNSSVPSKELKYPNSR−−GKDWSA−−−−VKID−DDDVKPE−GEQALNALFQQIYGNGTDEQRRAMMKSFVESNGTVLSTNWD
Trypanosoma_sp_TCC1307 VALTKAQEHQWPCIEAADSG−−−−−−−−−−−−−−−−−−−AVLAQAPSSAKDLCYPNSR−−GKNWNE−−−−VKLD−VEEEKPE−GEQALNALFQKIYGDGTDEQRRAMMKSFLESNGTVLSTNWE
Trypanosoma_sp_TCC878 VTVHKEREQQWPMLEALEEN−−−−−−−−−−−−−−−−−−−VVLANMPSTSKELSYPNSR−−GKDWSA−−−−VKLE−MEEEKPE−GDHALNALFKKIYGDGTDEQRRAMMKSFVESNGTVLSTNWE
Trypanosoma_sp_TCC878 VTVHKEREQQWPMLEALEEN−−−−−−−−−−−−−−−−−−−VVLANMPSTSKELSYPNSR−−GKDWSA−−−−VKLE−MEEEKPE−GDHALNALFKKIYGDGTDEQRRAMMKSFVESNGTVLSTNWE
Trypanosoma_ralphi VVLKKASELQWPTLEAPEGDVPLPPA−−−−−AAAGTATATVAP−LPGSAKELKYPNSR−−GKDWSA−−−−VRLD−DDDPKPE−GEQALNALFQQIYGNGTDEQRRAMMKSFVESNGTVLSTNWE
Trypanosoma_grayi VVLKKASESQWPALQAPDGDVALPLA−−−−−−−−−EAPATEAARLPPTAKELSYPNSR−−GKDWSA−−−−VQLD−DEDPKPE−GEQALNALFQQIYGNGTDEQRRAMMKSFLESNGTVLSTNWE
Trypanosoma_sp_TCC2186 VVVTKAAEQQWPALEASGVA−−−−−−−−−−−−−−−−LQAP−−−−LPATAKELSYPNSR−−GKDWSA−−−−VKLD−AEEEKPE−GDQALNALFQKIYGNGTDEQRRAMMKSFVESNGTVLSTNWE
Trypanosoma_sp_TCC339 VAVTKAAEQQWPAIEAVDSG−−−−−−−−−−−−−−−−AGTAVVSQLPATAKELSYPNSR−−GRDWSA−−−−VKLD−TEEEKPE−GEHALNALFQKIYGNGSDEQRRAMIKSFVESNGTVLSTNWE
Trypanosoma_lewisi VSLQKACEAQWPALESPGGTSDGSVPEERQRQQQQQSSQPITG−LPKSAKELKYPNSR−−GKDWGA−−−−VKID−DDDVKPE−GDQALNALFQQIYSNGSDEQRRAMMKSFMESNGTVLSTNWE
Trypanosoma_livingstonei VSLQKASEQQWPTLESADNDVTAA−−−−−−−PQLVTTTSVPTANLPASAKDLKYPNSR−−GKDWSS−−−−WKID−DEDVKPE−GEQALNALFQQIYGNGSDEQRRAMMKSFVESNGTVLSTNWE
Trypanosoma_wauwau VSFEKASELQWPTLESPDGDATAM−−−−−−−PQLPASSSASKASIPASAAELKYPNSR−−GKDWSS−−−−LKID−DEDVKPE−GDQALNALFQQIYSNGSDEQRRAMMKSFLESNGTVLSTNWE
Trypanosoma_sp_H25 VSFGKASELQWPTLEASVNDATAV−−−−−−−PQPPSSSTVTAVTPPASAKELKYPNSR−−GKDWSA−−−−LKID−EEEAKPE−GDQALNALFQKIYSNGTDEQRRAMMKSFLESNGTVLSTNWE
Trypanosoma_cruzi_G VSFQKACELQWPTLESVDNGAHTM−−−−−−−PDLEAPAPVATASLPASAEQLKYPNSR−−GKDWGS−−−−VKID−DEDVKPE−GDQALNALFQQIYRNGTDEQRRAMMKSFLESNGTVLSTNWE
Trypanosoma_cruzi_marinkellei_B7 VSFQKACELQWPTLESIDNGANAV−−−−−−−PDLAAPAPVATASLPASAEQLKYPNSR−−GKDWNS−−−−VKID−DDDVKPE−GDQALNALFQQIYRNGTDEQRRAMMKSFLESNGTVLSTNWE
Trypanosoma_erneyi VSFRKACELQWPTLESPDSGATAG−−−−−−−PEVAAPAPVATANLSASAEQLKYPNSR−−GKDWSS−−−−VKID−DEDAKPE−GDQALNALFQQIYSNGTDEQRRAMMKSFLESNGTVLSTNWE
Trypanosoma_dionisii VSLQKACELQWPTLEALDTDASAV−−−−−−−PELAAPAPVVKANPPASAEQLKYPNSR−−GKDWSS−−−−VKIE−DEDAKPE−GDQALNALFRQIYSNGTDEQRRAMMKSFLESNGTVLSTNWE
Trypanosoma_rangeli_AM80 VSLKKASELQWPTLEAPDGGPSAP−−−−−−−PQLATSAPIATVNPPASAGELKYPNSR−−GKDWNA−−−−WKID−DEDVKPE−GDQALNALFQQIYSNGTDEQRRAMMKSFLESNGTVLSTNWE
Trypanosoma_conorhini VSLKKASELQWPALEAPDDGPSAP−−−−−−−PQVAAPAPTASADPPASAGELKYPNSR−−GKDWSS−−−−WRLE−DEEAKPE−GDQALNALFQQIYSNGSDEQRRAMMKSFLESNGTVLSTNWE
Bodo_sp VVLTKHVVFHWPTLEVKDDDIVRTIE−−−−−−−−−RPEAVAAATAPGTAKDLSYPNSK−−GRDWNK−−−−FNVD−LEEEKPE−GEAALNALFKQIYGNGSDEQRKAMIKSFTESNGTVLSTNWD
Bodo_saltans IVLTKVTPYHWPALEVKDDDIVRTIE−−−−−−−−−QPSAIAAATAPGTSKELAYPNSK−−GKNWST−−−−FKMD−EEEEKPE−GDAALNALFKQIYGNGSDEQRKAMIKSFTESNGTVLSTNWD
Parabodo_caudatus ITVEKAEHYQWTALEGKDLATATATD−−−ASASAAASGDQIKRATGVGNAPASYPNSK−−GRDWSK−−−−LQLS−EEDAKDETAGDPTNAFFKQIFSNGTDEQRRAMMKSFTESGGTVLSTNWA
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NP_001124384.1_Homo_sapiens DVGKRKVEINPPDDMEWKKY−−
NP_192865.1_Arabidopsis_thaliana EVGTKKVESTPPDGMELKKWEY
Herpetomonas_muscarum EVGKKKVEAQPPKGMEAKKLGE
Phytomonas_sp_TCC418 EVGKKKVEPSPPSWMERKSISD
Phytomonas_sp_Hart1 EVGKKKVEAQPPTGMEAKPISN
Phytomonas_sp_EM1 EVGAKKVEAQPPAGMEAKRISD
Phytomonas_serpens EVGSKKVEAQPPTGMEAKRISD
Phytomonas_sp_TCC066E EVGSKKVDAQPPTGMEAKRISD
Angomonas_desouzai EVAKEKVEVKPPSGMEPKKLSQ
Angomonas_deanei EVAKNKVDVQPPKGMEPKKVNE
Strigomonas_culicis DVGKKKVEVQPPKGMEAKKVDE
Strigomonas_oncopelti DVGKKKVEVQPPKGMEAKKVDE
Strigomonas_galati EVGSKKVTAQPPKGMEAKKVDE
Leptomonas_costaricensis DVKRKKVEAQPPQGMEAKTTTD
Leptomonas_sp_TCC2547 DVKRKKVEAQPPKGMEAKTTTQ
Crithidia_fasciculata DVKKQKVDVQPPKGMEAKRTTE
Leptomonas_sp_TCC2441 DVKKKKVDAQPPTGMEAKSANE
Crithidia_luciliae_thermophila −−−−−−−−−−−−−−−−−−−−−−
Crithidia_acantocephali DVKKKKVDAQPPKGMEAKRANE
Endotrypanum_schaudinni DVKKKKVDAQPPKGMEAKTILE
Endotrypanum_monterogeii DVKKKKVDAQPPKGMEAKTILE
Leishmania_tarentolae DVKKKKVEAQPPKGMEAKSISE
Leishmania_braziliensis DVKKKKVEAQPPKGMEAKTISD
Leishmania_panamensis DVKKKKVEAQPPKGMEAKTVSD
Leishmania_enriettii DVKKKKVEAQPPKGMEAKTISE
Leishmania_martiniquensis DVKKKKVEAQPPKGMEAKTISE
Leishmania_amazonensis DVKKKKVEVQPPKGMEAKTISE
Leishmania_mexicana DVKKKKVEVQPPKGMEAKTISE
Leishmania_donovani DVKKKKVEAQPPKGMEAKTISE
Leishmania_infantum DVKKKKVEAQPPKGMEAKTISE
Leishmania_gerbilli DVKKKKVEAQPPKGMEAKTISE
Leishmania_arabica DVKKKKVEAQPPKGMEAKTISE
Leishmania_turanica DVKKKKVEAQPPKGMEAKTISE
Leishmania_major DVKKKKVEAQPPKGMEAKTISE
Leishmania_aethiopica DVKKKKVEAQPPKGMEAKTISE
Leishmania_tropica DVKKKKVEAQPPKGMEAKTISE
Trypanosoma_vivax DVGSRYVKTEPPSGTEAKKMQD
Trypanosoma_serpentis DVGAREVKMEPPTGMEPRYYTR
Trypanosoma_congolense DVGKRQVAVEPPSGMEAKKYEG
Trypanosoma_brucei_gambiense DVGNRHVTTEPPTGMEEKKYEG
Trypanosoma_brucei_T DVGNRHVTTEPPTGMEEKKYEG
Trypanosoma_evansi DVGNRHVTTEPPTGMEEKKYEG
Trypanosoma_cyclops DVGKREVKMEPPTGTEPKPYGG
Trypanosoma_theileri DVGKREVKMEPPTGMEPKPYTS
Trypanosoma_sp_TCC1307 DVGKREVKTEPPKGMEAKGY−−
Trypanosoma_sp_TCC878 DVGKREVKTEAPKGMEPKPYSA
Trypanosoma_sp_TCC878 DVGKREVKTEAPKGMEPKPYSA
Trypanosoma_ralphi DVGKREVKTEPPTGMEAKPYTL
Trypanosoma_grayi DVGRREVTAEPPTGMEAKPYTD
Trypanosoma_sp_TCC2186 DVGKREVKAEPPTGMEAKPYSE
Trypanosoma_sp_TCC339 DVGKREVTAEPPTGMEAKTYTN
Trypanosoma_lewisi DVGKREVKAEPPTGMEAKPYNM
Trypanosoma_livingstonei DVGKREVKTEPPTGMEAKPYGK
Trypanosoma_wauwau DVGNREVKMEPPTGMEARTYNE
Trypanosoma_sp_H25 DVGKREVKVEPPTGMEAKPYSD
Trypanosoma_cruzi_G DVGKREVKTEPPTGMVAKPYNE
Trypanosoma_cruzi_marinkellei_B7 DVGKREVKTEPPTGMVAKSYNE
Trypanosoma_erneyi DVGSREVKTEPPTGMVAKPYNE
Trypanosoma_dionisii DVGKREVKTEPPTGMVAKPYND
Trypanosoma_rangeli_AM80 DVGNREVKAEPPTGMEAKPYN−
Trypanosoma_conorhini DVGSREVKAEPPAGMEAKPYN−
Bodo_sp EVGSKKVEGQPPKGMEAKPYI−
Bodo_saltans EVGSKKVVGEAPKGMEAKKYAP
Parabodo_caudatus DVGNREVKGEPPKGMEEKKWNE



Tryp23A

Lbp23A −−MSHLPIKWAERKDRVFITVEAMTASDVHVTFQEKTVSIS−GYGVTAKGSEP−HTLKGELHLLKEIVPEDSTFKVLGVSIQICAMKKDQGYWNRLVEEPTKLTKSWLSADWNLWKDEDD−EAE
Strigomonas_galati MATAHLQTKWAERDDRLFITVDIINAKDVEVHFEEKKITIVAKEGIVKQGGEPTKDLKEEINLHEVIQPESSTFKVLGLCVQICAIKKEVGYWNKLTAEPVKQTKNWLSVDWNLWKDEDD−TEE
Angomonas_desouzai MAAPHLQMKWAERDDRLFITVEVVSATGVEVKFEAERILVTIAEGTIKQGGVVSKQLSATVNLHAAIKPEESSFKVLGQGIQVCAVKAEKGYWNVLTKEKVKETKAWLAVDWNLWKDEDD−VED
Angomonas_deanei −MASHLQMKWAERDDRLFITVEVVSATGVDVKFEAEKIVVTVAEGTVKQGGEPSKNLTATVNLHAAIKPEESSFKVLGQGIQINAVKAEKGYWNLLTKEKVKETKGWLAVDWNLWKDEDD−VEE
Phytomonas_serpens −−MSHIPTKWAERDDRLYITLEVTSPSNVQVNFEEKKITVS−TTGIPAQTTTP−RELNCELPLLKAIKPEESTYKVLGACIQICAIKKDTGYWNHLVDLPARQVKAWLSVDWNLWKDEDDNEAP
Phytomonas_sp_TCC066E −−MSHIPTKWAERDDRLYITLEVTSPSNVQVNFEEKKITVS−TTGIPAQTTTP−RELNCELPLLKAIKPEESTYKVLGACIQICAIKKDTGYWNHLVDLPARQVKAWLSVDWNLWKDEDDNEAP
Phytomonas_sp_EM1 −−MAHIQTKWAERKDRLYITLEVTSASDVQVNFEEKKISVA−ARGIPAQTSEP−RELHCELPLLKAITPAESTYKVLGACIQICAIKKDTEYWNHLVDLPARQVKSWLSVDWNLWKDEDD−EAL
