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Supplementary Figure S1. Pearson’s correlation of gene expression levels between
biological replicates in the present RNA-seq assay. A number of 4-7 biological replicates of
each treatment and genotype combination were included in the analysis. A clear correlation of
gene expression level between biological replicates was observed (R? > 0.92). CK, water
infiltration control; PST, P. syringae DC3000 infiltration; OE, wNPR1-OE transgenic line;
Kd, HYNPR1-Kd transgenic line.



