AWRKY24 XP 020160645

TUWRKY50_EMS47362

100

@

(=]
=8 9
[1a] @ \nd
— — o
(] = ]
u W *
8§ & 5§ & ¢
o ! < & &
> S a' &5 N
[ e 5 ,
O ”
S 9 &
g oz & & 8 @ q
= < 3 'k}: —\rp ! & /\QQ
Z £ &g & &
s & Yy K
] 2 = & K\t Q§L . q,@@
8 & @4&\ w
p) S ‘_,\139/ QQ%%‘E‘J
~ & \X‘\QXM N
> G h\f\?/
Q-
5 R e m%ﬂ;\
%)
Ao -
% R {\NR“GSA’
<P 01022865
& BAWRKYTOAT—
HYWRKYB4_Novel03551
% 100
100 A[’MJRKY
100 B4XP_0201859 14
7 il N MTT&?SQ
et 200 2] /f}’q"
2 }-‘? cfx X5
3 P e, 017,
2 % @, 0 o 373
% B Tk
g ZZ’Z’ ’%‘%’ 2 9_79,?0
- % T %,
A 19\ {‘p fr @5)
o - = - 4 1, %,
= 2 T = ’5% g 7 )
3 = =z 2 L < o
z Z P ?2‘ ks & N
- > = i Y LPLQ tg)
= = < = 5. AN >
= a3 ~ b @
z ! °c 2z Q
§ 5 = % 3
| ps © b
2 < o = ©
3 ¥ © )
oo =
b e
> =

Supplementary Figure S6. The polygenetic tree of the characterized WRKY proteins in the RNA-
seq database. A neighbor joining tree was generated by MEGA software using all of the ten WRKY
proteins selected from our RNA-seq database (* star labeled) and their homologs from Hordeum
vulgare (Hv), Aegilops tauschii (At), Brachypodium distachyon (Bd), Triticum aestivum (Ta),
Triticum urartu (Tu), and Sorghum bicolor (Sb) obtained from GenBank nr database. All the
WRKY's were temporally designated according to their closest homologs.