Phytomonas_sp_Hart1 −−MTHIPMKWAEREDRLYLTLQVTAARDVRVDFEAKKITVS−GTGLTAQTAEP−REIRSELPLLKEIAPAESTYKVLGVAIQICAIKKEAGYWNQVVDLPARQTKTWLSVDWNLWKDEND−−AP
Phytomonas_sp_TCC418 −−MTHTPTKWAERDDRLYITLQVTSASDVKVDFEEKAITVS−GKGLPAQSAEP−CEIHSALPLLKEITPAESTYKVLGTAIQICAIKKEKGYWNHLVDLPARQTKTWLSVDWNLWKDEDD−−AP
Herpetomonas_wanderleyi −−MTHIPTRWAERDDRLFITVDVMSATDVKVDFKEKEIVVS−CKGMSIGNSSP−HEMSQTLSLLKEIRPEESTFKILGTSIQICAIKEAKGYWNQCVVEPPKATKQWLSVDWNLWKDEDD−−DD
Herpetomonas_muscarum −−MTHIPTKWAERQDRLYITIEASSATDVKIDFDAKAIKVA−CKGITAKSSEA−REMAATLELLKEIKPSESTFKVLGTGIQICAIKQEEGYWNQLVTQPARATKQWLSADWNLWKDEDD−EDD
Leishmania_martiniquensis −−MSHLPIKWAERDDRLFITVEASAATDVVVNFQEKTVSIS−GKGVTAKCSEA−HGLNDELHLLKEIVPEKSTFKVLGVAIQICAMKKEPGYWNQLVEESTKATKSWLSVDWNLWKDEDE−EAE
Leishmania_enriettii −−MSHLPIKWAERKDRLFITVEACTATDVEVTFQQKTVSIS−GKGVTARGSEP−HALKDELHLLKEIVPEESTFKVLGVSIQICAMKKDQGYWNRLVDESTKATKSWLSADWNLWKDEDD−EAD
Leptomonas_sp_TCC2441 −−MSHLPTKWAERHDRLFITVEASSATDVQVTFTDKSIAIS−GKGITAKSSEA−HELKDELHLLKEIVPADSTYKVLGVSIQICAIKKEEGYWNRLVDEPTKATKAWLSADWNLWKDEDD−EAD
Crithidia_luciliae_thermophila −−MSHLPIKWAERHDRLFITVEASNATDVQVTFAEKTVTIT−GNGITAKSSEA−HELKEELHLLNEIVPADSTFKVLGVSIQICAIKKEEGYWNRLVEEPTKATKGWLSADWNLWKDEDD−EAE
Leptomonas_costaricensis −−MTHLPTKWAERSDRLFITIEASNATDVQVNFGEKTVSIT−GNGITAKSSEP−HELKDELHLLKEIVPADSTFKVLGVSIQICAIKKEEGYWNRLTEEPAKATKGWLSADWNLWKDEDD−EAD
Leptomonas_sp_TCC2547 −−MTHLPTKWAERTDRLFITIEASNATDVHVDFQEKTVSIT−GKGITAKSSEA−HELKDEVHLLKEIVPADSTFKVLGVSIQICAIKKEEGYWNRLTEEPAKATKGWLSADWNLWKDEDD−EAE
Trypanosomatidae_RO−TCC2443 −−MSHLPIKWAERHDRLFITVEASNATEVEVTFAEKTISIA−GNGITAKSSEA−HALKEELHLLKEIVPADSTYKVLGVSIQICAIKKEEGYWNRLVEEPTKATKGWLSADWNLWKDEDD−EAE
Crithidia_fasciculata −−MSHLPTKWAERQDRLFITVEASNATDVQVTFTDKTVSIT−GNGITAKSSEA−HELKDELHLLKEIVPADSTFKVLGVSIQICAIKKEEGYWNRLVEEPTKATKGWLSADWNLWKDEDD−EAE
Crithidia_acantocephali −−MSHLPIKWAERHDRLFITVEASNATDVQVTFTDKAISIS−GNGITAKSSEA−HALQEELHLLKEIVPADSTFKVLGVSIQICAIKKEEGYWNRLVEEPAKATKGWLSADWNLWKDEDD−EAE
Endotrypanum_schaudinni −−MSHLPIKWAERSDRLFITVEASTATDVEVTFQEKAVSIS−GKGITAKGSEP−HALKDELHLLHEIVPSESTFKVLGVSIQICAIKKENGYWNRLVDEPTKATKSWLSADWNLWQDEDA−EAE
Endotrypanum_monterogeii −−MSHLPIKWAERSDRLFITVEASTATDVEVTFQEKAVSIS−GKGITAKGSEP−HALKDELHLLHEIVPSESTFKVLGVSIQICAIKKENGYWNRLVDEPTKATKSWLSADWNLWQDEDA−EAE
Leishmania_braziliensis −−MSHLPIKWAERKDRVFITVEAMTASDVHVTFQEKTVSIS−GYGVTAKGSEP−HTLKGELHLLKEIVPEDSTFKVLGVSIQICAMKKDQGYWNRLVEEPTKLTKSWLSADWNLWKDEDD−EAE
Leishmania_panamensis −−MSHLPIKWAERKDRVFITVEAMTASNVHVTFQEKTVSIS−GNGVTAKGSEP−HTLKGELHLLKEIVPEDSTFKVLGVSIQICAMKKDQGYWNRLVEEPTKLTKSWLSADWNLWKDEDD−EAE
Leishmania_tarentolae −−MSHLPIKWAERKDRLFITVEASTPTDVQVNFQEKTVSIS−GKGITAKGSDP−HALKDELHLLKEIVPEESTFKVLGMAIQICAIKKEQGYWNRLVDEPTKATKSWLSADWNLWKDEDD−EAE
Leishmania_amazonensis −−MSHLPIKWAERKDRVFITVEASTPTDIQVTFQEKTVSIS−GNGITAKGSQP−HALKDELHLLKEIVPEESTFKVLGMAIQICAVKKDQGYWNRLVDEPTKATKSWLSADWNLWKDEDD−EAE
Leishmania_mexicana −−MSHLPIKWAERKDRVFITVEASTPTDVQVTFQEKTVSIS−ANGITAKGSQP−HALKDELHLLKEIVPEESTFKVLGMAIQICAVKKDQGYWNRLVDEPTKATKSWLSADWNLWKDEDD−EAE
Leishmania_donovani −−MSHLPIKWAERKDRLFITVEASTPTDVQVNFQEKTVSIS−GNGITAKGSQP−HALKDELHLLKEIVPEESTFKVLGMAIQICAIKKEKGYWNRLVDESTKATKSWLSADWNLWKDEDD−EAE
Leishmania_infantum −−MSHLPIKWAERKDRLFITVEASTPTDVQVNFQEKTVSIS−GNGITAKGSQP−HALKDELHLLKEIVPEESTFKVLGMAIQICAIKKEQGYWNRLVDESTKATKSWLSADWNLWKDEDD−EAE
Leishmania_major −−MSHLPIKWAERKDRLFITVEASTPTDVQVNFQEKTVSIS−GNGITANGSQP−HALKDELHLLNEIVPEQSTFKVLGMAIQICAIKKEQGYWNRLVDEPTKATKSWLSADWNLWKDEDD−EAE
Leishmania_tropica −−MSHLPIKWAERNDRLFITVEASTPTGVQVNFQEKTVSIS−GNGITAKGSQP−HALKDELHLLKEIVPEESTFKVLGMAIQICAIKKEQGYWNRLVDEPTKATKSWLSADWNLWKDEDD−EAE
Leishmania_aethiopica −−MSHLPIKWAERKDRLFITVEASTPTDVQVNFQEKTVSIS−GNGITAKGSQP−HALKDELHLLNEIVPEESTFKVLGMAIQICAIKKEQGYWNRLVDEPTKATKSWLSADWNLWKDEDD−EAE
Leishmania_arabica_strain −−MSHLPIKWAERKDRLFITVEASTPTDVQVNFQEKTVSIS−GNGITAKGSQP−HALKDELHLLNEIVPEKSTFKVLGMAIQICAIKKEQGYWNRLVDEPTKATKSWLSADWNLWKDEDD−EAE
Leishmania_gerbilli −−MSHLPIKWAERKDRLFITVEASTPTDVQVNFQEKTVSIS−GNGITAKGSQP−HALKDELHLLNEIVPEQSTFKVLGMAIQICAIKKEQGYWNRLVDEPTKATKSWLSADWNLWKDEDD−EAE
Leishmania_turanica −−MSHLPIKWAERKDRLFITVEASTPTDVQVNFQEKTVSIS−GNGITAKGSQP−HALKDELHLLNEIVPEQSTFKVLGMAIQICAIKKEQGYWNRLVDEPTKATKSWLSADWNLWKDEDD−EAE
Trypanosoma_cyclops −−MAHIPTKWAERKDKLYITLQVSGATDVDIKFTETTISVT−GKGITQKSSEP−HELKDEITLLKEIVPEKSTFKVLGVAIQVCAVKKEEGYWNKLVDQRTSHTANWLSVDWNLWKDEDE−DED
Trypanosoma_lewisi −−MTHIPTKWAERKDKLYVTVQVSSATNVDIKFTENTISIT−GKGITPRSSQP−EDLKDQITLLKEIVPEKSTFKVLGFSIQICATKKDEGYWNKLVDQPTSSTAPWLSVDWNLWKDEDE−EDD
Trypanosoma_ralphi −−MAHIPTKWAERKDKLYITLQVSSATDVKVEFTEKTISIT−GKGITPRASEP−HDLNDKITLIKEIIPEKSTFKVIGVAIQVCAVKKEEGYWNKLVPQPTSSTANWLSVDWNLWKDEDE−EDE
Trypanosoma_grayi −−MAHIPTKWAERKDKLYITLQVSSATDVKIEFTEKTISIT−GKGITPKASEP−HDLNDKIALIKEIIPDKSTFKVVGVAIQVCAIKKDEGYWNKLVDQPTSSTANWLSVDWNLWKDEDE−EDE
Trypanosoma_wauwau −−MAHIPTKWAERKDKLYVTLQVSSATNVNVKFTENTITVT−GKGITPKASEP−HELNDQIELLKEIVPEKSTFKVLGVSIQVCAAKKEEGYWNKLVKLPTSSTSNWLSVDWNLWKDEDE−DDE
Trypanosoma_livingstonei −−MAHIPTKWAERKDKLYVTLQVSSATDVSVKFTENTISVT−GKGITPKASEP−HELKDQITLLKEIVPESSTFKVLGVSIQVCAVKKEEGYWNKLVNQPNSSIANWLSVDWNLWKDEDD−EEE
Trypanosoma_sp_H25 −−MAHIPTKWAERKDKLYVTLQVSSATDVNVKFTENTISIT−GRGITPRASEP−HELNDQITLLKEIIPEKSSFKVLGVCIQVCAVKKEEGYWNKLVNQPSSSTANWLSVDWNLWKDEDE−EDD
Trypanosoma_cruzi_marinkellei_B7 −−MTHIPTKWAERKDKLFVTLQVSGATDVDVKFTENTISIT−GKGITPKASEP−HGLNDKITLLKEIIPEKSTFKVLGVAIQVCAVKKEEGYWNKLVNQSSSNTANWLSVDWNLWKDEDD−DDN
Trypanosoma_dionisii −−MTHIPTKWAERKDKLYVTLQVSNGTDVDVKFTENTISIT−GKGITPKASEP−HELKDQITLLKEIVPEKSSFKVLGVSIQVCASKKEEGYWNKLVAQPNSSTTNWLSVDWNLWKDEDD−EDD
Trypanosoma_erneyi −−MAHIPTKWAERKDKLYVTLQVSSGTDVNVKFTENTISIT−GKGITPKASEP−HELKDQITLLKEIVPEKSSFKVLGVSIQVCAAKKEEGYWNKLVNQPTSSTANWLSVDWNLWKDEDE−EDD
Trypanosoma_cruzi_G −−MAHIPTKWAERKDKLYVTLQVSGATDVDVKFTENTISIT−GKGITPKASEP−HGLNDKITLLKEIIPEKSSFKVLGVAIQVCAVKKEEGYWNKLVNQSSSSTANWLSVDWNLWKDEDE−DDD
Trypanosoma_conorhini −−MAHIPTKWAERKDKLYVTLQVAGATDVEVKFTENTISIT−GKGITPKAPEP−HELNDQITLLKEIVPEKSTFKVLGVAIQVCATKKEEGYWNKLVNQSSSSTANWLSVDWNLWKDEDE−EDD
Trypanosoma_rangeli_AM80 −−MAHIPTKWAERKDKLYVTLQVSGATDVNVKFTENTISIT−GKGITPKAPEP−HELSDQITLLKEIVPEKSTFKVLGVAIQVCATKKEEGYWNKLVNQSGSSTANWLSVDWNLWKDEDE−EDD
Trypanosoma_vivax −−−MHNPTKWAERKDKLYITLQVSSAQNVDIKFTDKKIIVT−GQGITQRSCEP−HKIDDEITLLKEIVPEKSTFKVLGVSIQVCAVKKDDGYWNKLVDQPTSATKNWLSVDWNLWKDEDE−ADD
Trypanosoma_brucei_gambiense −−−MHIPTKWAERNDKLYITLQVASAKDVNITFTDKTIKIS−GQGVTQRSSEP−HELKDEITLLKEIVPEKSSFKVLGVSIQVCAAKKDEGYWNKLVDQPTSSTKNWLSVDWNLWKDEDE−ADE
Trypanosoma_brucei_T −−−MHIPTKWAERNDKLYITLQVASAKDVNITFTDKTIKIS−GQGVTQRSSEP−HELKDEITLLKEIVPEKSSFKVLGVSIQVCAAKKDEGYWNKLVDQPTSSTKNWLSVDWNLWKDEDE−ADE
Trypanosoma_evansi −−−MHIPTKWAERNDKLYITLQVASAKDVNITFTDKTIKIS−GQGVTQRSSEP−HELKDEITLLKEIVPEKSSFKVLGVSIQVCAAKKDEGYWNKLVDQPTSSTKNWLSVDWNLWKDEDE−ADE
Trypanosoma_sp_TCC2186 −−MLHLPMKWAERKNEVFVTVQASSATDVNVQFAEKSFSIT−GKGITPKNSEV−HELKDQIALLKEIVPEKSSFKVTGVAIQIRLAKMEEGYWNKLVDLPKASTNNWLSVDWQLWKDEDD−DDE
