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2028698498 Histidine triad nucleotide-binding protein 2, mitochondrial 05=Mus musculus GN=Hint2 PE=1 SV=1

1650910363 AP-3 complex subunit delta-1 0S=Mus musculus GN=Ap3d1 PE=1 SV="

1.429192361 Vacuolar protein sorting-associated protein VTAL homolog 0S=Mus musculus GN=Vtal PE=1 SV=1
151953211 Transgelin-3 05=Mus musculus GN=TagIn3 PE=1 SV=1

lus musculus GN=Atp6v1b2 PE=1 SV=1

2.077552561 Ankyrin-2 0S=Mus musculus GN=Ank2 PE:
1349203704 BMP-2-inducible protein kinase 0S=Mus musculus GN=Bmp2k PE=1 SV=1
3.397778029 Flotillin-1 0S=Mus musculus GN=Flot1 PE=1 SV=1

1755189826 Isoform 2 of Ankyrin-2 0S=Mus musculus G
1316043364 Septin-5 O
231737109 NAD(P)H-hydrate epimerase 0S=Mus musculus GN=Apoalbp PE=1 SV=1




Bum up, Veh down

Accession _Gene _Log? fold change in Bumetanide _Students T Test in Bumetanide _-Log10 T Test in Bumetanide Log? fold change in Vehicle __Students T Test in Vehicle __-Log10 T Test in Vehicle ___Description

Q99M71  Epdrl 0439206302 0000225228 3.647377589 0147901954 0046238142 1334999621 Mammalian ependymin-related protein 1 05=Mus musculus GN=Epdrl PE=2 SV=1,

P32848  Pvalb 053044082 0000324134 3489274873 570253515 0.003207377 2.493850031 Parvalbumin alpha OS=Mus musculus GN=Pvalb PE=1 SV=3

P0S202  Got2 0259826055 0000408324 3388974156 0123156436 0008337315 2078973767 Aspartate aminotransferase, mitochondrial OS=Mus musculus GN=Got2 PE=1 SV=

Q92219 suca2 0.192479308 0001701424 2769187427 -0.082746247 004569791 1340103666 Succinyl-CoA ligase | subunit beta, 05=Mus PE=15V=2
P63328-2  Pppica 0152581195 0002078636 2682221453 003589591 1444955036 Isoform 2 of Serine/threonine-protein phosphatase 28 catalytic subunit alpha isoform 0S=Mus musculus GN=Ppp3ca
P35123  Uspd 041858301 0.002095623 2678686827 0.037000183 1.431796133 Ubiauitin carboxyl-terminal hydrolase 4 0S=Mus musculus GN=Uspd PE=1 SV=3

P63280  Ube2i 0209831789 0.005668227 224655277 0.049859895 1302248636 SUMO-conjugating enzyme UBC9 OS=Mus musculus GN=Ube2i PE=1 SV=1

Q04447 Ckb 0257994717 0.006282514 2201866519 0.048045298 1318349112 Creatine kinase B-type 0S=Mus musculus GN=Ckb PE=1 SV=1

P15200  Ntrk2 0324205478 0008617028 2.064642489 0048189883 1317044128 BONF/NT-3 growth factors receptor OS=Mus musculus GN=Ntrk2 PE=1 V=1

Q92201 Mare2 0.176408786 000958653 2018338574 0025335132 1.596276832 MOSC protein 2, PE=15V=1
P152094  Ntrk2 0337497073 0010551817 197667273 0015165605 1.819140267  Isoform L10 of BONF/NT-3 growth factors receptor 0S=Mus musculus GN=Ntrk2

Q8BYRS-3  Cadps2 0.120989953 0014948232 1.825410166 0024507478 1.610701381 Isoform 3 of Calcium-dependent secretion activator 2 0S=Mus musculus GN=Cadps2

QIWVC22 Lynx1 0102177981 0018589177 173073983 0023561219 1627802248 Isoform 2 of Ly-6/neurotoxin-like protein 1 05=Mus musculus GN=Lynx1

P4GASO  Nst 0.108069484 002322648 1634016602 004089323 1.388348583 Vesicle-fusing ATPase 0S=Mus musculus GN=Nsf PE=1 SV=2

Q8110 Atpafl 0334870853 0024400999 1612592387 0041106531 1386089169 ATP synthase mitochondrial F1 complex assembly factor 1 05=Mus musculus GN=Atpaf1 PE=2 SV=1
Q9ROYS Akl 0.069058119 0024925117 1603362797 001671868 1776798019 Adenylate kinase isoenzyme 1 0S=Mus musculus GN=AK1 PE=1 SV=1

Q8BWFO  Aldhsal 0148742215 0025183573 1598382647 0.038069369 1419424319 05=Mus musculus GN=Aldh5al PE=1 SV=1
Q9QRe  Mapla 0.064197679 0.045703505 1.340050493 0.010691081 1.970978374 Microtubule-associated protein 1A 0S=Mus musculus GN=Map1a PE=1 V=2

QWG Acsl6 0080088318 0047384334 132436522 0121007018 0007147481 2145849418 Long-chain-fatty-acid--CoA ligase 6 0S=Mus musculus GN=ACsl6 PE=2 SV=

Q8BMF3  Me3 013719801 0.047441661 1323840115 -0.231579628 00002823 3549289558 PE=15V=2

Q80U233 Snph 0129189473 004892683 1310452925 0271440656 0.049944505 1.30151229 Isoform 3 of Syntaphilin O




