.MSPDSISSSVNQDLSTPTPPTSLSSTSTNSNTNASSGQKRIRATGEALEFLISEFETNPNPSPE
RRKFISDKAQMNEKAVRIWFQNRRAKQRKFERQMLRKETDSPGNYAGIYNTYTPNPPTVTTDMT
NFNVNGSAGGATADFNDKLKNISSIPVEVNEKYCFIDCRSLSVGSWQRIKTGFHQSNLLTNNLI
NLAPVTLNQVMSNADLLIILSKKNLELNYFFSAISNNSRILFRIFYPLNAVVKCSLFDNNYYQN
NNTNGTNSSDDNNISEIRLNLCQKPKFSVYFFNGSNTNNQWSICDDFSEGQQVSCAFAANDNSL
PSNGKNQSFSNTIPHVLVGSTLSLOYLSOFILOHOOROROOOROAQOPOPOPOPHNOFDFNSQPF
ETIPTSAINNNFNTTKTVNSSSMOGFVPGDFODLPAIYESISNSNHTTTTDLKDTNATTTTTNK
HTPSSTTFTPQNLNGSNQSQTNVTYTNNYNESPFSIASTTNNNNTNSNRSNSQSHNPIFSDQLF
YESSESASTNSPQFAMKKMNSETKLYINGNVSSNSSTNGPPLDDDNNLFDGVTRFTTTETSPED
DIIGMFTSQAHEPSAFELANGVTSSGSSYTHINNGSLTKSDKTFTGLSETSNNNNNTNGINFVD AD2
DFHVGNEFGDIDFEHHYSQDHHOQOQOKNDNNNGNTNLDSFIDFEN

AD1

9 o

I 111 111 ‘ 1 | l pos.: 345-382 Glutamine-rich region
‘ I I ‘ 11 | ‘ ! raw-score = 74  Profile.

Qulsafilahaararagaraaapapanaphnafdfnsd N-score = 11.065

E-value = 0.00018

Sequence Start Emd C1 C2 €3 C4 C5 C6 C7 C8 C9 C10 ci1 €12
DSISSSVNQ 4

SSVNQOLST 8

EALEFLISE 46
EFLISEFET 49
NLLTNNLIN 185
NYFFSALISN 220
QYLSQFILQ 345
SAINNNFNT 390
TNLDSFIOr 675