Trypanosoma_sp_TCC1307 −−MSHLPMKWAERNGEVYVTVQASGAEDVKIQFTDKTVSIT−GKGITPKSSEP−HELKDQITLLKEIVPENSNYKVTGVGIQICAAKKEEGYWNKLVDQPTSSTKNWLSVDWNLWKDEDE−EA−
Trypanosoma_sp_TCC878 −−MAHLPMKWAERKNEVYITVQVNSATDVNVQFTENAIAIT−GKGVTPKSPEA−HELKDEITLFKEIVPEKSTFKVTGVAIQILAIKKDEGYWNKLVNQPTSHTKNWLSVDWNLWKDEDD−END
Trypanosoma_sp_TCC339 −−MSHLPMKWAERKNEVYITVQVSGATDVNVQFTEKTVGIT−GKGITPKSPEP−HELKDQITLFKEIVPAESTFKVMGTAIQVRVAKKEEGYWNKLVDQPTSQTKNWLSVDWNLWKDEDE−ENE
Bsaltans −−MTQTPTKWAERKDKLFITVESSNATDVKVNFTDNSVSLT−GSGITAKSSDV−HPIQVNLALFKNIVPAQSSFKVTGPSIQILCIKADAGYWEKLVNEPNAKTKSWLSVDWNLWKDEDE−EKA
Bodosp −−MTQTPTKWAERSDKLFITVEASNATGVTVDFTEDGLVLS−GSGITAKSSEA−HTLQLKLTFVKSIVPDKSSFKVTGPSIQILAFKAESGYWEKLVSEPNSKTKNWLSVDWNLWKDEDE−ERA
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Lbp23A EDAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGG−−M−−−−−−−−−D−MGSM−−−−−−−−−−−−−−MGGM−−−−−−−−−GGMG−−−−−−GMDMESMMASM−GKGAG−−−−GDSDDEE−MA
Strigomonas_galati KGAVPNDF−−−−−−−−GGYG−−D−−−−−−−−−−−−LSS−−M−−−−−−−−LGGMGG−−−−−−−−−−−−−−GMGGMPDMSALAGMGGMG−−−−−−GMG−−−−−−−−−−−−−−−−−−GDMGDMP−−−
Angomonas_desouzai KANL−DDF−−−GMGGMGGMGGMD−−−−−−−−−−−−LSS−−M−−−−−−−−LGGMGG−−−−−−−−−−−−−−GMPGMPDMSALQGMGGMP−−−−−−GMG−−−−−−−−−−−−−−−−−−GDSDD−−−−−
Angomonas_deanei NANL−NDFGMGGMGGMGGMGGMD−−−−−−−−−−−−LAS−−M−−−−−−−−MGAMGGG−−−−−−−−−−−−−−−−−−−−−−−−−−−GGMP−−−−−−DMSAL−−−−−−−−−−−−−−−−QGMGG−−−−−
Phytomonas_serpens GDNRDAGF−−−−−−−−GGYG−−D−−−−−−−−−−−−MSS−−M−−−−−−−−LG−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−GGAG−−−−−−GMDFSSMMQNMPPMEG−−−−−GDSDDDDDEE
Phytomonas_sp_TCC066E GDNRDAGF−−−−−−−−GGYG−−D−−−−−−−−−−−−MSS−−M−−−−−−−−LG−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−GGAG−−−−−−GMDFSSMMQNMPPMGG−−−−−GDSDDDDEEE
Phytomonas_sp_EM1 GDNRDAGF−−−−−−−−GGYG−−D−−−−−−−−−−−−MSS−−M−−−−−−−−LG−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−GGAG−−−−−−GMDFSSMMQNMPPMEG−−−−−GDSDDEE−−−
Phytomonas_sp_Hart1 EEDRGAGF−−−−−−−−GGYG−−D−−−−−−−−−−−−MSS−−M−−−−−−−−LG−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−GGQG−−−−−−GMDFASMMQNMPPGG−−−−−−GDSDDED−ED
Phytomonas_sp_TCC418 EDNREAGF−−−−−−−−GGYG−−D−−−−−−−−−−−−MSS−−M−−−−−−−−LG−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−GGPG−−−−−−GMDFSSMMQNMPP−−−−−−−−GEVDSDD−ED
Herpetomonas_wanderleyi DNKAAADF−−−−−−−−GGMG−−G−−−−−−−−−−−−MGG−−M−−−−−−−−GG−MGGM−−−−−−−−−−−−GGMGGM−−−−−−−−−GGMG−−−−−−GMDFMEMMKNMPKG−−−−−−−GEMDS−−−−−
Herpetomonas_muscarum K−−ADAGF−−−−−−−−GGYG−−D−−−−−−−−−−−−MAS−−M−−−−−−−−MG−−GGM−−−−−−−−−−−−GGMGGM−−−−−−−−−GDMG−−−−−−GMDLAEMLKNMPAP−−−−−−−GPGED−−−−−
Leishmania_martiniquensis −−−KAIDF−−−−−−−−GGYG−−N−−−−−−−−−−−−MGGMDM−−−−−−−−ASMMGGM−−−−−−−−−−−−−−−GGM−−−−−−−−−GGMG−−−−−−GMDMDAMM−−−−−−−−−−−−−GGMGGDS−DS
Leishmania_enriettii DNAAALNF−−−−−−−−GGYG−−N−−−−−−−−−−−−MGN−−M−−−−−−−−−D−MASM−−−−−−−−−−−−−−−−−M−−−−−−−−−GGMG−−−−−−GMDMDSMMGGM−GGE−−−−−−SDSDDED−VA
Leptomonas_sp_TCC2441 ENAAAANF−−−−−−−−GGYG−−D−−−−−−−MGGMDMAS−−M−−−−−−−−MSAMGGA−−−−−−G−−−−−−GMGGL−−−−−−−−−GGMG−−−−−−GM−−−−−−−−−−−−−−−−−−−GGMEGME−GD
Crithidia_luciliae_thermophila ENAAAANF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGG−−M−−−−−−−−GG−MGGM−−−−−−−−−DMASMMGGM−−−−−−−−−GGAG−−−−−−GMDMASMMAAMGGAGGAAGGLGGMDDDS−DD
Leptomonas_costaricensis ENAAAANF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGG−−MGGMGGMGGMGGMGGMDMASMMG−−−−−−GMGGMGGMG−−−−−GGMG−−−−−−GMDMASMMAAMGGAGGAMGAGGDSDD−−−−−
Leptomonas_sp_TCC2547 ENAAATNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGG−−M−−−−−−−−GG−MGGMDMASMMG−−−−−−GMGGMGGMG−−−−−GGMG−−−−−−GMDMASMMAAMGGGAGGAMGAGDSDDEE−P−
Trypanosomatidae_RO−TCC2443 ENTAAANF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGG−−M−−−−−−−−GGGMGGMDMASMMG−−−−−−GMGGMG−−−−−−−−GGMG−−−−−−GMDMASMMAAMGGAGGA−−−−GGMEGME−GM
Crithidia_fasciculata ENTAAANF−−−−−−−−GGYG−−D−−−−−−−−−−−−MDG−−M−−−−−−−−GG−MGGM−−−−−−G−−−−−−GMGGMDMASMM−−−GGMGGAGGMGGMDMASMMAAMGGAGGA−−−−GAMDGD−−−−
Crithidia_acantocephali ENTAAANF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGG−−M−−−−−DGGMGGMGGMDMASMMG−−−−−−GMGGGM−−−−−−−−GGMG−−−−−−GMDMAKMMAAMGGAGGA−−−−GGMEGMEGME
Endotrypanum_schaudinni ENAAAANF−−−−−−−−GGYG−−D−−−−−−−MGGMDMAS−−M−−−−−−−−MGGMGGM−−−−−−G−−−−−−GMGGM−−−−−−−−−GGMGGMGGMGGMDMESMMASMA−−−−−−−−−GGANQDS−−−
Endotrypanum_monterogeii ENAAAANF−−−−−−−−GGYG−−DMGGMDMASMMGGMGG−−M−−−−−−−−GG−MGGM−−−−−−G−−−−−−GMGGM−−−−−−−−−GGMG−−−−−−GMDMESMMASMA−−−−−−−−−GGANQDS−−−
Leishmania_braziliensis EDAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGG−−M−−−−−−−−−D−MGSM−−−−−−−−−−−−−−MGGM−−−−−−−−−GGMG−−−−−−GMDMESMMASM−GKGAG−−−−GDSDDEE−MA
Leishmania_panamensis EDAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGG−−M−−−−−−−−−D−MASM−−−−−−−−−−−−−−MGGM−−−−−−−−−GGMG−−−−−−GMDMESMMASM−GKGAG−−−−GDSDDEE−MA
Leishmania_tarentolae ENAAASNF−−−−−−−−GGYGGMD−−−−−−−−−−−−MES−−M−−−−−−−−MGGMGGM−−−−−−−−−−−−−−−−−−−−−−−−−−−GGMG−−−−−−GMDMQSLMNSMGSGAG−−−−−GDSDDED−LD
Leishmania_amazonensis EMAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGGMDM−−−−−−−−ASMMGGM−−−−−−G−−−−−−GMGGM−−−−−−−−−GGMG−−−−−−GMDMESMMASMGKGAG−−−−−GDSDDEE−LE
Leishmania_mexicana EMAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGGMDM−−−−−−−−ASMMGGM−−−−−−−−−−−−−−−GGM−−−−−−−−−GGMG−−−−−−GMDMESMMASMGKGAG−−−−−GDSDDEE−LE
Leishmania_donovani EVAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGG−−M−−−−−−−−D−−MASM−−−−−−−−−−−−−−MGGM−−−−−−−−−GGMG−−−−−−DMDMESMMASMGKDAG−−−−−GDSDDEE−LD
Leishmania_infantum EVAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGGMDM−−−−−−−−ASMMGGM−−−−−−−−−−−−−−−−−−−−−−−−−−−GGMG−−−−−−DMDMESMMASMGKDAG−−−−−GDSDDEE−LD
Leishmania_major EMAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGG−−−−−−−−−−−−−−MGGM−−−−−−−−−−−−−DMASMM−−−−−−−−GGMG−−−−−−GMDMESMMASMGKGAG−−−−−VDSDDEE−LD
Leishmania_tropica EVAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGGMDM−−−−−−−−ASMMGGM−−−−−−−−−−−−−−−−−−−−−−−−−−−GGMG−−−−−−GMDMESMMASMGKDAG−−−−−GDSDDEELD−
Leishmania_aethiopica EVAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGGMDM−−−−−−−−ASMMGGM−−−−−−−−−−−−−−−GGM−−−−−−−−−GGMG−−−−−−GMDMESMMASMGKDAG−−−−−GDSDDEE−LD
Leishmania_arabica_strain EVAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MDG−−M−−−−−−−−GGMDMAS−−−−−−−−−−−−−MMGGM−−−−−−−−−GGMG−−−−−−GMDMESMMASMGKDAG−−−−−VDSDDEE−LD
Leishmania_gerbilli EVAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGG−−−−−−−−−−−−−−MGGMDMASMMG−−−−−−GMGGM−−−−−−−−−GGMG−−−−−−GMDMESMMASMGKDAG−−−−−VDSDDEE−LD
Leishmania_turanica EVAAASNF−−−−−−−−GGYG−−D−−−−−−−−−−−−MGG−−M−−−−−−−−GG−MGGMDMASMMG−−−−−−GMGGM−−−−−−−−−GGMG−−−−−−GMDMESMMASMGKDAG−−−−−VDSDDEE−LD
Trypanosoma_cyclops −−−VPSGF−−−−−−−−GNYG−−D−−−−−−−−−−−−ISS−−M−−−−−−−−LN−MGGM−−−−−−G−−−−−−GAGGM−−−−−−−−−GDMG−−−−−−DM−−−−−−−−−−−−−−−−−−−GGMDDSD−−−
Trypanosoma_lewisi −−−VPAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSN−−M−−−−−−−−MN−MGGM−−−−−−G−−−−−−GMGDMMNM−−−−−−GGMG−−−−−−GMGDMMNMGGM−−−−−−−−−−GGMGGAG−−−
Trypanosoma_ralphi −−−APAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSS−−M−−−−−−−−MN−MGAM−−−−−−G−−−−−−GMGGM−−−−−−−−−GGMG−−−−−−GMDM−−−−−−−−−−−−−−−−−GDSDDEE−V−