Bum up, Veh insignificant

Accession _Gene anide _Students T Test in Bumetanide -Log10 T Test in Bumetanide _Log2 fold change in Vehicle _Students T Test in Vehicle -Log10T Test in Vehicle Description
Q80T/1-2 Cadps. 0143179743 105672606 597603835 0016181438 0.796205231 0098974974 Isoform 2 of ctivator 1 05=M adps
Q80T Cadps 0140284575 1.68706€-06 5772870728 0017739845 0.772546597 0112075316 Calci activator 105=Mus lus GN=Cadps PE=15V=3
P17182  Enol 0167676105 149381605 4825704869 -0.038389909 0.687260373 0162878696 Alpha-enolase 05=Mus musculus GN=Eno1 PE=1 5V=3
Q02257 Jup 0204075228 155525€-05 4808200421 -0.088129397 0453118754 0343787962 Junction plakoglobin 0S=Mus musculus GN=Jup PE=1 SV=3
Q07076 Anxa? 0211003549 193732605 4712799451 007195386 0.645130638 0190352332 Annexin A7 05=Mus musculus GN=Anxa PE=2 5\
Q9DB77  Ugere2 0200171321 201231605 4696305368 00137796 0.82687791 0082558 lus GN=Ugcrc2 PE=1 5V=1
Q9DIX0  Nol3 0420846702 3.96592€-05 440165558 0.131606478 0.436732055 0359784931 Nucleolar protein 3 05=Mus musculus GN=Nol3 PE=15V=1
P99029  Probs 0213378876 4.5746E-05 4339646748 -0.125194245 0.269553795 0569354  mit i Gl PES15V=2
Q62420 sh3gl2 0221702902 5.23795€-05 4280838628 0013866914 0.757857289 0120412568 Endophilin-A1 05=Mus musculus GN=Sh3gl2 PE=15V=2
P01942 iba 0549952705 5.65789E-05 4247345629 0.062973766 0.667468312 0175569347 Hemoglobin subunit alpha 0S=Mus musculus GN=Hba PE=1 5V=2
Q9IDC70  Ndufs7 0230870956 577541605 4238417056 -0.038750436 0.654603061 0.184021969 NADH dehydrogenase [ubiquinone] iron-sulfur protein 7, mitochondrial OS=Mus musculus GN=Ndufs7 PE=1 SV=1
Q9D172  D10JhuBle 033298717 6.499826-05 4187098736 0.163270296 0.14004403 0853735399 ES1 protein homolog, sv=1
P21550  Eno3 0237042174 672177605 4172516048 0.078664796 0.251506084 0599451505 Beta-enolase 0S=Mus musculus GN=Eno3 PE=1 5V=3
Q8izr2  syn3 0521812514 6.82529E-05 4165878813 0.54061894 0267108743 Synapsin-3 05=Mus musculus GN=Syn3 PE=1 5V=2
P17751  Tpil 0233603571 7.40148E-05 4130681174 073848514 0131658239 Tri lus GN=Tpil PE=15V=4
P17183  Eno2 0320822764 0.00013482 3.870246159 0.753851864 0122713987 Gamma-enolase OS=Mus musculus GN=Eno2 PE=15V=2
P42209  Septl 0247300897 0.000137032 3863178337 0.658572282 0181396552 Septin-1 0S=Mus musculus GN=Sept1 PE=2 SV=2
Q9Cz13 Ugerel 0147726159 0.000138756 3.857747165 0.843274974 0074030788 1, lus GN=Ugcrc1 PE=1 5V=2
P28663  Napb 0095506226 0.000165765 3.780506708 -0.025937785 0440189118 0356360698 attachment proteir sv=2
20 ca2 0423686426 0.000193103 3714210435 0075832939 0.140206741 0853231104 Carbonic anhydrase 2 05=Mus musculus GN=Ca2 PE=15V=4
Q3UHIO  Aakl 0193957458 0.00019345 3713431015 054681625 0262158588 AP2-associated protein kinase 1 05=Mus musculus GN=Aak1 PE=15V=2
Q8BH44  Coro2b 0230186576 0.000199482 3700095273 0273093925 056368796 Coronin-28 05=Mus musculus GN=Coro2b PE=2 V=2
Q9CaR4  Acot13 0417654386 000021324 3671131588 0.564607819 024825311 Athioesterase 13 05=M: 3 PE=15V=1
Q9DOFS  Prm1 0141908318 0.000223192 3651320777 0.687220945 0162903613 Phosphoglucomutase-1 05=Mus musculus GN=Pgm1 PE=1 SV=
Q9D8Y0  Efhd2 0.466574233 0.000236469 3626226216 0.776948803 0109607598 EF-hand i PES15V=1
P97807  Fh 0169066783 0.000241764 3616607689 0213412712 0670779715 Fumarate hydratase, mitochondrial OS=Mus musculus GN=Fh PE=15V=3
Q9CXZ1  Ndufsd 0232547396 0.000244112 3612411729 0815573385 0088536955 NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial OS=Mus musculus GN=Ndufsd PE=1 5V=3
P19536  Coxsb 021293054 0.000246542 3.608109892 0462723245 0334678683 O i ox5b PE=1 5V=1
P0S201  Gotl 0227407929 0.000318024 3.497539977 0.69772819 015631373 Aspartat PE=15V=3
Q80TZ3-3  Dnaicé. 0152016725 0.000327877 3.484288469 0253104318 0596700445 Isoform 3 of Putative i
Q9D262-2 Dist 0132548663 0.000339954 3.468579564 0.350977397 0.454720851 Isoform 2 of
QOWUMS  Suclgl 0270547535 0.000374657 3.426365923 0415103541 0381843561 Succinyl-CoA ligase lus GN=Suclg1 PE=1 SV=
008599-2  Stxbpl 0283450782 0.000420865 3375857328 0543161769 0265070806  Isoform 2 of Syntaxin- protein 105=Mus
008599 Stxbpl 0285704325 0.000423548 3.373097056 0554442122 025614378 indir 105=Mus PES15V=2
QD262 Dist 0126781978 0.000439106 335743075 0.872340118 0059314154 3
Q8BMF4  Diat 0198804762 0.000441968 3.354609014 0.840867027 0075272677 3
Q9CRY7  Gdpdl 015958573 0.000471801 3326240723 0472357928 0325728791 protein 105=Mus lus GN=Gdpd1 PE=2 V=
QLz3  Auh 0427154226 0.000510395 3.292093168 0.777074815 0109537166 hydrat:
Q9DIK2  Atpbvif 0290151449 0.000598055 3.223258736 052479824 028000763 FOs=Mus I
P28661-6  Septd 0242896282 0.000639647 3.194059544 0.863293545 0063841506  Isoform 6 of Septin-4 05=Mus musculus GN=Septd
PS52760  Hrsp12 047289824 0.000689746 3.161310547 0.187355895 0727332637 Ribonuclease UK114 05=Mus musculus GN=Hrsp12 PE=15V=3
QOWTP7 ARG 0.150805006 0.000698397 3.15589776 0967091112 0014532608 GTPAMP K lus GN=AK3 PE=1 5V=3
Q920 Letm1 0136637781 0.000716582 3144733833 0.030071193 0415764392 0381152708 LETM1 and EF-hand domai ining protein 1 PES25V=1
Q8VHLL  Setd7 01773703 0.000735851 3.13320988 -0.112805861 0.093342891 1029918753 i 08=Mus lus GN=Setd7 PE=2 SV=2
Q9DER2-2 Idh3a 0170941259 0.00081694 3.087809848 -0.082881478 0232036761 0634443205 Isoform 2 of it L
PO9671  Sod2 0234255183 0.000896759 3.047324159 0010927719 087235293 005930777 i [Mnl, lus GN=Sod2 PE=15)
QD) Efhdl 0.464267566 0.000939788 3.02696993 -0.084836355 0711142274 0148043504 EF-hand i o1
QsBUs  fars2 0247893312 0.000954656 3.02015291 -0.035360601 0.741993991 012959961 i ligase, lus GN=I
P02089  Hbb-b2 0500551378 0.000960075 3.017694759 0.024506837 0.801347327 0096179208 Hemoglobin subunit beta-2 05=Mus musculus GN=Hbb-b2 Pt
PS1863  Atp6v0dl 0180333381 0.000981817 3.007969632 -0.040321966 0.668383305 017497440 105=Mus I
Q3UOV1  Khsrp 0230345036 0.000985987 3.006128741 0010043336 0.903667629 0043991275 Far upstream element- protein
Qoaves  Add2 0249852058 0.001005498 299761875 0007167351 0.940436196 0026670664 Beta-adducin OS=Mus musculus GN=Add2 PE=15V=4
035526 Stla 0298998372 0.001048753 2.979326937 0.089831014 0.089302887 1.049134501 Syntaxin-1A 05=Mus musculus GN=Stxla PE=15V=3
055131 Sept7 0253397374 0.001054533 2976939919 0.029930891 0510629918 0291893744 Septin-7 0S=Mus musculus GN=Sept7 PE=1 5V
Qrraoz  Tepp 04712197 0.001078219 2.967292898 0.05786927 0530003122 0275721572 Tubulin protein 0= sv=1
P97493  Txn2 019941795 0.001109114 2955023654 031430214 0.935230369 0029081399 Thioredoxi PES15V=1
643 Pakl 0169263611 0.001144533 2941371763 065843595 0.468183731 0329583682 kinase PAK 1 05=Mus lus GN=Pak1 PE=15V=1
P177102  Hkl 0.181966568 0.001156063 2.937018462 0012452625 0.886030259 0052551446  Isoform HK1-5B of Hexokinase-1 05=Mus musculus GN=Hk1
P42208  Sept2 0125481706 0.001156642 2.936800875 0.094098551 0210521837 0676702849 Septin-2 0S=Mus musculus GN=Sept2 PE=15V=2
PI77104 ki 0178424727 0.001163715 293415355 0013064819 0.874814756 00580839 Isoform HK1-SC of Hexokinase-1 05=Mus musculus GN=Hk1
POSOB4  Aldoa 0315294187 0.001178822 2928551588 -0.090073729 0206072378 0685980217 2 sv=2
P52196  Tst 0265282759 0.001212565 2916295035 0.114803615 0.306231846 0513949648 Thiosulfat sv=3
Q8183 pdxk 0267851886 0.001263894 2.898289303 -0.026803416 0.61378232 0211985626 Pyridoxal kinase 05=Mus musculus GN=Pdxk PE=1 SV=1
P39053-5  Dnmil 0242847303 0001275488 2.894323657 0.016929991 0.821888696 0085186993  Isoform 5 of Dynamin-1 05=Mus musculus GN=Dnm1,
P39053-6  Dnmil 0243175858 0001298721 2.88648397 0020822938 0797934468 0098032774 Isoform 6 of Dynamin-1 05=Mus musculus GN=Dnm1
Q68FDS  Citc 0138175139 0.00135428 2.868291503 -0.045138695 0.232626272 0633341238 Clathrin heavy chain 1 05=Mus musculus GN=Cltc PE=15V=3
P02 Hbb-b1 0525223325 0.001364866 286491011 0.116992246 0.428057846 0368497538 Hemoglobin subunit beta-1 05=Mus musculus GN=Hbb-b1 PE=
Q60864 Stipl 010157888 0.001453262 2837656209 -0.036766353 0157241843 080343187 105=M:
P39053-3  Dnmil 0247171321 0.001482087 2829126225 0017326859 0.810930689 0091016264  Isoform 3 of Dynamin-1 05=Mus musculus GN=Dnm1
Q9CRE8  Uagerfsl 0201311477 0001523936 2817033409 0152118176 0.154893681 0809966299 it PES15V=1
Q8CGAO  Ppmif 0502644294 0.001540209 2812420339 0.976134859 0010490178 Protein phosphatase 1F 0S=Mus musculus GN=Ppm1f PE=2 SV=1
Q9Qves3  Add2 029509463 0.001586259 2799625801 0.851912084 0069605221 Isoform 3 of Beta-adducin O5=Mus musculus GN=Add2
P63054  Pepd 0266221656 0.001617649 2791115815 0.926930325 0032952909 Purkinie cell protein 4 05=Mus musculus GN=Pcpd PE=2 V=2
PS6480  AtoSb 0192486463 0.001636866 2785986871 0.875159887 0057912596 ATP synthase subunit beta, mitochondrial O5=Mus musculus GN=AtpSb PE=15)
P28661-3  Septd 0249509289 0.001671066 2.777006479 0.258350824 0587790148  Isoform 3 of Septin-4 0=Mus musculus GN=Septd
Q80SW1  Ahcyll 0138346074 0001773947 275105948 0012837025 0.842462742 0074449297 Putative adenosylhomocysteinase 2 05=Mus musculus GN=Ahcyl1 PE=15V="
Q8BPNS  Dmxi2 0141632953 0.001775569 2750662386 -0.03846839 0320974714 049352918 DmX-like protein 2 05=Mus musculus GN=DmxI2 PE=15V=3
