
- -

Mt-nd6

Mt-atp8

Mt-nd4l

Mt-nd5

Mt-nd3

Mt-nd4

Mt-nd2

Mt-cyb

Mt-nd1

Mt-co1

Mt-co2

Mt-cox3

α-P
ine
alo
cy
te

β-P
ine
alo
cy
te

α-A
str
oc
yte

β-A
str
oc
yte

γ-A
str
oc
yte

α-M
icr
og
lia

β-M
icr
og
lia

VL
MC
s

En
do
the
lia
l

Rpl4

Rpl6

Rpl29

Rpl7

Rpl3

Rpl37a

Rpl11

Rpl24

Rpl23

Rpl15

Rpl23a

Rpl21.3

α-P
ine
alo
cy
te

β-P
ine
alo
cy
te

α-A
str
oc
yte

β-A
str
oc
yte

γ-A
str
oc
yte

α-M
icr
og
lia

β-M
icr
og
lia

VL
MC
s

En
do
the
lia
l

25
%

50
%

75
%

10
0%

% Expressing Avg. Expression Z
210-1-2

S3 Fig. Relative expression of oxidative phosphorylation and RP transcripts. Color intensity 
represents the z-scored average of normalized counts for a given gene across all cells. Dot size represents 
the fraction of cells within a cell type that express a given gene (see legend at bottom).  All day and night 
samples included (N=13,607). (+) symbol above dot indicates transcript upregulation at night, (-) indicates 
upregulation during the day (p<0.01, Wilcoxon rank sum; effect size ≥ 0.35, fold change ≥ 2.0, expressed 
in ≥ 15.0% of cells).    
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