Trypanosoma_grayi −−−APAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSN−−M−−−−−−−−MN−MGGM−−−−−−GGM−−−−GMGGMDGMGM−−−−GGMG−−−−−−GMDM−−−−−−−−−−−−−−−−−GDSDDE−−−−
Trypanosoma_wauwau N−−GPAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSS−−M−−−−−−−−MN−MGGM−−−−−−G−−−−−−GMGGM−−−−−−−−−GGLG−−−−−−GMGGL−−−−−−−−−−−−−−−−GGMEGME−DM
Trypanosoma_livingstonei A−−APAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSS−−M−−−−−−−−MN−MGGM−−−−−−−−−−−−GGLGGM−−−−−−−−−GGLG−−−−−−GMGGLGGM−−−−−−−−−−−−−GDMGDME−−−
Trypanosoma_sp_H25 −−−VPAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSN−−M−−−−−−−−MN−MGGM−−−−−−G−−−−−−GLGGMEGL−−−−−−GGMG−−−−−−GL−−−−−−−−−−−−−−−−−−−GGMGDME−−−
Trypanosoma_cruzi_marinkellei_B7 −−−GPAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSN−−M−−−−−−−−MN−MGNL−−−−−−−−−−−−−−−−−−−−−−−−−−−GNMG−−−−−−DM−−−−−−−−−−−−−−−−−−−GGMDDSD−−−
Trypanosoma_dionisii −−−APPGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSS−−M−−−−−−−−MN−MGGM−−−−−−−−−−−−−−−−−−−−−−−−−−−GGLG−−−−−−GM−−−−−−−−−−−−−−−−−−−GNMGDSD−−−
Trypanosoma_erneyi −−−APAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSS−−M−−−−−−−−MN−MGGM−−−−−−−−−−−−−−−−−−−−−−−−−−−GGLG−−−−−−GM−−−−−−−−−−−−−−−−−−−GDMGDSD−−−
Trypanosoma_cruzi_G −−−GPAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSN−−M−−−−−−−−MN−MGGM−−−−−−G−−−−−−GMDGM−−−−−−−−−GGMG−−−−−−GM−−−−−−−−−−−−−−−−−−−EGMEGMD−−−
Trypanosoma_conorhini −−−VPAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSN−−M−−−−−−−−MN−MGGL−−−−−−−−−−−−−−−GGM−−−−−−−−−EGLG−−−−−−GV−−−−−−−−−−−−−−−−−−−GGAED−−−−−
Trypanosoma_rangeli_AM80 −−−APPGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSN−−M−−−−−−−−MN−MGGM−−−−−−−−−−−−−−−GGM−−−−−−−−−GGMG−−−−−−GM−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_vivax −−−VPAGF−−−−−−−−GDYG−−N−−−−−−−−−−−−LSD−−M−−−−−−−−MN−MGGM−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−GMD−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_brucei_gambiense −−−VPAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSN−−M−−−−−−−−MN−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−MG−−−−−−GMDM−−−−−−−−−−−−−−−−−GAMDD−−−−−
Trypanosoma_brucei_T −−−VPAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSN−−M−−−−−−−−MN−MGGM−−−−−−−−−−−−−−−−−−−−−−−−−−−−DMG−−−−−−GMDM−−−−−−−−−−−−−−−−−GAMDD−−−−−
Trypanosoma_evansi −−−VPAGF−−−−−−−−GDYG−−D−−−−−−−−−−−−LSN−−M−−−−−−−−MN−MGGM−−−−−−−−−−−−−−−−−−−−−−−−−−−−DMG−−−−−−GMDM−−−−−−−−−−−−−−−−−GAMDD−−−−−
Trypanosoma_sp_TCC2186 K−−APSNF−−−−−−−−DGYG−−D−−−−−−−−−−−−LSN−−M−−−−−−−−LG−−GG−−−−−−−−−−−−−−GFGGL−−−−−−−−−GDMG−−−−−−GM−−−−−−−−−−−−−−−−−−−GDMGDMP−−−
Trypanosoma_sp_TCC1307 −−−APVDF−−−−−−−−NGYG−−D−−−−−−−−−−−−PSQ−−L−−−−−−−−LGGMGGL−−−−−−−−−−−−EGLGGLEALKGM−−−GGMG−−−−−−GM−−−−−−−−−−−−−−−−−−−GGMGDIP−−−
Trypanosoma_sp_TCC878 GAEGDANP−−−−−−−−−−YGAMD−−−−−−−−−−−−FGK−−M−−−−−−−−MGGMGGM−−−−−−−−−−−−−−−GGMDM−−−−−−−GGMG−−−−−−GMDM−−−−−−−−−−−−−−−−−GDMPDSD−−−
Trypanosoma_sp_TCC339 −−−APADF−−−−−−−−GGYG−−D−−−−−−−−−−−−FSN−−M−−−−−−−−MN−AGGM−−−−−−G−−−−−−NLGGM−−−−−−−NMGDFG−−−−−−GMNMGNM−−−−−−−−−−−−−−GDMGDMP−−−
Bsaltans DEQVNFGG−−−GGMGGGGYG−−D−−−−−−−−−−−−MSN−−M−−−−−−−−MNMMQG−−−−−−−−−−−−−−−−−−−−−−−−−−−−GGMG−−−−−−GMDMSALQGM−−−−−−−−−−−GGMGGA−−−−
Bodosp DEKIDFGG−−−−−GGAGGYG−−D−−−−−−−−−−−−MSN−−M−−−−−−−−MNMMQG−−−−−−−−−−−−−−−−−−−−−−−−−−−−GGLG−−−−−−GL−−−−−−−−−−−−−−−−−−−GGEPDS−−−−

249
Lbp23A DS−−EGEEQ−ADDECEKSEEPAADISDLNA−−−−
Strigomonas_galati −−−−EDDSD−DEEGEEAEHAHEDELKDLDH−−−−
Angomonas_desouzai −−−−EDDGE−LPDDIEDPDAPAANLKDLDA−−−−
Angomonas_deanei −−−−DSDDE−EGEYPEDAEAPAADLKDLDA−−−−
Phytomonas_serpens GAPIDDYAEEEEEAPKPTEVPAAAGESKDSA−−−
Phytomonas_sp_TCC066E GAPIDDYAEEEEEAPKPTEVPAAAGESKDSA−−−
Phytomonas_sp_EM1 −−−−EDGAQ−IEDDAEEEELPKPSEEAAESKDSA
Phytomonas_sp_Hart1 YPV−DGEAD−EDEDVPKESTPEDKADDLKVNA−−
Phytomonas_sp_TCC418 DID−EGEGE−GEDEDEEEAKPEAASGDSKVSA−−
Herpetomonas_wanderleyi −−−−DDDDE−EAD−−−−MESPDEALRDLEKE−−−
Herpetomonas_muscarum −−−−ADSDD−EDEDEDDDDEAAADLKDLDA−−−−
Leishmania_martiniquensis −−−−DDEEKTGDTSENEGEEPAADISDLNAEEK−
Leishmania_enriettii −−−−DQDKS−DEAPDSENEEPAADISDLNAEEK−
Leptomonas_sp_TCC2441 SDDDEPAEE−EDEEGGEGEKPAADLSDLNA−−−−
Crithidia_luciliae_thermophila −−−−EDHGEGEEEEEDDGTAPAADINDLNA−−−−
Leptomonas_costaricensis −−−−EEPMEGEGEEEEGEDQPAADLSDLNA−−−−
Leptomonas_sp_TCC2547 −−−−MEGED−EGEEEAAEDQPAADLSDLNA−−−−
Trypanosomatidae_RO−TCC2443 EGDSDDEDHAEDEDEEAGEKPAADLSDLNA−−−−
Crithidia_fasciculata −−−−SDDEE−PAEGDEEGEEPAADLSDLNA−−−−
Crithidia_acantocephali GDSDDEEPA−EGEDEEAGEKPAADLSDLNA−−−−
Endotrypanum_schaudinni −−−−DDEDL−SDSEGDQTDEPAADINDLNA−−−−
Endotrypanum_monterogeii −−−−DDEDL−SDSEGDQTDEPAADINDLNA−−−−
Leishmania_braziliensis DS−−EGEEQ−ADDECEKSEEPAADISDLNA−−−−
Leishmania_panamensis DS−−EGEEQ−ADDECEKSEEPAADISDLNA−−−−
Leishmania_tarentolae −−−−NDDDA−EMADGECEEEPAADISDLNA−−−−
Leishmania_amazonensis −−−−DDGAE−MNDDEHEEEEPAADISDLNA−−−−
Leishmania_mexicana −−−−DDGAE−MDDGEHEEEEPAADISDLNA−−−−
Leishmania_donovani −−−−DDGAE−MADGECTEEEPAADISDLNA−−−−
Leishmania_infantum −−−−DDGAE−MADGECTEEEPAADISDLNA−−−−
Leishmania_major −−−−DDGAE−VADGECEEEEPAADISDLNA−−−−
Leishmania_tropica −−−−DDGAE−VADGECEEEEPAADISDLNA−−−−
Leishmania_aethiopica −−−−DDGAE−VADGECEEEEPAADISDLSA−−−−
Leishmania_arabica_strain −−−−DDGAE−VADGESEEEEPAADIGDLNA−−−−
Leishmania_gerbilli −−−−DDGAE−VADGESEEEEPAADISDLNA−−−−
Leishmania_turanica −−−−DDGAE−VADGESEEEEPAADISDLNA−−−−
Trypanosoma_cyclops −−−−DEDED−EDA−−−−TKAPAADLKDLEA−−−−
Trypanosoma_lewisi −−−−DSDDE−DEEEEDAAEKQAADLKDLDDQ−−−
Trypanosoma_ralphi −−−−EDEDE−GAE−−−−−KKPAADLKDLDA−−−−
Trypanosoma_grayi −−−−DAEDD−EEG−−−VAKKPAADLNDLDA−−−−
Trypanosoma_wauwau −−−−EDSDD−EEGGDDTAQPPAADLKDLDGQ−−−
Trypanosoma_livingstonei −−−−DSDDE−EEEGGNAAQVPAADLKDLDGQ−−−
Trypanosoma_sp_H25 −−−−DSDDE−−−EGDDAAQVPAADLKDLDGQ−−−
Trypanosoma_cruzi_marinkellei_B7 −−−−DDEDE−DEV−−−−−PAQAADLQDLDAK−−−
Trypanosoma_dionisii −−−−DEEDD−DLA−−−−−QAPAADLQDLDAK−−−
Trypanosoma_erneyi −−−−DEEDD−DVA−−−−−HAPAADLQDLDAK−−−
Trypanosoma_cruzi_G −−−−DSDDD−EDE−−−−APAQAADLQDLDAK−−−
Trypanosoma_conorhini −−−−AEDSD−DEEGDGAAQAPAADLKDLDSK−−−
Trypanosoma_rangeli_AM80 −−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_vivax −−−−DEDSD−DEDGD−−LNDPPADLKDLE−−−−−
Trypanosoma_brucei_gambiense −−−−DSDDE−−−−−−−−EEDAPADLKDLEE−−−−
Trypanosoma_brucei_T −−−−DSDDE−−−−−−−−EEDAPADLKDLEE−−−−
Trypanosoma_evansi −−−−DSDDE−−−−−−−−EEDAPADLKDLEE−−−−
Trypanosoma_sp_TCC2186 −−−−DSDDE−EEE−−−−−−APAADLKDLEA−−−−
Trypanosoma_sp_TCC1307 −−−−DSDDE−DEEG−−−AEAPAADLNDLDN−−−−
Trypanosoma_sp_TCC878 −−−−DDDDE−−−−−−−−−EPPAADLEDLDK−−−−
Trypanosoma_sp_TCC339 −−−−DSDDE−DDE−−−−−ETPAADLKDLDN−−−−
Bsaltans −−−−DSDDE−DEE−−−−−GAPAADLKDLE−−−−−
Bodosp −−−−DDEEE−−−−−−−−GEQAGANLNDLE−−−−−



Tryp23B

Lbp23B −−−−−−−−MSASGSLVPPISWAQRPEYVLVTIPLQDTTGVTVEIKDEGRELLFAC−−−−−−−−CAPEG−−KQYACTIHFYGAISSEESQHVVRPRQIELKLRKKLTRSLED−−−−−−ADDEVE−
Trypanosoma_conorhini −−−−−−−MSASKDVVFPNILWAQRSEHVFLSIPLQDASNVVVEIRD−GRVLHFAA−−−−−−−−−AAGE−−QSYGCTLELFHEVSSEESSHVTLPRQIEVKLKKKWPNDPS−−−−−−−DDEEAAL