QAL Leil 0265559188 0.001788671 2747469594 -0.082015053 0237249429 0624794824 protein 105=M GN=Lgil PE=15V=1
Q60930 Vdac2 0264241581 0.001790971 2746911527 -0.063228792 0590021472 0229132184 i protein 2 05=M PE=15V=2
P63038  Hspdl 009460817 0001815279 2741056603 -0.049741789 0.285969094 05436809 60 kDa heat shock protein, mitochondrial O5=Mus musculus GN=Hspd1 PE=1SV=1
Qa3 Dnaibl 0237266739 0001818722 2740233642 0178129513 0.250430833 0601312201 Dnal B member 105=Mus i sv=3
QUZ2H2  Resé 0300135743 0.001831945 273708746 0.067891487 0225252228 0647330905 Regulator of i sv=2
Q60932 Vdacl 0237950465 0.001959309 2707897013 -0.050856713 0.657636383 018201416 i protein 105=M PE=15V=3
QOWTPS ARz 0141001352 0.001990838 2.700964018 0.083201082 0.710323667 0148543715 Adenylate kinase 2, mitochondrial OS=Mus musculus GN=Ak2 PE=1 SV=5
Q8K31  Ndufss, 0180135428 0.002028676 2692787246 0011670731 0.855269535 0067896997 NADH dehydrogenase [ubiquinone] iron-sulfur protein 8, mitochondrial OS=Mus musculus GN=Ndufs8 PE=1 SV=1
Q3UGRS-2  Hdhd2 0171330839 0.002071947 2683621314 0123915112 0126016327 0899573183  Isoform 2 of Haloacid ing protein 2 05=Mus musculus GN=Hdhd2
P62881  Gnbs 017898056 0.002076647 2682637416 0023172339 0.753085132 0123155926 i
Q8BHS9  Sic25a12 0239088762 0.002106719 2676393473 -0.042100805 0.650719532 0.186606158 C: lar1 05=M;
Q9CPPG Ndufas 0.186569037 0002125708 267249637 -0.180156077 0.107484646 0968653571 fubiauinonel 1
P97315  Csrpl 0277518174 0002171582 2663223678 0.185552269 073153373 Cysteine and glycine-rich protein 1 0S=Mus musculus GN=Csrp1 PE=1 5V=3
Q9IW97  Hkdel 0243596621 0.002186729 2660204942 0520769223 028335469 Putative hexokinase HKDC1 05=Mus musculus GN=Hkdc1 PE=2 S\
Q8BFRS  Tufm 0103329027 0.002238155 2650109916 0381951747 04179915 Elongation factor Tu, mitochondrial O5=Mus musculus GN=Tufm PE=1 V=1
Pa0124  Capl 0174375207 0.002250897 2647644438 0.793182879 0.100626668 iated protein 1 ap1 PE=15V=4
Qgcpas  Atws! 0158321053 0.002268607 2644240748 0.812949773 0089936286 ATP synthase subunit I sv=1
088935 Synl 028019253 0.002294594 2639294127 0582522559 0234687251 Synapsin-1 05=Mus musculus GN=Syn1 PE=1 5
088935-3  Synl 0279992717 000233142 2632379559 0.61508967 0211061567  Isoform 3 of Synapsin-1 05=Mus musculus GN=Syn1
QOIVR2  AtpScl 0.181930687 0002341476 2630510213 013320531 0875478463 ATP synthase subunit gamma, mitochondrial 05=Mus musculus GN=AtpSc1 PE=1 V=1
Q9ERS2  Ndufal3 0210365709 0002347 2629486838 0.811666469 009062239 fubiauinonel 1 13 05=M: PE=15V=3
Q9CW2z7  Napg 0.163662967 0.002391344 2621357894 0.837629515 0076948028 NSF 08=Mus lus GN=Nap PE=1 SV=1
Q@avx7  pelo 0135494426 0.002582077 258803079 0.406459351 039098288 Protein piccolo 05=Mus musculus GN=Pclo PE=1 SV=4
Q9DB20  AtoSo 0186231335 0.002587848 2587061311 0.384983939 0414557389 A sv=1
Q621083 Digd 0192495954 0.002592452 2586289243 0.088767317 1.051746906 Isoform 3 of Disks large homolog, 4 0S=Mus musculus GN=DIgd
QQIMH9-4 Myolsa 0110323682 0.002614256 2582651859 049052263 0309340952 Isoform 4 of Unconventional myosin-XVilla 05=Mus musculus GN=Myo18a
QSSVL6  Raplap2 0246619228 0.002641797 2578100497 0.75143559 012410824 Rapl protein PE=25V=1
QQIMHY-5  Myolsa 0110705487 0.002716663 2565964208 0110113536 0958159293 Isoform 5 of Unconventional myosin-XVilla 05=Mus musculus GN=Myo18a
P63328  Ppp3ca 0.162606476 0002770923 2557375561 0.052333064 128122384 phosphatase it sv=:
P68404  Prkch 012623492 0.002804681 2552116496 0.566557999 0246755625 Protein kinase C beta type 0=Mus musculus GN=Prkch PE=15V=4
PS0516  Atpbvla 021553443 0.002824558 2:54904949 062879341 020149201 o lus GN=Atp6v1a PE=15V=2
P524802  Pkm 0173048492 0.002835087 2547433667 0.360854841 0442667464  Isoform M1 of Pyruvate kinase PKM 0S=Mus musculus GN=Pkm
Q88633 Sv2b 0306737197 0.00289737 2537996031 0530002586 027572201 ic vesi 2B 05=Mus PE=15V=1
P23492  Pp 0248294538 0.002911381 2535900886 0355762111 0.448840306 PE=15V=2
P63040  Cpixl 0217590907 0.002960157 2528685208 0226825648 064430784 Complexin-1 05=Mus musculus GN=Cplx1 PE=15V=1
Qs Maps 0188267511 0.002976998 2526221528 -0.036312411 0577243304 023864109
Q9CZW5s  Tomm70a 0145476663 0.002993832 2523772528 -0.039227622 0339179319 0.469570637 ubunit PE=15V=2
Q9CYTe  Cap2 023364947 0.003069731 2512899614 -0.045317157 0533617595 027276985 protein ap2 PE=15V=1
054916-4  Repsl 019469 0.003116932 2506272708 -0.030514316 0.764969842 0.116355686  Isoform 4 of RalBP1-associated Eps domain-containing protein 1 05=Mus musculus GN=Reps1
Q9D6M3  Sic25222 0338189181 0.003197933 2.49513069 0.05755967 0521871185 028243668 i =Mus lus GN=S| PES1SV=1
Q8CAQ8-3 Immt 0156019775 0.003233406 2.490339792 -0.052300279 0319862933 0.495036084  Isoform 3 of i ran
055126 Gbas 0286020746 0.003318386 2479073154 0.06815279 0544102685 0264319131 Protein NipSnap homolog 2 05=Mus musculus GN=Gbas PE=2 SV=1
Q80U28-3  Madd 0162461572 0.003338674 2.476425996 0037838136 0.648117361 0.188346345  Isoform 3 of I i
Q8L Sic6al? 0282198283 0.003349315 2.475043974 014318083 0.846785481 0072226597 Sodium-dependent neutral amino acid transporter SLC6A17 05=Mus musculus GN=Slc6al7 PE=15V=1
Q62442 Vampl 0224336561 0.003361032 2473527363 207120046 0.093973976 1.02699239: 1PE=15V=1
Q88298 Dnm3 0247860101 0.003380058 2471075845 -0.0138219 0.671207996 0173142879 Dynamin-3 05=Mus musculus GN=Dnm3 PE=1 V=1
008539 Binl 0102984191 0.003458593 2.461100507 0.021438883 0.760663272 0118807553 Myc nt- protein 105=M in1 PE=15V=1
Q9D6R2  Idh3a 0175661766 0.003500502 2.455869631 -0.093740401 0.151236503 0820343373 INAD] I sv=1
P70336  Rock2 0227194421 0.00353101 2.452101064 0033214363 0.419659484 0377102958 protein kinase 2 0=M: PE=15)
P60840  Ensa 0183040342 0.003571522 2.447146632 -0.236567757 0346721489 0460019241 Alpha-endosulfine 0S=Mus musculus GN=Ensa PE=1 V=1
PS51830  Adcyd 0800728054 0.003606416 2442924226 0.036852275 0478814263 031983292 tvpe 9 05=M; PE=15V=1
Q9DCT2  Ndufs3 0140615042 0.003607772 2.442760952 067037154 0508579493 0293641155 NADH dehydrogenase [ubiquinone] iron-sulfur protein 3, mitochondrial OS=Mus musculus GN=Ndufs3 PE=1 5V=2
035129 Phb2 0124868774 0.00369025 2432944153 003844353 0942171975 0025869818 Prohibitin-2 05=Mus musculus GN=Phb2 PE=1 V=1
QEDCX2  AtpSh 0211459105 0.003700695 2431716714 -0.025135816 0.758904039 0119813136 ATP itd, PE=15V=3
P63038-2  Hspdl 0075999169 0.003718039 2.429686112 -0.070573525 0.413836004 0383171728 Isoform 2 of t
Q99)B2  Stomi2 01321361 0003720123 2.429442734 0035735155 090753463 0042136794 2 lus GN=Stomi2 PE=1 SV=1
PS6812  Pdcds 0107191319 0.003802801 2.419896449 0119752981 0617797079 0209154149 Programmed cell death protein 5 05=Mus musculus GN=Pdcds PE=15V=3
QSSVL6-2  Rapleap2 0265558023 0.003899808 2.408956802 -0.09089239 0.482249145 0316728534 Isoform 2 of Rap1 i 205=Mus I
P61264  Stxlb 0.18690683 0.00392352 2.406324089 -0.025525856 0.812980462 0089919892 Syntaxin-18 05=Mus musculus GN=Stx1b PE=1 V=3
008539-2  Binl 0116803048 0.003969724 2.401239658 0.932564984 0030320895  Isoform 2 of Myc box-dependent-interacting protein 1 05=Mus musculus GN=Bin1
P20444  Prkca 0197787255 0.003982762 2.399815632 0.662819153 0178604951 Protein kinase C alpha type 0S=Mus musculus GN=
P52480  Pkm 0169682265 0.003983064 2.399782724 0.352495151 0452846853 Pyruvate kinase PKM 05=Mus musculus GN=Pkm PE
Qgcaze  Ndufb3 017985346 0.004058606 2391623152 0.276898917 055767874 fubiauinonel 1
Q9D593  Atpévie2 0142033276 0.004096055 2.387634208 0777574774 0109257837
Q9DBG3  Ap2b1 0119812818 0.004154076 238152557 0.694065502 0158599541 AP. beta O5=Mus
POS063  Aldoc 0254811851 0.004179965 2.378827369 0.103613826 0984582289 08=Mus I sv=a4
P84086  Cpl2 0203209206 0.004297567 2366777342 0579386812 0237031395 Complexin-2 05=Mus musculus GN=Cplx2 PE=1 5V=1
PS6376  Acypl 025179906 0.004322276 2.364287492 0.796092544 0099036443 Acylphosphatase-1 05=Mus musculus GN=Acyp1 PE=2 SV=2
Q8108 Zfyvel 0308315211 0.004427842 2.353807925 0.899006889 004623698  Zinc finger FYVE 105=Mus lus GN=Zfyve1 PE=2 V=2
Q8ca19  Gpriss 0165471199 0.004467542 2349931311 0.944280953 0024898 receptor 158 05=Mus lus GN=Gpr158 PE=15V=2
0889351 Synl 0262435533 0.004679642 2.329787401 0.606718313 0217012896 Isoform Ib of Synapsin-1 05=Mus musculus GN=Syn1
P63044  Vamp2 0176399103 0.00474547 2323720727 0.100030995 0999865413 = lus GN=\ PE=
QslFxa  Krt39 0375526536 0.004766393 2321810186 0.078436386 1.105482422 Keratin, type | cytoskeletal 39 05=Mus musculus GN=Krt39 PE=2 SV=2
Q64727 Vel 0114106132 0.004786635 2.319969668 0.236331542 0626478311 Vinculin OS=Mus musculus GN=Vel PE=15\
Q8CAQ8  Immt 014890043 0.004809905 2317863482 0.101654938 0992871522 inner 08=Mus I
Q60931 Vdac3 0113282801 0.004829818 2316069211 0.809463116 0091802935 i protein 3 05=M PE=15V=1
Q3TRMB  Hk3 0254874477 0.004835875 2315524956 0.734628221 0133932392 Hexokinase-3 0S=Mus musculus GN=HK3 PE=2 V=
Q03265 AtpSal 0188427004 0.004977315 2.303004834 0.823346865 0084417164 ATP g PES15V=1
P460%6  Syil 0256279541 0.005004145 2.300670158 0.545457915 0263238752 Synaptotagmin-1 05=Mus musculus GN=Syt1 PE=15V=1
Q615483 Snap91 0124251554 0.005098733 229253772 0.873701052 0058637141 Isoform 3 of Clathrin o 91




