Phenotype histogram and quantile-quantile plots of p-values

30+ 20+
& & 15
2 20 0
S S i0-
Q10 o
LL L. 5
O 1 T T T T T O —f T T T T T
40 60 80 100 120 16 1.7 18 19 20 21
Phenotype Phenotype
Original phenotype distribution Transformed phenotype distribution
o o . o
- A=1.002 ] A=1.002 o o) A=1.058
D 7.5 —_ 3 64 ; 3 61
= = 4 =
o) o) o)
0 5.0 0 4 0 4
o) o] o]
o o o
o 2.5 o 2 () 2
> > >
_.O 0 O L T T T T _|o O L T T T T _|o O L T T T T T
0 2 4 6 0 2 4 6 0 1 2 3 4
-log10(Expected P) -log10(Expected P) -log10(Expected P)
SNP INDEL ORF
SNP results
— Chrl Chr2 Chr3 Chr4 Chrs
()] .
275
850-
9 25-
D
_? 0.0- | I ]
Y %%

Peakrank Chr SNP pos(bp) -loglO(pvalue) Candidate gene ID  Candidate gene name  Distance to gene(bp)

1 2 9581436 8.825307 AT2G22540 SVP 0
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ORFS results
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