Phytomonas_sp_EM1 −−−−−−−−MSSDKALFPPLLWAQRLEYILITVSLQDCQNVKLQLPDDGRTFFFSCDTP−−ATSTGEAA−−KHYMCRLPLYRAVSPEESQHVVRPRQVEIKLKKRVL−−IDDA−−−−−KDEDVN−
Phytomonas_serpens −−−−−−−−MSSEKALFPPLLWAQRLEYILITVSLQDCQNVKLQLPDDGCTFFFSCDTP−−PTSAGEAG−−KHYMCRLPLYRPVSPEESRHVVRPRQVEIKLKKRVVVDANGEA−−−−NEDDAS−
Phytomonas_sp_TCC066E −−−−−−−−MSSEKALFPPLLWAQRLEYILITVSLQDCQNVKLQLPDDGCTFFFSCDTP−−PTSAGEAG−−KHYMCRLPLYRPVSPEESRHVVRPRQVEIKLKKRVVVDANGEA−−−−NDDDAS−
Phytomonas_sp_Hart1 −−−−−−−−MTSDNTLFPPLLWAQRLDYILITVFLQDCQNVKLQLPDDGNTFFFSCDTP−−PTGAGESG−−KHYRCSLPLYHPVSAEESHHVVRPRQVEIKLKKLALKADANP−−−−−EEDETS−
Phytomonas_sp_TCC418 −−−−−−−−MSTDKALFPPLLWAQRLDYILITISLQDCQNVKLQLPDGGNTFFFSCDTP−−STDAGDSG−−KHYACNLSLYHPVSAEESQHVVRPRQVEIKLKKCAAIDETNA−−−−−DSDEAS−
Herpetomonas_muscarum −−−−−−−MSDGKTVLFPLLKWAQRDDVVLLTIDVQDAQDVKLQLPKDGAALDFSC−−−−−SAVAQGDGAVQRYACQLDLFAAVSPEESDFVARPRQIEVKLAKR−−−−TDAG−−−−−DGDEAF−
Herpetomonas_wanderleyi −−−−−−−−−MSSAASFPPLKWAQNTEYVLLTVDLQDTQSVSVRLPNKGAALALSCEVPTSGADGGPGT−−RAYACEFDFYSRVSTDGSSFVARPRQIELKLKKEG−−−−−−−−−−−−DDDAAY−
Endotrypanum_schaudinni −−−−−−−−MSTSGPLVPPITWAQRPEYVLVTIPLQDTTSVKVEIKEEGKELHFLC−−−−−−−−SAPEG−−KEYACTIHFYGVISLEESQHVVRPRQIELKLRKKFNKSLEDA−−−−−EDDEVE−
Endotrypanum_monterogeii −−−−−−−−MSTSGPLVPPITWAQRPEYVLVTIPLQDTTSVKVEIKEEGKELHFLC−−−−−−−−SAPEG−−KEYACTIHFYGVISLEESQHVVRPRQIELKLRKKFNKSLEDA−−−−−EDDEVE−
Leishmania_tarentolae −−−−−−−−MSTNTSLVPPISWAQRPEYVLITIPLQDTTGVNVEIKNEGRELHFAC−−−−−−−−SAPEQ−−KQYAYTIQFYGAISSEESQHVVRPRQIELRLRKKFTMSLEDA−−−−−NDDEVE−
Leishmania_braziliensis −−−−−−−−MSASGSLVPPISWAQRPEYVLVTIPLQDTTGVTVEIKDEGRELLFAC−−−−−−−−CAPEG−−KQYACTIHFYGAISSEESQHVVRPRQIELKLRKKLTRSLED−−−−−−ADDEVE−
Leishmania_panamensis −−−−−−−−MSASGPLVPPISWAQRPEYVLVTIPLQDTTGVTVEIKDEGRELLFAC−−−−−−−−CAPEG−−KQYACTIHFYGAISSEESQHVVRPRQIELKLRKKLTRSLED−−−−−−ADDEVE−
Leishmania_amazonensis −−−−−−−−MSTSSPLAPPIRWAQRPEYVLITIPLQDTTGVCVEIKDEGKELRFAC−−−−−−−−SSPEH−−KQYACTIHFYGAISSEESQHVVRPRQIELKLRKKFSKSLEDA−−−−−NDDEVE−
Leishmania_mexicana −−−−−−−−MSTSSPLAPPISWAQRPEYVLITIPLQDTTSVCVEIKDEGKELRFAC−−−−−−−−SSPEH−−KQYACTIHFYGAISSEESQHVVRPRQIELKLRKKFSKSLEDA−−−−−NDDEVE−
Leishmania_donovani −−−−−−−−MSTSGPLVPPISWAQRPEYVLITIPLQDTTGVSVEIKDEGRELCFAC−−−−−−−−SSPEH−−KQYACTIHFYGVISSEESQHVVRPRQIELKLRKKFSKSLEDA−−−−−NDDEVE−
Leishmania_infantum −−−−−−−−MSTSGPLVPPISWAQRPEYVLITIPLQDTTGVSVEIKDEGRELCFAC−−−−−−−−SSPEH−−KQYACTIHFYGVISSEESQHVVRPRQIELKLRKKFSKSLEDA−−−−−SDDEVE−
Leishmania_major −−−−−−−−MSSSGPLAPPISWAQRPEYVLITIPLQDTTGVSVEIKDEGRELHFAC−−−−−−−−SSPEH−−KQYACTIHFYGVISSEESQHVVRPRQIELKLRKKFSKSLEDA−−−−−NDDEVE−
Leishmania_arabica −−−−−−−−MSSSGPLAPPISWAQRPEYVLITIPLQDTTGVSVEIKDEGRELHFAC−−−−−−−−SSPEH−−KQYACTIHFYGVISSEDSQHVVRPRQIELKLRKKFSKSLEDA−−−−−NDDEVE−
Leishmania_gerbilli −−−−−−−−MSSSGPLAPPISWAQRPEYVLITIPLQDTTGVSVEIKDEGRELHFAC−−−−−−−−SSPEH−−KQYACTIHFYGVISSEESQHVVRPRQIELKLRKKFSKSLEDA−−−−−NDDEVE−
Leishmania_turanica −−−−−−−−MSSSGPLAPPISWAQRPEYVLITIPLQDTTGVSVEIKDEGRELHFAC−−−−−−−−SSPEH−−KQYACTIHFYGVISSEESQHVVRPRQIELKLRKKFSKSLEDA−−−−−NDDEVE−
Leishmania_tropica −−−−−−−−MSTSGPLAPPISWAQRPEYILITIPLQDTTGVSVEIKDEGRELRFAC−−−−−−−−SSPEH−−KQYACTIHFYGVISSEESQHVVRPRQIELKLRKKLSKSLEDA−−−−−NDDEVE−
Leishmania_aethiopica −−−−−−−−MSTSGPLAPPISWAQRPEYVLITIPLQDTTGVSVEIKDEGRELRFAC−−−−−−−−SSPEH−−KQYACTIHFYGVISSEESQHVVRPRQIELKLRKKFSKSLEDA−−−−−NDDEVE−
Leishmania_enriettii −−−−−−−−MSASGPLVPPISWAQRPEYVLITVLLQDTTDVKVDIKDEGRELHFAC−−−−−−−−NAPEG−−KQYACTIRFYGAISSEESHHVVRPRQIELKLRKKFASSLEDA−−−−−DDDEVE−
Leishmania_martiniquensis −−−−−−−−MSASGPLVPPISWAQRPDYVLVTIPLQDTTGVSVEVKDEGKALHFAC−−−−−−−−SAPEG−−KQYACTIRFYGAICSEESQHVVRPRQIELKLRKKFTNSLENA−−−−−NDDELE−
Crithidia_luciliae_thermophila −−−−−−−−MSASGALVPPISWAQRPEYVLMTIALQDTTNVKIELKEDGKVLHFAC−−−−−−−−DAPEE−−KHYEYTLHFYAPIAPEESQHVVRPRQIELKLKKKFRKSIEEA−−−−−EDDEVE−
Leptomonas_costaricensis −−−−−−−−MSARAALVPLISWAQRPEYVLITIPLQDTTDVKIEIKEEGAALHFAC−−−−−−−−NAPEG−−KHYEYTLRFYGAISSEESQRVVRPRQIELKLRKKFRVSLEEA−−−−−EDDEVE−
Leptomonas_sp_TCC2547 −−−−−−−−MSASAALVPPISWAQRPEYVLITIPLQDTTDVQIEIKEDGTALYFAC−−−−−−−−NAPEG−−KHYEYTLRFYGAISSEESQHVVRPRQIELKLHKRFRVSLEAA−−−−−EDDEVE−
Leptomonas_sp_TCC2441 −−−−−−−−MCASGALVPPISWAQRPEYVLLTIALQDTTNVTVEMKEEGKVLYFSC−−−−−−−−TAPED−−KHYAYTLHFYAPISPEESQHVVRPRQIELKLKKKFRKSLEEA−−−−−EDDEVE−
Crithidia_fasciculata −−−−−−−−MSASGALVPPISWAQRAEYVLLTIALQDTTDVAIELKEEGKVLQFAC−−−−−−−−AAPEG−−KRYAYDVRFYAAISPEESQHVVRPRQIELKLKKKFRTSLEDA−−−−−ADDEVE−
Crithidia_acantocephali −−−−−−−−MSASGALVPPISWAQRAEYVLLTIALQDTTNVKIELKEEGKVLYFAC−−−−−−−−AAPEG−−KRYEYTLHFYAPISPEESQHVVRPRQIELKLRKKFRKSLEEA−−−−−EEDEVE−
Strigomonas_culicis −−−−−−−−−−MADPLFPPLLWAQRPEWVLLTVPLQDTTDVDVSLPGDGRTLHLVC−−−−−−−−ATPDG−−RRYGADLALFAPVLAEESQHVVRPRQIELKLKKK−−−−−DCA−−−−−KDDEVE−
Strigomonas_oncopelti −−−−−−−−−−−MADAFPPLLWAQRPEWVLLTVPLQDTRDVEVSIPGDGQTLQLSC−−−−−−−−TTPDG−−KRYAADVALFAAVQAEESQHVARPRQIELKLKKK−−−−−ESA−−−−−KDEEVE−
Strigomonas_galati −−−−−−−−−−−MTDAFPPLLWAQRPEWVLLTVPLQDTQDVDITIPGDGQTLKLAC−−−−−−−−TTPDG−−KHYAADVELFAPVQAEESQHVVRPRQIELKLKKK−−−−−ESA−−−−−KDEEVE−
Angomonas_deanei −−−−−−−−−−−MAALFPPLKWAQRPEYVLLTVDLQDAKEVRIQLAEAGAVFVFSC−−−−−−−−−EAGG−−KSYACRLELYRPVESEESHHVVRPRQVELKLKKKQ−−−−−−−−−−−−TDDEEE−
Angomonas_desouzai −−−−−−−−−−MTAPAFPPLKWAQRPEHVLLTVALQDAKDVHIQLLEEGKVFSFSC−−−−−−−−−VADD−−KSYACSFELFQPVEPEESQSVVRPRQVELKLKKKRVE−−−−−−−−−−EEEELE−
Trypanosoma_sp_TCC1307 MNKTNETMSSPTDGIFPPILWAQRPDYILLTIPLQDATNVSVEILENGSLFCLSA−−−−−−−−−SAGTPPTRYNCQLPLFRPVSSEESRHVTLPRQIELQLRKKGAANEA−−−−−−−DAEELQC
Trypanosoma_theileri −−−−−−−MSASGDEVFPPILWAQRPEYVLVSIPLPDATDVSVEIRD−GQVLHFHA−−−−−−−−−VAGG−−RRYGCALPLFAPVVSEESRHATLPRGVELQLRKRPPPTNEEEGKQ−−EKEKFEF
Trypanosoma_theileri −−−−−−−MSASGDEVFPPILWAQRPEYVLVSIPLPDATDVSVEIRD−GQVLHFHA−−−−−−−−−VAGG−−RRYGCALPLFAPVVSEESRHATLPRGVELQLRKRPPPTNEEEGKQ−−EKEKFEF
Trypanosoma_cyclops −−−−−−−MSESAEEVFPPLLWAQRPQYVLVSIPLPDATDVSVEIRD−GRVLHFRA−−−−−−−−−AAGG−−RRYACALPLFAGVVSEESRHVTLPRGVELQLRKRPPPTTEAEGAE−−REGNFEF
Trypanosoma_sp_TCC878 −−−−−−−MSTSADILFPPILWAQRSEFVFVTIPLPDAKEVSVGIEENGKVLRLSA−−−−−−−−−IAGDSPQRYGCAVELFREVSSEESRHVTLPRRIEIVLKKYGPPRHISAE−−−−NENEISL
Trypanosoma_vivax −−−−−−−MSESTEVMFPDILWAQRPEVVLLTVPLQDAGNVVVEVRE−GRLLHFEA−−−−−−−−−VSGG−−QRFRCDLELFREVESEESRHVTLPRQIEIQLRKKQAPKTS−−−−−−−TDTEVDE
Trypanosoma_congolense −−−−−−−MTTHSEAIFPNILWAQRPEFVLLTIPLQDATSVVVEVRE−GGILHFEA−−−−−−−−−EASG−−ESYRCDVELFREVVSEESRHVTQPRQVDIQLKKKSPSSSC−−−−−−−GGDELSL
Trypanosoma_brucei_T −−−−−−−MTNQSDAIFPNILWAQRAELVLITIPLQDATNVVVEIKE−GRVLHFEA−−−−−−−−−EAGG−−EKYRCDVELFREVVSEESRHAAQPRQIDIQLRKKAPLTES−−−−−−−GEEEFAQ
Trypanosoma_brucei_gambiense −−−−−−−MTNQSDAIFPNILWAQRAELVLITIPLQDATNVVVEIKE−GRVLHFEA−−−−−−−−−EAAG−−EKYRCDVELFREVVSEESRHAAQPRQIDIQLRKKAPLTES−−−−−−−GEEEFAQ
Trypanosoma_evansi −−−−−−−MTNQSDAIFPNILWAQRAELVLITIPLQDATNVVVEIKE−GRVLHFEA−−−−−−−−−EAAG−−EKYRCDVELFREVVSEESRHAAQPRQIDIQLRKKAPLTES−−−−−−−GEEEFAQ
Trypanosoma_sp_TCC2186 −−−−−−−MSSSTDAIFPPILWAQRPDYVLVTVPLQDATDVSIALPENGRVLRLSA−−−−−−−−−TAGSPAQRYDCAITLFRDVSSEESRHVTLPRQIELRLKKKGPDEAD−−−−−−−DDDAVAL
Trypanosoma_sp_TCC339 −−−−−−−MSSSAEAVFPPIRWAQRSEFVLLTVPLQDASDVSIEILQNGTVLSLVA−−−−−−−−−TAGSPSQKYHCAIELFRSVSSEESRHVTLPRQIELKLKKRGPVAAANNNTNNVDEEEVAL