Bum up, Veh insignificant
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P13707  Gpdl 0273206392 0.005122032 2.290557704 0.788571447 0103158952 INAD(]T, PE=15V=3
PS0516-2  Atpbvia 0236255539 0.005122149 2.290547828 0.913906808 0039098087 Isoform 2 of V-type proton 05=Mus

Q7siGe  Asa2 0.196845003 0.005159313 2.287408107 0.21399809 0.405140087 0392394783 Arf-GAP with SH3 d NK repeat and protein 2 05=M PES15V=3
Q8BTV2-3  Cpsf7 0318859956 0.005275403 227774432 0158135543 0323766392 0.489768235  Isoform 3 of Cleavage and polvadenylation specificity factor subunit 7 0S=Mus musculus GN=Cpsf7
Q8izQ2 AR 031925497 0.005350183 2271631349 -0.087343453 0.467886001 0329859948 AFG3-like protein 2 05=Mus musculus GN=Afg312 PE=1 SV=1

Q80U28-11 Madd 018641071 0.005364719 2.270453043 0.042676115 0.625904985 0203491589 Isoform 11 of MAP ki

Q7TsI2-2 Map6 0195345832 0.005365095 22704226 -0.029667986 0.758024927 0120316512 Isoform 2 of Microtubule-associated protein 6 05=Mus musculus G

Q971G4-3  Atpévoal 0141302479 0.005471295 2.261909842 0.060998971 0.30876048 0510378292  Isoform AL-1Il of V-type proton ATPase 116 kD: 1 I

Q8CAQ8-5  Immt 0145798636 0.00547205 2.261849928 -0.062187717 0.102546043 0989081093 Isoform 5 of i ran

22315 Fech 0223528305 0.005478581 2261331911 0.036421941 0382131452 041778721

Q7TPRA  Actnl 0208339223 0.005511551 2258726131 -0.048082337 0327842774 0484334384 Alpha-actinin-1 05=Mus musculus GN=Actn1 P

Q9D8ss  Ugerb 0213101434 0.005561965 2254771754 0.088574461 1.05269148: 705=Mus I

Q9DCV4  Rmdni 0.184500375 0.005628732 2.24958943 0531945376 0274132962 Regulator of 105=Mus

Q8VD37-3  Sgipl 008928884 0.005756671 2.239828576 0.848732785 0071229022 Isoform 3 of ke protein N=Sgip1
Pl0922  Hlf0 0325494149 0.005768299 2238952235 0.912665833 0039688207 Histone H1.0 05=Mus musculus GN=H1f0 PE=2 SV=4

Q9DCSy  Ndufb10 0168011484 0.005795246 2.236928108 0557355275 025386788 [ubiquinone] 1 10 05=Mus I =3
Q80U28-2 Madd 0161775916 0.005929036 2227015923 0.634183156 0197785297 Isoform 2 of MAP i

Q60597-4  Ogdh 007951234 0.005943343 2225969219 0.951817901 0021446132 Isoform 4 of

Q61644 Pacsinl 0268797103 0.005945112 2.225839964 0547576202 0261555435 Protein kinase C and casein in neurons protein 1 0S=Mi PES15V=1
P28867  Prkcd 0375738021 0.005946716 2225722812 0.470597624 0327350269 Protein kinase C delta type 0S=Mus musculus GN=Prkcd PE=15V=3

P08249  Mdh2 0161498633 0.006039166 2.219023064 0513830501 028918012 Malate dehydrogenase, mitochondrial 05=Mus musculus GN=Mdh2 PE=15V=3

Q8C187-3  Septll 0134082318 0.006039579 2.218993306 0.61406131 0211788265 Isoform 3 of Septin-11 05=Mus musculus GN=Sept11

035544 Siclab 0351333686 0.006115715 2213552739 0.321913002 0492261482 Excitatory amino acid transporter 4 OS=Mus musculus GN=Slc1a6 PE=2 SV=1

Q60597 Ogdh 0079363779 0.006184034 2.208728124 0.951854913 002142924 musculus GN=Ogdh PE=15V=3

Q80U28-7  Madd 0188146827 0.006366154 2.196122885 061078106 0214114439 Isoform 7 of I i

P35762  Cds1 0163140298 0.006374165 2.195576699 0.114655916 0213509296 0670583211 CD81 antigen OS=Mus musculus GN=Cd81 PE=1 5V=2

PS57746  Atpbvid 016169751 0.006573508 2.182202788 0.012042924 0.813039681 0089888258 D 0s=Mus lus GN=Atp6v1d PE=15V=1

PA7802  Mixl 0277669913 0.006596452 2.180689625 -0.069100545 0.822355813 0084940233 Metaxin-105=Mus musculus GN=Mtx] PE=1 5\

Q9153 Grhor 0395274455 0.006662843 2176340389 0032824117 0.929607589 003170034 Glyoxylate PE=15V=1

Q80UW2  Fbxo2 0245683334 0.006743494 2171115046 -0.080204065 0.620235687 0207443249 F-box only protein 2 05=Mus musculus GN=Fbxo2 PE=1 5V=1

Q8ROFS  Fahd1 053183028 0.006766107 2169661153 0.069931746 0.773682098 0111437452 Acylpyruvase FAHD1, mitochondrial O5=Mus musculus GN=Fahd1 PE=1 5V=2

P08228  Sodl 0095934701 0.006785384 2.168425547 0052359534 0523714997 028090498 i [Cu-2n] O5=Mus PE=15V=2

P15209-2  Nitrk2 0302703863 0.006811491 2166757792 -0.060651856 0.664499798 0177505147  Isoform GP95-TRKB of BONF/NT-3 growth factors receptor 05=Mus musculus GN=Ntrk2

Q99LC3  Ndufald 0217241401 0.006916169 2.160134398 -0.176960544 0.167437489 077614729 [ubiquinone] 1 10, mi i

Q9DU5  Ndufag 0146714226 0.00692784 215940217 -0.12163437 032247878 0491498858 [ubiquinone] 1 PE15V=3
QQILz33  Auh 0341685181 0.007121511 2147427844 0.110320265 05617893 0250426537 Isoform 3 of oA hydratase,

Q64012 Raly 0078379393 0.007226109 2141095497 -0.008507015 0971121619 0012726377 RNA-binding protein Raly OS=Mus musculus GN=Raly PE=1 5

Q92264 Poyt2 0.187643647 0.007240995 2140201777 0.058328035 0297541884 052645189 i lus GN=Peyt2 PE=15V=1

P10833  Rras 0180753051 0007325231 2135178657 0200126908 0212622865 0672390034 Ras-related protein R-Ras 0S=Mus musculus GN=Rras PE=2 SV=1

Q97164 AtpévOal 0138561757 0007333748 2.134673992 0.063198535 0.284258247 054628692 isoform 105=M

Q3UIUS  Rmdn3 0240856714 0.007421286 2129520825 -0.103259152 0167917319 0774904508 Regulator of microtubule dynamics protein 3 05=Mus musculus GN=Rmdn3 PE=1 )

Q60575-3  Kiftb 0143128126 0.007691895 2.113966647 -0.008699815 0.891243573 0050003589 Isoform 3 of Kinesin-like protein KIF18 0S=Mus musculus GN=Kif1b

Q61481 Pdela 0.168082195 0.007709507 2112973392 0.07690484 0.142468871 0846280018 Calci cvelic 1A05=Mus i sv=:
Qsove  Epnl 0127599184 0.007750737 2.110656988 -0.027553561 0.804708663 0094361324 Epsin-105=Mus musculus GN=Epn1 PE=15V=3

Q80U28-13 Madd 0183363705 0.007866372 2104225512 0042723715 0627061258 020269003 Isoform 13 of MAP ki

Q9898 Arpcsl 0144332724 0.007895261 2102633513 001075333 0.901135065 0045210111 Actin-related protein i 1
Q751662 Asap2 0274773273 0.008045912 2.094424721 0321106457 0.354013112 0450980652  Isoform 2 of Arf-GAP with SH3 domain, ANK repeat and ing protein 2 5= N
P61082  Ube2m 0063246963 0.008147739 2.088962867 027808579 0.809939435 009154745 i lus GN=Ube2m PE=2 SV=1

PS7780  Actnd 0156873032 0.008157137 2.088462237 .025610037 0419327727 037744642 Alpha-actinin-4 0S=Mus musculus GN=Actnd PE=1 SV=1

Q9D8B4  Ndufall 031098918 0.008175164 2.087503522 0.20203864 0555667942 025518465 fubiauinonel 1 1105=M

Q609024 Epsisit 022479909 0.008305314 2.080643934 0025029316 0.776533617 0.109839739  Isoform 4 of Epidermal growth factor receptor substrate 15-like 105=Mus musculus GN=Eps15/1
Q9CZA6-3  Ndel 0219668635 0.008407945 2075310148 0.162890064 0.273940443 0562343846  Isoform 3 of Nuclear distribution protein nud€ homolog 1 05=Mus musculus GN=Nde1

Q60902-3  Epsisit 0218460739 0.008533137 2.068891271 0.024443856 0.784078475 0.105640469  Isoform 3 of Epidermal growth factor receptor substrate 15-like 105=Mus musculus GN=Eps15/1
P16125  Ldhb 0133225339 0.008538601 2.068613271 -0.083720725 0390872114 0407965313 L-lactate dehydrogenase B chain OS=Mus musculus GN=Ldhb PE=15V=2

PS6S65  S100a1 0097148461 0.008615388 2.064725164 -0.114225479 0267957699 057193376 Protein 5100-A1 0S=Mus musculus GN=5100a1 PE=15V=2

Q7raF7 - Amph 0088569822 0.008632614 2.063857675 0.729493501 0136978573 Amphiphysin 05=Mus musculus GN=Amph PE=15V=1

Q@IWs0  Cisdl 0164663653 0.008880423 2.051566333 0679577211 0167761193 i i protein 1 sd1 PE=15V=1

P62821  RablA 0065418664 0.008924024 2.049439271 0623831722 0204932545 Ras-related protein Rab-1A 0S=Mus musculus GN=Rab1A PE=15V=3

Qaz23  Nful 0387247629 0.008938151 2.048752293 0.670160698 0173821045 NFU1iron-sulfur cluster scaffold homolog, mitochondrial OS=Mus musculus GN=Nful PE=15V=2
A2ASZ8-3  Slc25a25 0316777501 0.009040805 2043792913 0.844761504 0073265885 Isoform 3 of C: i ial carrier protein SCaMC-2

Pl4152  Mdh 0163922986 0.009116011 2.040195162 0.054444806 1.264043544 Malate

Q91223 Sncb 0336027339 0.009154549 2.038363064 0.851550938 0069789368 Beta-synuclein 0S=Mus musculus GN=Sncb PE=1SV=1

Q8R317  Ubainl 0375043562 0.009340158 2.029645758 0121229483 0.236648768 0625895752 Ubiquilin-1 05=Mus musculus G

PI15105  Glul 0.183365594 0.009356754 2.028874779 -0.064467597 0262549477 0580788842 Glutamine synthetase 0S=Mus musculus GN=Glul

A2MAO GmI%e 0412247346 0.009446523 2024727991 -0.04569475 0.839013431 0076231087 Uncharacterized protein C9orf172 homolog 05=Mus musculus GN=Gm996 PE=15V=1

Q80WM4  Hapind 0557774416 0.009482801 2.023063347 0.047592632 0.73354579 0134572771 Hyaluronan and proteoglycan link protein 4 OS=Mus musculus GN=Hapind PE=2 SV=2

Q4KMM3  Oxrl 0193003412 0.009522726 2021238719 -0.042904778 0.602451862 0220077649 Oxidation resistance protein 105=Mus musculus GN=Oxr1 PE=2 SV

Q9O Hadhb 0220483716 0.009540857 2020412595 -0.108235606 0377192338 0423437138 Tri | sv=1

Q9DCBs  Isca2 0280086698 0.009659363 20150515 019416945 0.240756087 0618422725 Iron-sulfur cluster Iy 2 homolog, PES25V=2
P60840-3  Ensa 0231241199 0.009928778 2.003104216 -0.087981537 0.669137278 0174484774  Isoform 3 of Alpha-endosulfine 0S=Mus musculus GN=Ensa

Q8c729  Fam126b 0258450394 0.009976649 2.001015311 036533162 0437312737 Protein FAM1268 0S=Mus musculus GN=Fam126b PE=2 SV=1

P35486  Pdhal 0167778621 0.010082601 1996427414 0.246775504 0607697953 atic form, PES15V=1
Q9azBs  Detns 0260403606 0010130222 1994381033 0.608374775 0215828801 Dynactin subunit 5 05=Mus musculus GN=DctnS PE=1SV=

Q8BYRS-6  Cadps2 0130522178 0.010181402 199219242 0372277184 042913358 Isoform 6 of C: adps2

P51881  Sic25a5 0205847875 0010200638 1991372662 0192594988 0715355018 ADP/AT tran:

Q8BMS1  Hadha 0135789472 0010251652 1.989206132 0.831309022 0080237506 Trif |

Q8KoU4  Hspal2a 0097443692 0.010335693 1.985660408 0122074082 0913376533 Heat shock 70 kDa protein 12A 05=Mus musculus GN=Hspa12a PE=1 SV

Q88G73  Sh3berl2 0359316877 0010384899 1983597724 0034231325 0843125356 00741078 i 08=Mus lus GN=Sh3bgrl2 PE=1 V=
Q9DBOS  Napa 009470793 0.010402997 1982841535 -0.057178181 0351407146 0454189411 attachment proteir PE

PS0518  Atpéviel 0153166649 0.010419302 1982161357 0052438134 0.384601369 0414989174 =M PE

Qaxxa  Sic2sa13 0271222905 0.010469548 1.980072051 -0.11605734 0595091463 022541628 Calci 3 PE=15V=1
QOERRL  Ndell 01391164 0.010469599 1.980069972 0.109991979 0.445664686 0350991778 Nuclear distribution protein nudE-like 1 0S=Mus musculus GN=Ndel1 PE=15V=2

Q9DC28  Csnkid 0161877587 0010507618 1978495742 0032963028 0.757800954 0120444852 Casein kinase | isoform delta 05=Mus musculus GN=Csnk1d PE=1SV=:

QQIMES  Ap3b2 0089099476 0010603818 1974537736 0.005684772 0.886786333 0052181009 -2 PE=15V=2

Q9197 Aldob 0274652693 0.010693563 197087758 0318234526 0.056088382 1.251127084 Fructose-bisphosphate aldolase B 0S=Mus musculus GN=Aldob

P62482  Kenab2 02898641 0010761884 1.968111704 0.956916155 0019126113 =Mus b2 PE=2 5V=1

P97450  AtSi 0207923471 0.010780101 1967377181 0582991682 0234337642 ATP PES15V=1

Q99)08  Sec1dl2 0299265842 0.010802587 1966472243 0677372121 0169172682 SEC14-like protein 2 05=Mus musculus GN=Sec14I2 PE=1 SV=1

QSFWK3  Arhgapl 0169613546 0.010905697 1.962346572 0.2825846 0548851509 ivating protein 1 PE=15)

Q8CHHY  Septs 022755183 0.010944093 1.960820216 0.566122947 0247089241 Septin-8 OS=Mus musculus GN=Sept8 P

Pa7941  Crkl 0103292579 0011057912 1956326873 0.506061791 0295796452 Criclke protein 05=Mus musculus GN=

P8409L  Apzml 011289062 0011198719 1950831642 0.696625716 0157000497 mu 0S=Mus PE=15V=1

P39054  Dnm2 0226221782 0011311856 1.946466142 0.638424989 0194890122 Dynamin-2 05=Mus musculus GN=Dnm?2 PE=1 V=2

P10649  Gstml 0269193714 0011477025 1.94017067 0.802764686 0095411741 Glutathione S-transferase Mu 1 0S=Mus musculus GN=Gstm1 PE=1 SV=2

Q60854 Serpinbé. 0175247051 0.011865903 1925699202 0117537459 0929823704 Serpin B6 0S=Mus musculus GN=Serpinb6 PE=1 V=1

Q8Bkz9  Pdhx 0125059659 0.012025064 1919912611 0.003713572 0.963095277 0016330747 Py X component, mi i PE=15V=1
PS53395 Dbt 0203099985 0012120503 1916479351 -0.086435407 0550284493 0259412725  Lipoamid: . sv=2
035643 Aplbl 0120935082 0.012407662 1.90631006 E 0.52566721 0279289112 AP-1 beta-1 PE=25V=2

070318 Epbd1l2 0163944241 0.012474993 1.903959688 0.019076906 0.935462059 0028973822 Band 4.1-like protein 2 05=Mus musculus GN=EpbA112 PE=1 5V=2

P60824  Cirbp 0125775197 0012531078 190201156 -0.141554084 0125387937 0901744243 Cold-i A irbp PE=15V=1

088343 Sicdad 0161013951 001254611 1.901490893 0101912466 0.130474095 088447570 105=M PE=15V=2

Q9IYTO  Ndufvl 0121412498 0.012647692 1897988718 -0.016496851 0.713815061 0146414293 NADH dehydrogenase [ubiquinone] flavoprotein 1, mitochondrial 05=Mus musculus GN=Ndufv PE=15
QsU4s8  Dnaicll 0188658331 0.01275669 1894262014 0.064954063 034310156 0.464577307 Dnal ember 11 1pE=2

Qsswas 0348194675 0012855436 1890913194 -0.079695726 0.585379108 0232562782 UPFOS05 protein C160rf62 homolog 05=Mus musculus PE=2 SV-=:

P60879  Snap25 0200209933 0.012888678 1889791629 0013364209 0911196567 004038792 protein 25 05=Mus

PO6745  Gpi 0242238778 0013353074 1874418759 -0.069113655 056973771 0244325034

QORONS  Svi5 0241292036 0013739843 1862018237 -0.091882788 0.677000659 0.169410908 Synaptotagmin-5 0S=Mus musculus GN=Syt5 PE=15V=1

Pa6097 Syt 0257552312 0013755246 1861531641 0461077513 0336226058 Synaptotagmin-2 05=Mus musculus GN=Syt2 PE=1 5V=1

Q9D3D9  AtpSd 0126258926 0.013763873 1861259355 0.818641956 0086906001 AT synthase subunit delta, mitochondrial O5=Mus musculus GN=AtpSd PE=1 SV=1

QowuQ2  Preb 0171117082 0014017187 1853339137 0.861710353 0064638689 protein 05=Mus lus GN=Preb PE=1 V=1

Q88GZ1  Hpcald 0132586239 0014777137 1830409695 0.463812704 033365736 Hippocalcin-like protein 4 05=Mus musculus G 3

QssFLe Ahcyl2 0082769732 0.014814044 1829326373 0444579718 0352050354 Putative adenosylhomocysteinase 3 05=Mus musculus GN=Ahcyl2 PE=15V=

Q99KIo  Aco2 0145049997 001487364 1827582728 0.233483389 0631744012 Aconitate hydratase, mitochondrial OS=Mus musculus GN=Aco2 PE=15!