Trypanosoma_ralphi −−−−−−−MSNEADAVFPNILWAQRPEYVFVSVPLQDATDVVVEIRD−GRVLHLAA−−−−−−−−−TAGG−−QKYACTIELFREVSSEESRNVTLPRQIELKLKKKRLGDAD−−−−−−−DADEAAL
Trypanosoma_grayi −−−−−−−MSNVADAACPNIMWAQRPEFVLVSVPLQDATDVVVEIRG−GRTLHFAA−−−−−−−−−TSDG−−QKYACAIELFREVASEESRHITLPRQIELKLKKRQLSDAC−−−−−−−NEEEATL
Trypanosoma_lewisi −−−−−−−MSASADIVFPNILWTQRSDHVFLSIPLQDASDVSVEIRD−GCVLQFSA−−−−−−−−−TAVG−−QKYGCLIELFREVSSEESKHVTLPRQVELRLKKKWPDAGA−−−−−−−DDDEMAL
Trypanosoma_wauwau −−−−−−−MSTAPDVQCPSILWAQRAEHVFVSIPLQDASDVAVEIRD−GRVLHFVA−−−−−−−−−TAKG−−QKYGCDIELFREVSSEESSHVTLPRQIELNLKKKWPGEGS−−−−−−−DEEEVAL
Trypanosoma_livingstonei −−−−−−−MSASTDVVFPNILWAQRSECVFVSVPLQESSNVVVEIRE−GRVLHFAA−−−−−−−−−TSAE−−QKYGFAVELFREVSSEESSHVTLSRQVELKLKKKWPGETC−−−−−−−DEEEAAL
Trypanosoma_sp_H25 −−−−−−−MSASTDVVFPNILWAQRPEHVFISIPLQDASNIAVEIRG−GRVLHFAA−−−−−−−−−TVGK−−QRYGCDIELFREVSSEESSHVTLPRQIELKLKKKCPSDTS−−−−−−−DEEEVAL
Trypanosoma_erneyi −−−−−−−MSAATDVVFPNILWAQRSEHVFVSIPLQDASNVAVEIRG−GRTLHFSA−−−−−−−−−IAGE−−QKYGCVLELFREVSSEESSHVTLPRQIELKLKKKWPNDTG−−−−−−−DEEEAAL
Trypanosoma_dionisii −−−−−−−MSASKDVVFPNILWAQRSEHVFVSIPLQDASNVAVEIRG−GRVLHFAA−−−−−−−−−TAGE−−QNYGCVLELFREVSSEESSHVTLPRQIELKLKKKWPTDAS−−−−−−−DEEEAAL
Trypanosoma_cruzi_G −−−−−−−MSAGKEVVFPNILWAQRSEHVFVSIPLQDAANVAVEIRS−GRLLHFSA−−−−−−−−−TAGG−−QDYGCVLELFREISSEESSHVTLPRQIELKLKKKWPNDAS−−−−−−−DEKEVAL
Trypanosoma_cruzi_marinkellei_B7 −−−−−−−MSASKEVVFPNILWAQRSEHVFVSIPLQDATNVAVEIRD−GRRLHFSA−−−−−−−−−TAGG−−QDYGCILELFREVSSEESSHVKLPRQIELKLKKKWPDDAN−−−−−−−DEEEAAL
Trypanosoma_rangeli_AM80 −−−−−−−MSASKDVVFPNIFWAQRSEYIFLSIPLQDARNVXVEIID−XRMLHFAA−−−−−−−−−TAGE−−RSYGCVLELLHEVSSEESSHVTTPRQIEVKLKKKWPNDAG−−−−−−−DEEAAAL
P.caudatus −−−−−−−−−−−−MSLHPILQWAQRPDLVLITVPLQDATNVSVTIKD−−−TLSIEF−−−−−−−−−ESEG−−KKYAASFTLFDEVVPEESNHVVRPRQIELKLQKK−−−−−−−−−−−−−NVDAEY−
Bsaltans −−−−−−−−−−−−MALHAPINWAQRNDVILVTIPIQDAADVKISLTD−−−VFSFSC−−−−−−−−−TSSG−−KQYTAEFPLFDKVVPEESSNVVRPRQIELKIRKA−−−−−−−−−−−−−DVEKEY−
Bodosp −−−−−−−−−−MAQQLHAPINWAQRNDLLLLTIPVQDATNVQVTLTS−−−TFKFSA−−−−−−−−−TSDG−−KHYTCDITLFDEVVPEESSHVVRPRQIEFKIRKA−−−−−−−−−−−−−ATDKEY−
Bodosp −−−−−−−−−−MAQQLHAPISWAQRNDLLLLTIPLQDASNVQVTLTS−−−TFKFSA−−−−−−−−−TSDG−−KHYACDITLFDEVVPEESSHVVRPRQIEFKIRKA−−−−−−−−−−−−−ATDKDY−
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Lbp23B −−−WPRLTK−EKVKYPNITIDWSKWKDEDDEGA−−−−TDDLGDF−GLGG−−−−−GDAMD−−−GQYSEMLSQLMQTQGKKDAE−−−−−ELAGLPPGTIPE−F−−−GSAQRQEATHGAS−−AAA−−
Trypanosoma_conorhini CRAWPRLTK−EKAKNCHIQVDWSRWKDEDDDAD−−−−TESEGGL−DFG−−−−−−−−−−−−−−−−YGNMMSEMMMQKGLEN−E−−−−−APAPLQSGAEAT−V−−−GSANLGKKDDPGA−−VNNS−
Phytomonas_sp_EM1 −−−WPRLTE−TTTKNKSIQIDWSRWLEDDLEEA−−−−−−PLDGF−−−−−−−−−−−−−−−−−−GEGGELDLQELQMNARKEAA−−−−−AEAGIDESEIPR−F−−−GSMKDVPGENQTE−−−−−−−
Phytomonas_serpens −−−WPRLTE−TKTKNKSIQIDWSLWREDDLEE−−−−−−DPHVGF−GE−−−−−−−−−−−−−−−−−GDEIDLQALQMDARKEAA−−−−−LDAGINESDIPS−F−−−GSMKNASAENQAE−−−−−−−
Phytomonas_sp_TCC066E −−−WPRLTE−TKTKNKSIQIDWSLWREDDL−−−−−−EEDPHVGF−−−−−−−−−−−−−−−−−−GEGDEIDLQALQMDARKEAA−−−−−LDAGINESDIPS−F−−−GSMKNAPAENQAE−−E−−−−
Phytomonas_sp_Hart1 −−−WPRLTK−MPMKNKNIKIDWNRWREDDMED−−−−−−DPNDGF−GIGE−−−−−−−−−−−−−−−GDELDLQALRMNARKEAA−−−−−EAVGFDESQIPP−F−−−GSMKDAAAAGKDD−−AL−−−
Phytomonas_sp_TCC418 −−−WPRLTK−TPTKHKNIQIDWNRWLEDDMED−−−−−−DPTDGF−GIGE−−−−−−−−−−−−−−−GDELDLQALQMETRKEAA−−−−−EAAGLDESEIPP−F−−−GSMKNVSGGNKAN−−EP−−−
Herpetomonas_muscarum −−−WPRLTK−DKSKNKNITIDWSRWKDEDDEDE−−−−−GDLGDF−GMGGLGGLTGNDED−−DEELTQKMIQQFAVSNAKG−−−−−−−EAEGAAGHTIPE−F−−−GSAEGQAEMAGGE−−AAA−−
Herpetomonas_wanderleyi −−−WPRLTL−STAKNPNITIDWARWKDEDDEGD−−−−−DANSDF−GLGG−−LDFGDEAM−−−AEMGQHLV−−−−−−GKDGAD−−−−−−−−−−−−−−−−−−−−−−GADET−−−−−−−−−−−−−−−
Endotrypanum_schaudinni −−−WPRLTR−EKVKYSNITIDWSKWKDVNEDEG−−−AADDLGDF−GLGG−−−−−GDETD−−−GQYSEMLNQLMQAKGQKDAE−−−−−ASAGLPHGTFPG−F−−−GSAQGQDATHDAS−−AAP−−
Endotrypanum_monterogeii −−−WPRLTR−EKVKYSNITIDWSKWKDVNEDEG−−−AADDLGDF−GLGG−−−−−GDETD−−−GQYSEMLNQLMQAKGQKDAE−−−−−ASAGLPHGTFPG−F−−−GSAQGQDATHDAS−−AAP−−
Leishmania_tarentolae −−−WPRLTK−EKVKCPNITIDWSKWKDENDDEC−−−ASDDLGDF−GLGG−−−−−GDEVD−−−GKYSEMLSQLMQAQGKRDAE−−−−−ESAGLPPGTIPE−F−−−GSAQGQGAADGAS−−AEA−−
Leishmania_braziliensis −−−WPRLTK−EKVKYPNITIDWSKWKDEDDEGA−−−−TDDLGDF−GLGG−−−−−GDAMD−−−GQYSEMLSQLMQTQGKKDAE−−−−−ELAGLPPGTIPE−F−−−GSAQRQEATHGAS−−AAA−−
Leishmania_panamensis −−−WPRLTK−EKVKYPNITIDWSKWKDEDDEGA−−−−TDDLGDF−GLGG−−−−−GDAMD−−−GQYSEMLSQLMQTQGKKDAE−−−−−ELAGLPPGTIPE−F−−−GSAQRQEATHGAS−−AAA−−
Leishmania_amazonensis −−−WPRLTK−EKAKYLNITIDWSKWKDENDDEC−−−AADDLGDF−GLSG−−−−−GDAMD−−−GQYSEMLSQLMQAQGQRDAE−−−−−ESAGLPTGTIPA−F−−−GSVRGQEATHDTS−−AGA−−
Leishmania_mexicana −−−WPRLTK−EKVKYPNITIDWSKWKDENDDEC−−−AADDLGDF−GLSG−−−−−GDAMD−−−GQYSEMLSQLMQAQGQRDAE−−−−−ESAGLPTGTIPA−F−−−GSARGQEATHGTS−−AGA−−
Leishmania_donovani −−−WPRLTK−EKAKYPNISIDWSKWKDENDDEC−−−AADDLGDF−GLSG−−−−−GDAMD−−−GQYSEMLSQLMQAQGQKDAE−−−−−ESAGLPPGTIPG−F−−−GSARGQEATHGAC−−AVA−−
Leishmania_infantum −−−WPRLTK−EKAKYPNISIDWSKWKDENDDEC−−−AADDLGDF−GLSG−−−−−GDAMD−−−GQYSEMLSQLMQAQGQKDAE−−−−−ESAGLPPGTIPG−F−−−GSARGQEATHGAC−−AVA−−
Leishmania_major −−−WPRLTK−EKSKYPNITIDWSKWKDENDDEC−−−AADDLGNF−GLSG−−−−−GDAMD−−−GQYSEMLSQLMQAQGQKDAE−−−−−ESADLPPGTIPG−F−−−GSARGQEATHGAS−−AET−−
Leishmania_arabica −−−WPRLTK−EKAKYPNITIDWSKWKDENDDEC−−−AADDLGNF−GLSG−−−−−GDAMD−−−GQYSEMLSQLMQAQGQKDAE−−−−−ESAGLPPGTIPG−F−−−GSARGQEATHGAA−−EEA−−
Leishmania_gerbilli −−−WPRLTK−EKAKYPNITIDWSKWKDENDDEC−−−AADDLGNF−GLSG−−−−−GDAMD−−−GQYSEMLSQLMQAQGQKDAE−−−−−ESAGLPPGTIPE−F−−−GSARGQEATHGAS−−AEA−−
Leishmania_turanica −−−WPRLTK−EKAKYPNITIDWSKWKDENDDEC−−−AADDLGNF−GLSG−−−−−GDAMD−−−GQYSEMLSQLMQAQGQKDAE−−−−−ESAGLPPGTIPG−F−−−GSARGQEATHGAS−−AEA−−
Leishmania_tropica −−−WPRLTK−EKAKYPNITIDWSKWKDENDDEC−−−AADDLGNF−GLSG−−−−−GDAMD−−−GQYSEMLSQLMQAQGQKDAE−−−−−ESAGLPPGTIPG−F−−−GSARGQEATHGAS−−AEA−−
Leishmania_aethiopica −−−WPRLTK−EKAKYPNITIDWSKWKDENDDEC−−−AADDLGNF−GLSG−−−−−GDAMD−−−GQYSEMLSQLMQAQGQKDAE−−−−−ESAGLPPGTIPG−F−−−GSARGQEATHGAS−−AEA−−
Leishmania_enriettii −−−WPRLTK−VKAKHPNITIDWSKWKDENDNEG−−−AADDLGDF−GLGG−−−−−DDAMD−−−GQYSEMLSQLMQAQGQRDAE−−−−−ESAGLPPGSFPG−F−−−GSAKGQDSAHGAS−−GAT−−
Leishmania_martiniquensis −−−WPRLTE−EKAKYPNITIDWSKWKDEYGDEG−−−AADDLGDF−GLGG−−−−−SDVMD−−−GQYSEMLSQLMQAQGQRDAE−−−−−EAAGL−−−−−PG−F−−−GSAKGQDLAHSAS−−AAA−−
Crithidia_luciliae_thermophila −−−WPRLTA−EKTKHANITIDWSKWKDADDDDGAAGGADDLGDF−GLGG−GGVGGDAMD−−−GQYAEMMNQLMQAQGQKDAE−−−−−EHAGLAPGSIPASF−−−CGGPGGDGGRGGE−−−−−−−
Leptomonas_costaricensis −−−WPRLTK−EKAKYPNITIDWGKWKDADDDNE−−GAADDLGDF−GLGG−GGVGGDAMD−−−GQYSEMLSQLMQAQGQRDAE−−−−−ESAGLAPGTIPA−F−−−GSAQGQTAMAEDG−−−−−−−
Leptomonas_sp_TCC2547 −−−WPRLTK−EKAKHANITIDWSKWKDADDDDD−GGAQDDLGDF−GLGGG−GAGGDAMD−−−GQYSEMLSQLMQAQGQQDAE−−−−−ESAGLAPGTIPG−F−−−GSAQGQAAMAEDG−−−−−−−
Leptomonas_sp_TCC2441 −−−WPRLTE−EKTKHSNINIDWSKWKDEGDNDA−−−GSDDLGDF−GLDG−−DGGGDEMD−−−GQYSEMLSQLMAAQGQQDAE−−−−−QHAGLPAGGLPT−F−−−GAAAGQKPSEGAE−−−−−−−
Crithidia_fasciculata −−−WPRLTE−DKTKHPNITIDWSKWKDEDEQDG−−AGADDLGDF−GLGG−−GGGGDAMD−−−GQYSEMLSQLMQAQGQKDAE−−−−−EHAGLPPGSIPA−F−−−GSAAGQEAMAADG−−−−−−−