Q80UGS  Septs 0104676037 0014888447 1827150596 0206711423 0684635524 Septin-9 05=Mus musculus GN=Sept9 P

Q80UGS-2  Septs 0098409924 0015017073 1823414721 0.229807059 0638636634 Isoform 2 of Septin-9 0=Mus musculus GN=Septd

008989 Mras 0149543918 0015028338 1823089048 0557058231 0254099404 Ras-related protein M-Ras OS=Mus musculus GN=Mras PE=1 5V=1

Q9IVN4  Chchds 0072148973 0015161631 1819254089 0.035950412 0.747568815 0126348824 C i ing protein 6, lus GN=Chchd6 PE=2 V=
Q9DC69  Ndufad 0179371463 0015185427 1818573003 0.011963571 0.882506746 0054281966 fubiauinonel 1 ) mit i PE=15V=2
Q@Qves-2 Add2 0135156356 0015255124 1816584263 0.011780655 0.900150106 0045685063  Isoform 2 of Beta-adducin O5=Mus musculus GN=Add2

Q8K120  Coad 0246062537 0015793305 1801526968 -0.022769711 0.893238976 0049032335 is protein COQY, i 009 PE=15V=1
P12787  Coxsa 020091821 0015871594 1799379453 0.288913723 0539231829 C . lus GN=Cox5a PE=15V:

Q8CC35-3 Synpo 0.161038206 0015977309 1796496364 0.869531288 0060714786  Isoform 3 of Synaptopodin 05=Mus musculus GN=Synpo

QOWvss  Asahl 0303281549 0016247026 1789226117 0.303209431 0.288422081 0539971493 Acid ceramidase 05=Mus musculus GN=Asah1 PE=15V=1

070172 Pipak2a 0117120445 0016259746 1788886234 0.095571441 0311651038 0506331422 it lus GN=Pip4k2a PE=1 SV=
Q@D0s1  Pdhb 006176453 001642247 1784561532 0135335213 0.1666087 0778302325 Py

Q9CR21  Ndufabl 0310179886 0.016466352 1783402592 -0.001464622 0.986250317 0006012844 Acyl carrier protein, mitochondrial O5=Mus musculus GN=Ndufab1 PE=1 SV=1

Q8Bias-2  Cstf2 0236017839 0.016623652 1779273555 0.164245452 0.313940806 0503152231 Isoform 2 of Cl factor subunit 2 0S=M: sti2

P47708  Rph3a 0150623041 0016644398 1778731904 -0.089247165 0.063629629 1.196340609 Rabphilin-3A 05=Mus musculus GN=Roh3a PE=1 5V=2

Q68ED7  Cricl 0358196187 0016842506 1773593297 05587499 0252782542 C ivator 10

Q@Des7  Mrrf 0146196706 0016940818 1771065615 0481879135 0317061878 g V-

P97370  Atolb3 0147205233 0017081834 17674655 0224003946 064974433 =Mus musculus GN=Atp1b3 PE=15V=1
P47740  Aldh3a2 0192189406 0017183111 1764898203 0.773303584 0111313142 PES25V=2

Q61220 Nell2 033144814 0017197602 1764532101 0.480585502 0318229335 Protein kinase C-binding protein NELL2 05=Mus musculus GN=Nell2 PE=2 SV=3

Q6NVFS  Cpsfe. 0238336362 001731537 1761568214 0.366470431 0435961062 Cleavage and fact lus GN=Cpsf6 PE=2 SV=1
QOWV92-8 Epball3 0238039173 0017346708 1760782943 014294363 0844835194  Isoform 8 of Band 4.1-like protein 3 05=Mus musculus GN=Epb4113.

Q80UP3 Dk 0292230424 0017395571 1759561317 093248829 0030356613 PE=15V=2

QOWV92-3 Epball3 0239947018 0017428376 1758743086 0.18769318 0726551507  Isoform 3 of Band 4.1-like protein 3 05=Mus musculus GN=Epb4113.

035678 Mgll 0190373425 0017452881 1758132882 0.853114491 0068992681 sv=1

P3173 Kifla 0112119509 0017830141 174884523 0.787983879 0.103482667 i sv=2

Q9D415-3  Digapl 0240647456 0018341899 1736555692 0512339532 0290442133 Isoform 3 of Disks protein 105=M

Q9CzRe  Tsfm 0148910044 0018581937 1730909012 0543003426 026519743 Elongation factor Ts, mitochondrial O5=Mus musculus GN=Tsfm PE=1SV=1

Qgcas2  Decrl 0294674691 0018593413 1730640887 0.845540196 0072865742 2,4-dienoyl-CoA reduct lus GN=Decr1 PE=1 SV=1

Q6ZPE2  Sbfl 0125582138 0018883748 172391181 0250773272 0600718754 protein 5 05=Mus lus GN=Sbf1 PE=15V=;

Q8VCT3  Rnpep 0231869497 0019142527 1718000735 0399051819 0398970705 Aminopeptidase B OS=Mus musculus GN=Rnpep PE=2 SV=2

035660 Gstmb. 0162379018 0.019394282 1712326288 0.578680001 0237561527 Glutathione S-transferase Mu 6 OS=Mus musculus GN=Gstm6 PE=2 V=

QsBias  Cstf2 021103124 0019422564 1711693444 0.164245452 0.313940806 0503152231 Cleavage stimulation factor subunit 2 05=Mus musculus GN=Cstf2 PE=15V=2

Q81100-3  Digl 0182817275 0019439018 1711325669 0.053553577 0123051327 09099137  Isoform 3 of Disks large homolog 1 0S=Mus musculus GN=DIg1

Q614812 Pdela 0159461036 0.019485827 1710281152 0.112890102 0947344135  Isoform PDE1AL of Calci 3'5"cvelic i 1A05=Mus
Q8CAQ8-4  Immt 0174018831 0.019497661 1710017495 0536959626 0270058367 Isoform 4 of i ran

QQIKCE  Cendl 0296390487 0019716343 1705173629 0553154776 0257153334 C it and neuronal iation protein 105=Mus lus GN=Cend1 PE=15V=1
QOWV92-5 Epball3 023628159 0019720239 1705087822 0143372299 0843534751 Isoform 5 of Band 4.1-like protein 3 05=Mus musculus GN=Epb4113.

Q@avAz  Tommdo 0147596163 0.019823965 1702809483 0.281691185 0550226743 bunit =Mus lus GN=Tomma0 PE=15V=3
Q9cac7  Ndufbd 0225091739 0019886114 170145007 0.140442998 0852499908 fubiauinonel 1 =Mus musculus GN=Ndufba PE=15V=3
Q791Vs  Mich2 0.40558672 0.020021035 1698513476 0970275925 0013104744 homolog. PE=15\

QsciBs  Ferme2 0104932611 0.0203473 1691493209 0.950063377 0022247423 Fermitin family homolog 2 05=Mus musculus GN=Fermt2 PE=1 5

Q6NS60  Fbxodl 0257439539 0.020533476 168753752 0.08996479 0.796314753 0098915238 F-box only protein 41 05=Mus musculus GN=Fbxo41 PE=1 SV=:




Bum up, Veh insignificant

Accession _Gene Students T -Log10 T Test in Bumetanide _Log? fold change in Vehicle _Students T Test in Vehicle -Log10T Test in Vehicle Description
Q63912 Omg 0211122011 0.020655254 1684969452 -0.082459221 0.418667638 0378130607 Ol i lus GN=Omg PE=1 5V=1
Q@R111  Gda 0050106645 0.020677714 1684497486 0015454316 0.76277927 0117601118 Guanine deaminase OS=Mus musculus GN=Gda PE=1 5V=1
Q9z2Y3-3  Homerl 0143000731 0.020764269 1682683347 0.715935942 0.145125834 Isoform 3 of Homer protein homolog 1 05=Mus musculus GN=Homer1
Q8BFRS-2 Tufm 009268728 0020775519 1682448123 0.599862529 0221948266  Isoform 2 of Elongation factor Tu, mitochondrial O=Mus musculus GN=Tufm
PS8389  Ppp2rd 0145035858 0020899158 1679871207 0.856453039 0067296445 Serine/threonine-protein phosphatase 2A activator 05=Mus musculus GN=Ppp2r4 PE=1SV=1
Q64152 Btf3 0169550256 0.020909751 1679651143 0.982200553 0007799826 Transcription factor BTF3 05=Mus musculus GN=Btf3 PE=15V:
QA4KMM3-4 Oxrl 0179415916 0.020919692 1679444712 0590204949 0228997153  Isoform 4 of Oxidation resistance protein 105=Mus musculus GN=Oxr1
Q3TMH2  Scrn3 0141605706 0.020961524 1678577136 0329101511 0482670124 Secernin-3 05=Mus musculus GN=Scrn3 PE=15V=1
Q9czus  Cs 011270678 0.02105682 1676607222 0.679397884 016787581 Ci i
PO94LL  PRKL 0116307459 0021073468 167626399 0201534714 0695650138 105=Mus
Qgcale  Cotlt 0108221943 0.021289706 1671830339 -0.111022174 0452816734 0344077532
Qgcasy  cuta 0154433891 0.021469337 1668181368 0.080350944 0.45689019 0340188166
Q06830 Clu 0121087155 0021473767 1.668091774 -0.013123566 0.887134513 0052010525 Clusterin 05=Mus musculus GN=Clu PE=1 SV=1
PS53810  Pitpna 008382614 0021779189 1661958304 008101069 0.922699194 0034939859 itol transfer protein alpha isoform
P22723  Gabrg2 0174528624 0.022088602 1655831777 080549267 0588112624 0230539498 ptor it
D377P32  Gls 016701983 0.022380507 1650130074 -0.057862219 0370024223 0.431769845  Isoform 2 of Glutaminase kidney isoform, mitochondrial OS=Mus musculus GN=Gls
P17426  Ap2al 0094014625 0.02244902 1648802619 0.008455551 0.941888347 0026000576 AP 08=Mus P
Q8BTFS  Ralvl 024552868 0.022529546 1647247559 -0.011790471 0.972042884 0012314575 RNA-binding Raly-like protein 0S=Mus musculus GN=Ralyl PE=2 5\
P48036  AmxaS 0107798603 0.022614266 1645617505 -0.088390196 0338611193 0470298691 Annexin AS 05=Mus musculus GN=Anxa PE=1 SV=1
Q7TN29  Smap2 0175199465 0022633335 164525144 0.179985661 0.49872 0302143215 iated protein PES15V=1
Q9DBIL  Pram1 0132540133 0.022770096 164263514 -0.076720529 0.207368609 0683256985 Phosphoglycerate mutase 1 05=Mus musculus GN=Pgam1 PE=15V=3
QOEPSY  Lactb 0187219285 0023157977 1635299391 E 0.905905516 0042917096 protein LACTS, acth PE=15V=1
Q8ROA7  Kiaa0513 0162356148 0.023200786 1634497307 E 0387919774 0411258082 protein i PES2SV=1
3990 Actn3 0203562438 0.02340012 1630781922 E 0287705259 0541052199 Alpha-actinin-3 05=Mus musculus GN=Actn3 PE=2 SV=1
QOWVES  Pacsin2 0273688156 0.0234244 1630331519 E 0.057129591 1.243138887 Protein kinase C and casein in neurons protein 2 0S=Mi PES15V=1
20108 Pro3 0109236842 0.023450565 1629846689 0016958712 0.731449585 0135815602 i reductase, lus GN=Prdx3 PE=15V=1
QoQves  Add3 0314518855 0.023451498 1629829408 0.071655645 0.115509841 0937381012 Gamma-adducin O=Mus musculus GN=Add3 PE=1 5V=2
P63024  Vamp3 0128317148 0.02350456 1628847878 0.134065832 037615931 0424628185 M lus GN=\ PES15V=1
088343-2  Sicdad 0146296374 0.024219994 1615825974 0.087439934 0.266787159 0573835077 Isoform 2 of Electrogenic sodium bicarbonate cotransporter 1 05=Mus musculus GN=Slcdad.
QUMI3  Rabrefl 0151202368 0.024858606 1604523229 -0.017144143 0.88916764 0051016351 factor sv=1
P43024  Coxal 04105345 0.025067402 1.600890669 010875521 0528033598 0277338443 3 lus GN=Cox6al PE=15V=2
D3VZU1  Shankl 0295387257 0.02514443 159955821 041449533 0.728087974 0137816142 SH3 and multiple ankyrin protein 1 PES15V=1
Q@iwig  Fubpl 0140323599 0.025322894 1596486661 063549443 0.663908191 0177891973 Far upstream element- protein 1 PE=15V=1
Q9DOM3  Cyel 0196014022 0.025651275 1590891045 -0.067198181 0.661540998 0179443236 C 3 lus GN=Cyc1 PE=1 V="
Pa8o62  Sic25a4 0146837099 0.025805482 1588288025 -0.091239528 0111622527 0952248149 ADP/ATP tran: 1 PE=15V=4
Q4267 Timmsa2 0244013534 0025973129 1585475732 0072599372 0.288531859 0539806226 Putative inner bunit Tim8 A-8 05=M: PES3SV=1
P35438  Grinl 033933487 0026241856 1581005459 020059167 0.8506222 0070263287 Glutamate receptor ionotropic, NMDA 105=Mus musculus GN=Grin1 PE=1 SV
P26443  Gludl 0074955147 0.026517553 1576466547 106482337 0409393117 038785946 1, N=Glud1 PE:
009172 Gelm 034622788 0.026884406 157049955 0015465196 0.901008094 0045271307 I
Q9Casl  Ndufa3 0177394733 0027111309 1566849511 134847026 0.082105746 1.085626447 fubiauinonel 1 PE=15V=1
Q64314 Cd34 0341236415 0.027199301 1565442251 051624709 0.75485017 0122139243 Hematopoetic progenitor cell antigen CD34 0S=Mus musculus GN=Cd34
Q61036 Paks 0098536573 0027213116 1565221727 -0.004630772 0952219131 002126309 kinase PAK 3 05=Mus lus GN=Pak3 PE=15V=2
QORON7  syt7 0179535925 0027281559 1564130815 -0.041572386 0.390469853 0408412491 Synaptotagmin-7 OS=Mus musculus GN=Syt7 PE=1 SV=1
Q97163 Atpévicl 0113549631 0.027468559 1561164128 .039004036 0439315307 035722366 105=Mus I PE=15V=4
Qgcas2  Fist 0152189762 0.027473865 156108024 -0.015527853 0.862337548 0064322703 Mitochondrial fission 1 protein 0S=Mus musculus GN=Fis1 PE=15V=1
035857 Timmad 0127629673 0.027654541 1558233542 0.03176403 0725371498 013943951 import inn ran PE=15V=2
P03893  Mtnd2 0645877962 0027661213 1558128775 0013572635 0972985377 0011893687 208=M
P19639  Gstm3 0.190873607 0.027699524 1557527701 E 0.626509141 0203072588  Glutathione S-transferase Mu 3 OS=Mus musculus GN=Gstm3 PE=1 5
Q34 Skci7a7 0456555311 0027787025 1556157947 0.637083268 0.195803801 Vesicular glutamate transporter 1 05=Mus musculus GN=Slc17a7 PE=15V=2
QscHca  synit 0100762153 0.02850387 1545096176 0.95548642 0019775481 Synaptoianin-1 05=Mus musculus GN=Syni1 P
P62897  Cycs 0236822523 0.028872493 1539515717 0. 0102352189 0989902866 Cytochrome c, somatic OS=Mus musculus Gl
Qowukz  Eifah 0088597208 0.028998408 1537625848 0.852866697 0069118844 Eukaryotic translation initiation factor 4H 0S=Mus musculus GN=Eifdh PE=15V=3
Q64467 Gapdhs 0.164003407 0029741596 1526635735 0.269709394 0569103927 lus GN=Gapdhs PE=2 SV=1
P23506  Pemtl 0127107252 0.029830877 1525333974 0.746816184 0126786279 lus GN=Pemt1 PE=1 V=3
Q8BNY6  Nesl 0376866681 0.029998147 1522905572 0.820714957 0.08580765: 108=Mus PE=25V=3
24472 Gstad 0282733329 0.030219022 1519719595 E 0.236807039 0625605392 Glutathione S-transferase A4 0S=Mus musculus GN=Gstad PE=1 SV
P61226  Rap2b 0.108802398 0.030337633 1518018304 E 0.349574555 0456460187 Ras-related protein Rap-2b 0S=Mus musculus GN=Rap2b PE:
A2ALSS-3 Rapleap 0195538105 0.03046749 151616333 0.999163736 0000363337 Isoform 3 of Rap1 i 105=Mus lus GN=Rap.
Q@oLbs  Eif2b2 0111735719 0.030675463 1513208874 014495112 0838778426 Translation initiation factor elF-28 subunit beta OS=Mus musculus GN=Eif2b2 PE=2 SV=1
Q62426 Cstb 0153337248 0.031770741 149797265 -0.085093443 0.516855664 028663072 Cystatin-B OS=Mus musculus GN=Cstb PE=1SV=1
Q9DOL7  Armcl0 0458129344 0.033604813 1473598518 0576382429 0239289267 Arma i 10 05=Mus sv=1
Q8VCWS  Acsf2 071478281 0.033622408 1473371192 0025723767 0.885958562 0052586591 Acyl-Ca hetase family member 2, PES15V=1
P98084  Apbaz 0305126732 0033708719 1472257752 0.030940303 0.785193022 0105023568 Amvloid beta Ad precursor protein-binding family A member 2 05=Mus musculus GN=Apba2 PE
Qsazst  Hioch 0.163920626 0.033780474 1471334257 -0.031388733 0.628774474 020150509 i oA hydrolase, musculus GN=Hibch PE=15V=1
P16858  Gapdh 0146178364 0.033962286 1469003085 0.04642628 0544630638 0263897931 PE=15V=,
Q62425 Ndufad 018910594 0.033978106 1.468800828 -0.199133287 0075158856 1124019837 fubiauinonel 1 =N PE=15V=2
P63082  AtpbvOc 0299772836 0.034004796 1468459821 0.133544859 0.266806074 0573804288 \TPase 16 lus GN=Atp6vOc PE=2 SV=1
Q9QURS  Sema7a 0174463228 0034193181 1.466060498 0.003598989 0.965216431 0015375294 Semaphorin-7A 0S=Mus musculus GN=Sema7a PE=15V=1
P11881:3  ltprl 0179826646 0034211797 1465824116 -0.010556741 0.921429266 0035537998 Isoform 3 of Inositol 1,4, e 105=Mus lus GN=ltprl
Q61206 Pafahib2 0170189082 0.03494131 1456660812 0.007410207 0.966725163 001469697 PES15V=2
QOESW4-2 Agk 0142275142 0.035112801 1454534526 0.035445017 0821111523 0085597853  Isoform 2 of Acylglvcerol kinase, mitochondrial 0S=Mus musculus GN=Agk
P60879-2  Snap25 0187903476 0035411256 1450858673 0.036752956 0.77805069 0.108992108 Isoform 2 of protein 25 05=M
Q9223 Clipl 0201057188 0.035438557 1450523976 0.063406583 0271824774 0565710964 CAP-Gly domar ining linker protein 1
PS6391  Cox6bl 0199270546 0.035900133 1.444903937 -0.10882966 0398443113 0399633675
Q8CING pakz 0086574636 0.035927542 1.444572494 0.003597187 0.919663577 0036371013 kinase PAK 2 05=Mus I
Q9DAH1  Exoc2 0094246009 0.036052336 1.443066587 0.681103731 0.16678674 o N=E
Q6PHN9  Rab3s 0143238713 0.036153281 1441852285 0.248226571 0605151732 Ras-related protein Rab-35 0S=Mus musculus GN=Rab35 PE=1SV=1
Q3UIL2  Ndufbs 0533742369 0.036192149 1441385632 0.63120181 0.19983176 fubiquinone] 1 Il
Q1zI5  Ugp2 0095051456 0.036285604 1440265648 0.812180478 0090347454 PE=25V=3
PS1859  Hdgf 0120298926 0.036491452 1437808853 0.635992165 0196548235 Hepatoma-derived growth factor 0S=Mus musculus GN=Hdgf PE=1 V=2
Q9olcs  Etfa 0062624263 0.036603895 1436472702 0.546386845 0262499766  Electron transfer flavoprotein lus GN=Etfa PE=15V=2
Q3ups 0263934929 0.037068565 1430994225 0701161163
Q9EPLS  Ipo7 0103520143 0.037292774 1428375313 0.562838648
7 rdx6 0.199938005 0.037390437 1427239459 0625363516 020386746 Peroxiredoxin-6 0S=Mus musculus GN=Prdx6 PE=15V=3