Crithidia_acantocephali −−−WPRLTA−EKTKHPNITIDWSKWKDEDDEAA−−−GPDDLGDF−GLGGGMGGGGDAMD−−−GQYSEMLSQLMQAQGQRDAE−−−−−EHAGLPPGSIPG−F−−−GSAEGQKASEGAD−−−−−−−
Strigomonas_culicis −−−WPRLTQLKKYMSQHIQVDWKKWKDAEDDDGANATNDDMGDF−GMGG−−−−−−−−−D−−−−−FNEKMMQQFMMRDGAD−−−−−−−−−−−−−−−−−−−−−−−−GPADLEAADAPAE−−−−−−−
Strigomonas_oncopelti −−−WPRLTKVKKFMWQHIQVDWAKWKDVDETGE−AGAGDDLGDF−GMGG−−−−−−−−−D−−−−−FNEKMMQQFMMRGDAAAP−−−−−−−−−−−−−−−−−−A−−−ASTRRRRAAA−−−−−−−−−−
Strigomonas_galati −−−WPRLTKVKKYMSQHIQVDWGKWKDVDEAEG−GGAEDDLGDF−GMGG−−−−−−−−−D−−−−−FNEKMMQQFMMR−−−−−−−−−−−DDAGAPAGEHEG−−−−−GSGGGAAPAAAKE−−EE−−−
Angomonas_deanei −−−WPRLTKVKNYQQSFIKVDWSRWKDADEVDE−−−−QEDLDDF−GMGG−−−−−−−DSD−−−−−FMQKMVEQFKVP−−−−−−−−−−−−−−−−−−−−−−−−−−−−QNEVGGETAAGGN−−−−−−−
Angomonas_desouzai −−−WPRLSKTKKYQPQLITIDWARWKDADDAGD−−−EEEDLGDF−GMGG−−−−−GDD−−−−−−−FTEK−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−
Trypanosoma_sp_TCC1307 QRNWPRLTR−EKRSGHLIQVDWTRWRDEEEEEDMNNNNNNNNMF−−−−−−−−−−GGEMDDGMMDYGDLMSRMMMQQSAVGGE−−−−−EFLGKETQNTNVKSDNKNVLGGKRTEEEEE−−−−−−−
Trypanosoma_theileri SRAWPRLTE−DKSRNTRIQVDWTRWKDDDEDEEDPSGVDGQDGL−GVN−−−−−−−−−−−−−−−−YEELMSQMMAQKDFDENDLALDENSTGVSVKDNNN−−−−−NSCNSNANTKNED−−−−−−−
Trypanosoma_theileri SRAWPRLTE−DKSRNTRIQVDWTRWKDDDEDEEDPSGVDGQDGL−GVN−−−−−−−−−−−−−−−−YEELMSQMMAQKDFDENDLALDENSTGVSVKDNNN−−−−−NSCNSNANTKNED−−−−−−−
Trypanosoma_cyclops SQAWPRLTQ−AKTRNPHIQVDWTRWKDDDDDSD−−−GVDAGDGF−GVN−−−−−−−−−−−−−−−−YEELMSHMMTQKTLDENDLELDNNSTGVSPKDINKNDNIYSSGRNNDASTNNE−−D−−−−
Trypanosoma_sp_TCC878 CRAWPRLTR−EKIKSNNIQVDWSRWKDEDEDDD−−−DDDDDDESGGGGG−−−−−GLGMN−−−−−YEDIMSQMMMKQTAEEED−−−−−EEDEKADLNIELKNNKKTSENAAEIHNNKR−−QTAGN
Trypanosoma_vivax CRVWPRLIR−DKVKNSHIQVDWSRWRDDDESEE−−−−−−−−−DFNGMDG−−−−−−−−MG−−−−−YNDLMAQMMSQKLDN−−−−−−−−PDSELMQGEVMGND−−−WQEPKDTSPDNGD−−−−−−−
Trypanosoma_congolense CRSWPRLTR−EKSKNNRIQVDWSRWQDEDE−−−−−−−−EDDGGL−GMD−−−−−−−−−−−−−−−−YNDLMSQMMNQRGLEDSQESDFGDGDGARTDGFRA−−−−−GKDNVINADGSDS−−−−−−−
Trypanosoma_brucei_T SRSWLRLTR−DKSKNSHIQVDWSRWRDEDEDE−−−−−−DETGGL−GMD−−−−−−−−−−−−−−−−YNDLMSRMMTQKGLGEDD−−−−−−−−CMDCGNHTDED−−−GVGPGADKANHSD−−−−−−−
Trypanosoma_brucei_gambiense SRSWLRLTH−DKSKNSHIQVDWSRWRDEDEDE−−−−−−DETGGL−GMD−−−−−−−−−−−−−−−−YNDLMSQMMTQKGLGEDD−−−−−−−−CMDCGNHADED−−−GVGPGADKANHSD−−−−−−−
Trypanosoma_evansi SRSWLRLTR−DKSKNSHIQVDWSRWRDEDEDE−−−−−−DETGGL−GMD−−−−−−−−−−−−−−−−YNDLMSQMMTQKGLGEDD−−−−−C−−−MDCGNHADED−−−GVGPGADKANHSD−−S−−−−
Trypanosoma_sp_TCC2186 SRAWPRLTR−DKAKNRLIQVDWSRWKDDDDDAGAGGDDDDGGEF−GMD−−−−−−−−−−−−−−−−AGDIMSQMMMAQQQSQSQ−−−−−−−−−−−−−−−−−−−−−−SYGDGPDAMEREGLPAD−−−
Trypanosoma_sp_TCC339 SQQWPRLTK−DKAKNHLIQVDWSRWKDDDEGGD−−−GNEDDGEF−GMD−−−−−−−−−−−−−−−−YGDLMSQMMMQQSHAEAE−−−−−EATGMQ−−−IPK−F−−−GEAAGQKAMTNEAIMNAKDD
Trypanosoma_ralphi HRAWPRLTR−DKAKNRHIQVDWSRWKDDEEGAD−−−DDEDDAGF−GMD−−−−−−−−−−−−−−−−YGDLMSQMMAQKDLAEPE−−−−−−−−PAPAGSSNA−−−−−APQEGSNSNNTKN−−−−−−−
Trypanosoma_grayi HRAWPRLTR−DKERNPHIQVDWSRWKDDDDEGA−−−−−DDGED−−−−GG−−−−−GLGMD−−−−−YGDLMSQMMAQKDFAEAE−−−−−STS−−AGSDAPG−−−−−QEASGIKNNNINT−−NNN−−
Trypanosoma_lewisi CRSWPRLTK−DKTKNCHIQVDWSRWKDDDDDDG−−−ENDNDGGM−DFD−−−−−−−−−−−−−−−−YSNLMSQVMSQNSIEGMK−−−−−SSASF−EGTLDGKG−−−ASSSSGSSNKNHNVSHNNDN
Trypanosoma_wauwau CCAWPRLTK−EKTRNPNIKVDWSRWKDDDDDDE−−−−SENGGGL−GLD−−−−−−−−−−−−−−−−YANMMSEMMLQNRLDETE−−−−−−−STPPSSNVEEVVNKAIHTKSGGSGDGNN−−−−−−−
Trypanosoma_livingstonei CRAWPRLTK−DKTKNCHIQVDWSRWKDDDDDDD−−−DADENG−−−GSGG−−−−−−LGFD−−−−−YGNLMSEMMSQKRFEE−A−−−−−EPAPLQ−SAAEG−K−−−EDSGHASANTKDI−−MGTD−
Trypanosoma_sp_H25 CHAWTRLTK−DKTKNCHIQVDWSRWKDDDDDAD−−−−NENDDGF−GFD−−−−−−−−−−−−−−−−YGNMMSEMMSQKGLEEAE−−−−−−−−STPIQRALE−−−−−GKDEYTDPNKNVS−−IGAGN
Trypanosoma_erneyi CRAWPRLTR−DKTKNCHIQVDWSRWKDDDDADS−−−−−ENDGGL−GFD−−−−−−−−−−−−−−−−YGNLMSEMMSQKGLEKTGPLPLPDSLDGNDGN−−−−−−−−GNLSRNDAMGAGN−−−−−−−
Trypanosoma_dionisii CRAWLRLTK−DKTKNCRIQVDWSRWKDGDDDAA−−−−SEDDGGL−GFD−−−−−−−−−−−−−−−−YGNLMSEMMSQRELEKTE−−−−−−−−−−−PTPLP−−−−−−SALEGKDDKDNLNKKDVMGD
Trypanosoma_cruzi_G CRAWPRLTK−EKTRNCHIQVDWSRWKDEDA−−−−−−DSENDGGL−GFD−−−−−−−−−−−−−−−−YDNMMSEMMLQKGLEEKE−−−STPFSSVLEGKGEN−−−−−GNQEKNDAMGTGN−−−−−−−
Trypanosoma_cruzi_marinkellei_B7 CRAWPRLTR−EKTKNCHIQVDWSRWKDDDA−−−−−−DSENDGGV−GFD−−−−−−−−−−−−−−−−YGNMMSEMMLQEALERKE−−−−−PTS−−PTKVLEE−−−−−−EDENDNPTKKDA−−MGTG−
Trypanosoma_rangeli_AM80 CRAWXRLTK−DKTKNCHIQVDWSRWKDEDDDTD−−−−−TGEGGL−GFD−−−−−−−−−−−−−−−−YGNMMSEMMMPNGLENGEAMPFTSEAEHKSGSA−−−−−−−NLSKNDEVETGNN−−−−−−−
P.caudatus −−−WPRLTK−EKVKNANLQIDWNRWVDEDEVAE−−−−GENLGDF−GMGGGMPGMGGMGGGMGGGMGGMDMQQLLAQMGGMGG−−−−−−MGGMD−−−−−−−F−−−GGAAGQEGMDEGE−−−−−−−
Bsaltans −−−WPRLTK−EKVKSQYIQIDWNKWKDEDDEGA−AAGQDDLGDF−GLGG−−−−−−−GGG−−−GGMGGLDMQQMLAQLGGGGA−−−−−−−−−−−−GGLGG−F−−−GSAAGQEGMDPSA−−−−−−−
Bodosp −−−WPRLTK−EKVKSQYIQIDWNKWKDEDEGAP−−−−−EDLGDF−GMGG−−−−−−−−−G−−−GGMGGLDMQQMLAQLGGGAG−−−−−GLGGAPA−−−−−−F−−−GSAAGQEFDTGAV−−−−−−−
Bodosp −−−WPRLTK−EKVKSQYIQIDWNKWKDEDEGAP−−−−−EDLGDF−GMGG−−−−−−−−−G−−−GGMGGLDMQQMLAQLGGGAG−−−−−GLGGAPA−−−−−−F−−−GSAAGQEFDTGAV−−DAA−−

249
Lbp23B −G−−DDDSEMPPLEDDM−
Trypanosoma_conorhini −−−DDDYDDLPPLEG−−−
Phytomonas_sp_EM1 −−−EPEDDDMPPLEEEAL
Phytomonas_serpens −−−EPDDDDMPPLEEETF
Phytomonas_sp_TCC066E −−−−PDDDDMPPLEEETF
Phytomonas_sp_Hart1 −−−−DYDDDMPPLEEDTL
Phytomonas_sp_TCC418 −−−−QDEDDMPPLEEDTL
Herpetomonas_muscarum −−−DDDDDDMPPLEEDA−
Herpetomonas_wanderleyi −−−−DEDDDMPPLEEDL−
Endotrypanum_schaudinni −GDDDDDDDMPPLEEDDA
Endotrypanum_monterogeii −GDDDDDDDMPPLEEDDA
Leishmania_tarentolae −G−−DDDADMPPLEADT−
Leishmania_braziliensis −G−−DDDSEMPPLEDDM−
Leishmania_panamensis −G−−DDDSEMPPLEDDM−
Leishmania_amazonensis −G−−DDDGDMPPLEEDT−
Leishmania_mexicana −G−−DDDGDMPPLEEDT−
Leishmania_donovani −G−−DDDGDMPPLEEDT−
Leishmania_infantum −G−−DDDGDMPPLEEDT−
Leishmania_major −G−−DDDGDMPPLEEDT−
Leishmania_arabica −G−−DDDGDMPPLEEDT−
Leishmania_gerbilli −G−−DDDGDMPPLEEDT−
Leishmania_turanica −G−−DDDGDMPPLEEDT−
Leishmania_tropica −G−−DDDGDMPPLEEDT−
Leishmania_aethiopica −G−−DEDGDMPPLEEDT−
Leishmania_enriettii −G−−DDDGDMPPLEEDDT
Leishmania_martiniquensis −G−−DDDGDMPPLEEDDM
Crithidia_luciliae_thermophila −−−−−RGGRYAAAGGG−−
Leptomonas_costaricensis −−−−−DDDDMPPLEEADV
Leptomonas_sp_TCC2547 −−−−−EDDEMPPLEEGVA
Leptomonas_sp_TCC2441 −−−−EEDDDLPPLEEDAN
Crithidia_fasciculata −−−−−GDDDMPPLEEDRD
Crithidia_acantocephali −−−−EDDDDMPPLEEDTH
Strigomonas_culicis −−−EEEDDEMPPLEEC−−
Strigomonas_oncopelti −−−−−−−−−−−−−−−−−−
Strigomonas_galati −−−−EEDDEMPPLEECC−
Angomonas_deanei −−−−EEEDDLPPLEDDY−
Angomonas_desouzai −−−−−−−−−−−−−−−−−−
Trypanosoma_sp_TCC1307 −−−−DDFEDLPPLEE−−−
Trypanosoma_theileri −−−−EDFDDLPPLEE−−−
Trypanosoma_theileri −−−−EDFDDLPPLEE−−−
Trypanosoma_cyclops −−−−GDFDDLPPLED−−−
Trypanosoma_sp_TCC878 SHAEEEFDDLPPLEE−−−
Trypanosoma_vivax −−−−DSCDDLPPLEQ−−−
Trypanosoma_congolense −−−−DDYDDLPPLEP−−−
Trypanosoma_brucei_T −−−SDDYDDLPPLEP−−−
Trypanosoma_brucei_gambiense −−−SDDYDDLPPLEP−−−
Trypanosoma_evansi −−−−DDYDDLPPLEP−−−
Trypanosoma_sp_TCC2186 −−−−DDFDDLPPLEE−−−
Trypanosoma_sp_TCC339 QGAEDDFEDLPPLEE−−−
Trypanosoma_ralphi −−DDDDYDDLPPLEE−−−
Trypanosoma_grayi −NDDDDYDDLPPLEE−−−
Trypanosoma_lewisi DNNEDDYDDLPPLE−−−−
Trypanosoma_wauwau −−SDDDYDDLPPLEE−−−
Trypanosoma_livingstonei NDNDDDYADLPPLEE−−−
Trypanosoma_sp_H25 NNNDDDYDDLPPLEG−−−
Trypanosoma_erneyi −−NDDDYADLPPLEE−−−
Trypanosoma_dionisii GNNDDDYDDLPPLEE−−−
Trypanosoma_cruzi_G −−IDDDYEDLPPLEE−−−
Trypanosoma_cruzi_marinkellei_B7 −NNDDDYEDLPPLEE−−−
Trypanosoma_rangeli_AM80 −−KDDDYDDLPPLEG−−−
P.caudatus −FEEKEEEEMPPLEDQ−−
Bsaltans −LDNVEDEDMPPLEG−−−
Bodosp −−DAAEDEDMPPLEG−−−
Bodosp −−−−−EDEDMPPLEG−−−



P−−N−IVAKMLNPGV−−−−−−−−−−
P−−N−IVAKMLNPDV−−−−−−−−−−
PFAE−EVKTMPSKVNTHMLCYARER
P−−N−VIAELQRTLLAAKKS−−−−−

EKSE−EPAADISDLNA−−−−−−−−−
E−−E−DAPADLKDLEE−−−−−−−−−
DEAP−AQAADLQDLDAK−−−−−−−−
EE−E−EPAADISDLNA−−−−−−−−−
E−−G−APAADLKDLE−−−−−−−−−−
G−−E−QAGANLNDLE−−−−−−−−−−
E−−E−RPVADLSDLDN−−−−−−−−−
E−−E−RPVADLSDLDN−−−−−−−−−
AAAG−DDDSEMPPLEDDM−−−−−−−
NHSDSDDYDDLPPLEP−−−−−−−−−
I−−D−DDYEDLPPLEE−−−−−−−−−
AETG−DDDGDMPPLEEDT−−−−−−−
−−−−−VEDEDMPPLEG−−−−−−−−−
D−−A−AEDEDMPPLEG−−−−−−−−−
D−−A−AEDEDMPPLEG−−−−−−−−−
E−−E−KEEEEMPPLEDQ−−−−−−−−
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1
−−−−−−−−−−−−MAEAPRPLSIKLTWAQRMRTLLLTCAVVDATDVEAVVSDFATNSERPSTVVIRMRGPSPDGAMAPAGGGPLMAQYEETLTFYDAIDPSKVFVHAAGRNVYIRLTKH−−−KGDGGGSGGFF−−−−−WP−
−−−−−−−−−−−−MAEAPRPLSIKLTWAQRMRTLLLTCAVVDATDVEAVVSDFATNSERPSTVVIRMRGPSPDGAMAPEGGGPLMVQYEETLTFYDAIDPSKVFVHAAGRNVYIRLTKH−−−KGDGGGSGGFF−−−−−WP−
−−−−−−−−−−−−−−−−−MSLHPILQWAQRPDLVLITVPLQDATNVSVTIKD−−−−−−−−−TLSIEFES−−−EGK−−−−−−−−−−−KYAASFTLFDEVVPEESNHVVRPRQIELKLQKK−−−−−−−−NVDAEY−−−−−WPA
MASTLSPSLPANTPSSSNALPLPVVWTQRIHDVYLTANVLEPQSVFVEFHA−−−−−−−−−−TEVLIRCQQHVGDEQK−−−−−−−−QYQLSLSLFAPIDVPRCEYIVLTRGIRLKLKKA−−−−−APSSGRPAF−−−−−WT−

−−−−−−−−−−−−−−−−−−MSHLPIKWAERKDRVFITVEAMTASDVHVTFQE−−−−−−−−KTVSISGYGVTAKGSEPH−−−−−−−−TLKGELHLLKEIVPEDSTFKVLGVSIQICAMKK−−−−−−−−−−DQGY−−−−−WN−
−−−−−−−−−−−−−−−−−−−MHIPTKWAERNDKLYITLQVASAKDVNITFTD−−−−−−−−KTIKISGQGVTQRSSEPH−−−−−−−−ELKDEITLLKEIVPEKSSFKVLGVSIQVCAAKK−−−−−−−−−−DEGY−−−−−WN−
−−−−−−−−−−−−−−−−−−MAHIPTKWAERKDKLYVTLQVSGATDVDVKFTE−−−−−−−−NTISITGKGITPKASEPH−−−−−−−−GLNDKITLLKEIIPEKSSFKVLGVAIQVCAVKK−−−−−−−−−−EEGY−−−−−WN−
−−−−−−−−−−−−−−−−−−MSHLPIKWAERKDRLFITVEASTPTDVQVNFQE−−−−−−−−KTVSISGNGITANGSQPH−−−−−−−−ALKDELHLLNEIVPEQSTFKVLGMAIQICAIKK−−−−−−−−−−EQGY−−−−−WN−
−−−−−−−−−−−−−−−−−−MTQTPTKWAERKDKLFITVESSNATDVKVNFTD−−−−−−−−NSVSLTGSGITAKSSDVH−−−−−−−−PIQVNLALFKNIVPAQSSFKVTGPSIQILCIKA−−−−−−−−−−DAGY−−−−−WE−
−−−−−−−−−−−−−−−−−−MTQTPTKWAERSDKLFITVEASNATGVTVDFTE−−−−−−−−DGLVLSGSGITAKSSEAH−−−−−−−−TLQLKLTFVKSIVPDKSSFKVTGPSIQILAFKA−−−−−−−−−−ESGY−−−−−WE−
−−−−−−−−−−−−−−−−−MSKHPSTRWAERKDKLFITIDVSNATDVAVGFTD−−−−−−−−KSVVVTGTGNTASSDGAQ−−−−−−−−PFALTINFQKPVNPSGGSYKVLGQTIQLVAEKA−−−−−−−−−ESGPF−−−−−WG−
−−−−−−−−−−−−−−−−−MSKHPSTRWAERKDKLFITIDVSNATDVAVGFTD−−−−−−−−KSVVVTGTGNTASSDGAQ−−−−−−−−PFALTINFQKPVNPSGGSYKVLGQTIQLVAEKA−−−−−−−−−ESGPF−−−−−WG−
−−−−−−−−−−−−−MSASGSLVPPISWAQRPEYVLVTIPLQDTTGVTVEIKD−−−−−−−−EGRELLFACCAPEGK−−−−−−−−−−−QYACTIHFYGAISSEESQHVVRPRQIELKLRKKLTRSLEDA−DDEVE−−−−−WP−
−−−−−−−−−−−−MTNQSDAIFPNILWAQRAELVLITIPLQDATNVVVEIKE−−−−−−−−−GRVLHFEAEA−GGE−−−−−−−−−−−KYRCDVELFREVVSEESRHAAQPRQIDIQLRKK−−−APLTESGEEEFAQSRSWL−
−−−−−−−−−−−−MSAGKEVVFPNILWAQRSEHVFVSIPLQDAANVAVEIRS−−−−−−−−−GRLLHFSATA−GGQ−−−−−−−−−−−DYGCVLELFREISSEESSHVTLPRQIELKLKKK−−−WPNDASDEKEVALCRAWP−
−−−−−−−−−−−−−MSSSGPLAPPISWAQRPEYVLITIPLQDTTGVSVEIKD−−−−−−−−EGRELHFACSSPEHK−−−−−−−−−−−QYACTIHFYGVISSEESQHVVRPRQIELKLRKKFSKSLEDANDDEVE−−−−−WP−
−−−−−−−−−−−−−−−−−MALHAPINWAQRNDVILVTIPIQDAADVKISLTD−−−−−−−−−−−VFSFSCTS−SGK−−−−−−−−−−−QYTAEFPLFDKVVPEESSNVVRPRQIELKIRKA−−−−−−−−DVEKEY−−−−−WP−
−−−−−−−−−−−−−−−MAQQLHAPINWAQRNDLLLLTIPVQDATNVQVTLTS−−−−−−−−−−−TFKFSATS−DGK−−−−−−−−−−−HYTCDITLFDEVVPEESSHVVRPRQIEFKIRKA−−−−−−−−ATDKEY−−−−−WP−
−−−−−−−−−−−−−−−MAQQLHAPISWAQRNDLLLLTIPLQDASNVQVTLTS−−−−−−−−−−−TFKFSATS−DGK−−−−−−−−−−−HYACDITLFDEVVPEESSHVVRPRQIEFKIRKA−−−−−−−−ATDKDY−−−−−WP−
−−−−−−−−−−−−−−−−−MSLHPILQWAQRPDLVLITVPLQDATNVSVTIKD−−−−−−−−−TLSIEFES−−−EGK−−−−−−−−−−−KYAASFTLFDEVVPEESNHVVRPRQIELKLQKK−−−−−−−−NVDAEY−−−−−WP−
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−−−−−−−−−−−−−−−−−−−−RL−LKDGADQKRRRNITV−−DWGLWKDE−−DD−−−IAEEAEEEEF−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−ASI−−−−−−−−−−GAFRAFT−−−−−−MSNGVNVNGGGD
−−−−−−−−−−−−−−−−−−−−RL−LKDGADQKRRRNITV−−DWGLWKDE−−DD−−−IAEEAEEEEF−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−ASI−−−−−−−−−−GAFRAFT−−−−−−MSNGVNVNGGGD
SPRRRSRTLTFRSTGTAGSTRMRSRRARTSATSVWAAVCPAWAVWAVEWAAAWAVWTCSSSLPRW−−−−−−−−−−−−−−−−−−−−AAWAVWVVWTSAVPPARRAWTRASSRRRRRRRCPPSR−−−−−−TSRPLSLTHPLL
−−−−−−−−−−−−−−−−−−−−RI−TEQ−−−KVKLAHVTV−−DWDTWKDE−−DE−−−LIEADDEATQ−−−−−−−−−−−−−−−−−−−−−GAAFSEMMG−−−−−−−−−−−−−−−−−−−−−−−−−FR−−−−−−MANGTTISGGGD

−−−−−−−−−−−−−−−−−−−−RL−VEE−PTKLTKSWLSA−−DWNLWKDE−−DD−−EAEEDAAASNF−−−−−−−−−−−−−−GGYGDMGGMDMGSMMGGMGG−−MGGMDMESMMASMGKGAGGDSDDEEMADSEGEEQADDEC
−−−−−−−−−−−−−−−−−−−−KL−VDQ−PTSSTKNWLSV−−DWNLWKDE−−DE−−−−−ADEVPAGF−−−−−−−−−−−−−−−−−−−GDYGDLSNMMN−MGGMDMGGM−−−−−−−−−−−−−−−−−−−−−−−DMGAMDDDSDDE
−−−−−−−−−−−−−−−−−−−−KL−VNQ−SSSSTANWLSV−−DWNLWKDE−−DE−−−−−DDDGPAGF−−−−−−−−−−−−−−−−−−−GDYGDLSNMMNMGGMGGMDGM−−−−−−−−−−GGMGGME−−−−−−GMEGMDDSDDDE
−−−−−−−−−−−−−−−−−−−−RL−VDE−PTKATKSWLSA−−DWNLWKDE−−DD−−EAEEMAAASNF−−−−−−−−−−−−−−GGYGDMGGMGGMDMASMMGG−−MGGMDMESMMASMGKGAGVDSDDEEL−DDDGAEVADGEC
−−−−−−−−−−−−−−−−−−−−KL−VNE−PNAKTKSWLSV−−DWNLWKDE−−DE−−−−EKADEQVNF−−−−−−−−−−−−GGGGMGGGGYGDMSNMMNMMQGGGMGGMDM−−−−−−−−SALQGMG−−−−−−GMGGADSDDEDE
−−−−−−−−−−−−−−−−−−−−KL−VSE−PNSKTKNWLSV−−DWNLWKDE−−DE−−−−ERADEKIDF−−−−−−−−−−−−−−GGGGAGGYGDMSNMMNMMQGGGLGGL−−−−−−−−−−GGEP−−−−−−−−−−−−−−DSDDEEE
−−−−−−−−−−−−−−−−−−−−RM−TEE−PTKATKQWLSA−−DWNLWKDE−−DE−−−−VDEGEKIDF−−−−−−−−−−−−−−−−−−−GGYGDLQHMLQNK−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−LYGEAEPDSDDE
−−−−−−−−−−−−−−−−−−−−RM−TEE−PTKATKQWLSA−−DWNLWKDE−−DE−−−−VDEGEKIDF−−−−−−−−−−−−−−−−−−−GGYGDLQHMLQNK−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−−LYGEAEPDSDDE
−−−−−−−−−−−−−−−−−−−−RL−TKE−−−KVKYPNITI−−DWSKWKDE−−DD−−−EGATDDLGDF−−−−−−−−−−−−−GLGGGDAMDGQYSEMLSQLMQ−TQGKKDAEELAGLPPGTIPEFG−−−−−−SAQRQEATHGAS
−−−−−−−−−−−−−−−−−−−−RL−TRD−−−KSKNSHIQV−−DWSRWRDE−−DE−−−−−DEDETGGL−−−−−−−−−−−−−−−−−−−−−GMDYNDLMSRMMTQKGLGEDDC−−−−−−−MDCGNHT−−−−−−DEDGVGPGADKA
−−−−−−−−−−−−−−−−−−−−RL−TKE−−−KTRNCHIQV−−DWSRWKDE−−DA−−−−−DSENDGGL−−−−−−−−−−−−−−−−−−−−−GFDYDNMMSEMMLQKGLEEKESTPFSSVLEGKGENG−−−−−−NQEKNDAMGTGN
−−−−−−−−−−−−−−−−−−−−RL−TKE−−−KSKYPNITI−−DWSKWKDE−−ND−−DECAADDLGNF−−−−−−−−−−−−−GLSGGDAMDGQYSEMLSQLMQ−AQGQKDAEESADLPPGTIPGFG−−−−−−SARGQEATHGAS
−−−−−−−−−−−−−−−−−−−−RL−TKE−−−KVKSQYIQI−−DWNKWKDE−−DDEGAAAGQDDLGDF−−−−−−−−−−GLGGGGGGGMGGLDMQQMLAQLGGGGAGGL−−−−−−−−−−GGFGSAA−−−−−−GQEGMDPSALDN
−−−−−−−−−−−−−−−−−−−−RL−TKE−−−KVKSQYIQI−−DWNKWKDE−−DE−−−−GAPEDLGDF−−−−−−−−−−−−GMGGGGGMGGLDMQQMLAQLGG−GAGGL−−−−−−−−−−GGAPAFG−−−−−−SAAGQEFDTGAV
−−−−−−−−−−−−−−−−−−−−RL−TKE−−−KVKSQYIQI−−DWNKWKDE−−DE−−−−GAPEDLGDF−−−−−−−−−−−−GMGGGGGMGGLDMQQMLAQLGG−GAGGL−−−−−−−−−−GGAPAFG−−−−−−SAAGQEFDTGAV
−−−−−−−−−−−−−−−−−−−−RL−TKE−−−KVKNANLQI−−DWNRWVDE−−DE−−−VAEGENLGDFGMGGGMPGMGGMGGGMGGGMGGMDMQQLLAQMGG−−MGGM−−−−−−−−−−GGMDFGG−−−−−−AAGQEGMDEGEF
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