Q9CR62  Sic25all 0141791179 0.037450974 142653688 0.15830287 080051121 i 1PE=15V=3
PO61S1  Ldha 0033375454 0037964114 1.420626736 -0.016983135 0847304115 0071960684 L-lactate A
Q61735 Cda7 010339215 0.038146224 1418548449 0.005414591 0972758255 0011995075 Leukocyte surface antigen CD47 0S=Mus musculus G
P46935  Neddd 0354599785 0.038281867 1.417006893 0114401029 025767716 0588924076 E3 ubiauitin-protein ligase NEDD4 0S=Mus musculus GN=Nedd4 PE=15
Q9zox1  Aifm1 0099633652 0.038670413 1412621186 0.037905531 0472972478 032516413 is-i factor 1, sv=1
A2AI0 Map7d1 0106995491 003889782 141007474 -0.13063687 0.121305084 0916120997 MAP7 108=Mus PE
Q6PIC6 Atpla3 0104015161 0.03899844 1408952761 -0.050787516 0505223973 029651605 PE=15V=:
Q9DB70  Fundcl 0452625773 0.039274899 1.405884925 0113416179 0.354672151 0450172912 FUN14 domair protein 1 PE=25V=1
QOIWM2  Cecrs 0321323875 0.039294962 140566313 1083351744 0.153760343 0813155662 Cat ical region protein ecrs PE=2 SV:
Q66QSL  Sic25a23 0165145984 0.039510176 1.403291039 0.161613947 0791521162 Calci CaMC-3 05=Mus lus GN=S| PES25V=1
QORIKS  Cetn2 0155424924 003983931 1.399688197 0979956347 000879327 Centrin-2 05=Mus musculus GN=Cetn2 PE=2 SV=1
Q80W21  Gstm7 0203062471 0.040299096 1394704692 0.879655677 005568729 Glutathione S-transferase Mu 7 OS=Mus musculus GN=Gstm7 PE=1 SV=1
Q3TC72 Fahd2 0.186668437 0.040787326 1389474768 0.677925149 0.168818255 ining pr =" PE=15V=1

8VD04  Gripapl 0122847961 0.041168331 1385436737 0.888913753 0051140375 GRIP1-associated protein 1 05=Mus musculus GN=Gripap1 PE=1 SV=1
055042 Snca 0255138501 0041174 1385376939 0.747768196 012623301 Alpha-synuclein 0S=Mus musculus GN=Snca PE=1 5V=2
Q@awis  Srcinl 0127080861 0.041436647 138261539 0551054985 0258805064 SRC kinase signaling inhibitor 1 0S=Mus musculus GN=Srcin1 PE=15V=2
Q8VON2  Atplal 0142780145 0.0415292 1381646438 0207227973 068355162 =N PES15V=1
Q62419 Sh3gil 0111325586 0.041748024 1379364076 0226931664 0644104903 Endophilin-A2 05=Mus musculus GN=Sh3gl1 PE=15
Q8oz1  Rap2a 0123627753 0041773148 1379102791 0597934935 0223346072 Ras-related protein Rap-2a 05=Mus musculus GN=Rap2a PE=1 5V=2
055042-2  Snca 0255403867 0.042007205 1376676218 0.769395475 0.113850372  Isoform 2 of Alpha-synuclein 0S=Mus musculus GN=Snca
Q3voks  pist 0284941322 0.042240108 1374274976 0.080115782 1.096281922 Plastin-1 0S=Mus musculus GN=PIs1 PE=2 SV=1
Q9CPUO  Glol 0108322103 0.043626612 1360248514 0.102844444 0987819167 Lactoyiglutathione Iyase OS=Mus musculus GN=Glo1 PE=1 SV=3
QOWV92-7 Epball3 0248022641 0.04394513 1357089248 0097323786 1.011781005 Isoform 7 of Band 4.1-like protein 3 05=Mus musculus GN=Epb4113
Q62277 Svp 0319377337 0.044089442 1355665397 0564381179 0248427477 Synaptophysin 0S=Mus musculus GN=Syp PE=15V=2
P99026  Psmba 009244333 0.044492323 1351714922 0.713009441 014690471 it beta = lus GN=Psmbd PE=15V=1
P61922  Abat 0146599035 0.044534062 1351307695 0.681061556 0.166813634 musculus GN=Abat PE=1 5V=1
Q008%  Serpinalc 0246968714 0.044828386 1.348442049 0.333982496 0476276294 in 1-3 05=Mus =
P21271  Myosb 0104691029 0.045011395 1346677525 0915760381 003821815 sv=2
Q8R2R9  Ap3m2 0087266923 0.045564473 134137365 0.651744353 0185922723 AP PE=2SV=1
Q9QWie-2  Srcinl 0122844988 0.045807856 1339060038 0055872178 054429071 0264169078 Isoform 2 of SRC inhibitor 105=M i
Q3UEB3-3  Puf60 0259961483 0.045830765 133884289 0.001288127 0977729098 000978146 Isoform 3 of fact
QssQxX6  Cvfip2 0088618648 0.046095685 1336339729 0011741968 0.747038462 0126657037 Cytoplasmic FMR1-interacting protein 2 05=Mus musculus GN=Cyfip2

60904 Dnaics 021798482 0.046201575 133534322 0.057250337 0.87733579 0056834154 Dnal member ic5 Pl
PS8281  Opal 0090552423 0.046268196 1334717429 -0.00079922 0.978029781 0009647921 Dynamin-like 1 ’ lus GN=Opal PE=15V=1
Q810U4-2 Nrcam 0075489408 0.046330731 1334130848 0.100043918 0333518103 0.476880588  Isoform 2 of Neuronal cell adhesion molecule OS=Mus musculus Gl
Q810U4  Nrcam 0075489408 0.046330731 1334130848 0.100043918 0333518103 0.476880588 N PE=15V=2
QEDCW4  Etfb 0075499216 0.046776324 1329973913 -0.120220335 0.065328264 1184898881 Electron transfer flavoprotein subunit beta 05=Mus musculus GN=Etfb PE=15V=3
Q9ONES-4  Rims1 0283743096 0.046995448 1327944203 0014127753 0933111411 0030066499 Isoform 4 of i protein 105=M
P35276  Rab3d 0161401397 0.047012846 1327783457 0.010766562 0928105258 0032402767 Ras-related protein Rab-3D 0S=Mus musculus GN=Rab3d PE=15V=1
Q8VEMS  Sic25a3 0210986222 0.047126521 1326734617 037667482 04240334 protein, PES15SV=1
Q9209 wdr7 0256723967 0.047296143 1325174274 0.555535371 0255288285 protein 7
P70404  Idh3g 0142580798 0.047518773 1323134783 033713912 0472190851 INAD] 1 PE=15V=1
Q8BU31  Rap2c 0116494991 0.047795781 1320610437 0.782000542 0106792946 Ras-related protein Rap-2c 05=Mus musculus GN=Rap2c PE
Q5978 Ndufaf2 0196947848 0.048254465 1316462496 0575659307 0239834469 Mimitin, mitochondrial OS=Mus musculus GN=Ndufaf2 PE=2 5\
Q8BeX2 0282695461 0.048382127 1315315046 0.693523229 0.158938988 Uncharacterized protein C190rf52 homolog 05=Mus musculus PE=2 SV=1
Q@oKs1  Pls3 013159837 0.048503032 1314231111 0.156106469 0806579099 Plastin-3 0S=Mus musculus GN=Pls3 PE=15V=3
Q8KIM6-5 Dnmil 0075675656 0.048908519 1310615491 0.184420323 0734191222 Isoform 5 of 7
Q9DCD6  Gabarap 0370313891 0.049108864 1308840113 0327009897 0.485439103 sv=2
Q8BVE3  Atpévih 0092961158 0.049117186 1308766522 0.022406552 0.68611369 0163603915 HOS=Mus lus GN=Atp6v1h PE=15V=1
Q9z1P6  Ndufa? 0157535044 0.049196191 1308068522 -0.020162894 0.873330189 0058821527 fubiauinonel 1 708=M PE=15V=3
B2RUJS3  Apbal 0119539417 0.049197246 1.308059206 0015511106 0922242 0035155103 Isoform 3 of Amyloid beta Ad precursor protei Amember 1 05=M
Q6PIES  Atplaz 0118439399 0.049273842 1307383572 -0.046433542 0476233856 032217973 PES15V=1
Q64324 Stxbp2 0362702247 0.049409548 1306189123 0167172176 037582369 0425015848 indi 205=Mus PES25V=1
Qgcaa7  AwsfL 0139065287 0.049784599 1.302904988 -0.133999461 0.134333682 0871815081 ATP synthase it i PES15V=1




Accession_Gene

P62960
P11627
P28667
055022
P62196

Ybx1
Licam
Marcks|1
Pgrmcl
Psmc5

Log2 fold change in Bumetanide
-0.623837411
-0.10841576
-0.316361508
-0.139844824
-0.118797025

Students T Test in Bumetanide
0.007644035
0.021016545
0.035111951
0.042382795
0.043350619

-Log10 T Test in Bumetanide
2.116677337
1677438669
1454545035
1372810407
1363004696

Bum down, Veh up

Log2 fold change in Vehicle
0.418249397
0.112688024
0.342784543
0.144440011
0.095282336

Students T Test in Vehicle
0.019428276
0.044088127
0.035683438
0.028107656
0.021924399

-Log10 T Test in Vehicle _Description

1711565732 Nuclease-sensitive element-binding protein 1 05=Mus musculus Gi
1355678355 Neural cell adhesion molecule L1 05=Mus musculus GN=L1cam PE
1.447533304 MARCKS-related protein 0S=Mus musculus GN=Marcks|1 PE=1 SV=2

1551175367 Membrane-associated progesterone receptor component 1 0S=Mus musculus GN=Pgrmcl PE=1 SV=4
1.659072313 265 protease regulatory subunit 8 0S=Mus musculus GN=Psmc5 PE=1 SV=1




Bum down, Veh down

Accession _Gene _Log2 fold change in Bumetanide _Students T Test in Bumetal Log10 T Test in Bumetanide _Log2 fold change in Vehicle _Students T Test in Vehicle -Log10 T Test in Vehicle Description
P35922-11 Fmrl -2.743885774 1.7217€-07
Q61171 Prdx2

6.76404237 -1.802813034 1.40237E-07 6.853137195 Isoform ISO11 of Fragile X mental retardation protein 1 homolog 0S=Mus musculus GN=Fmr1
-0.143816772 0.023074342 1.63687067 -0.077083109 0.037231922 1.429084547 Peroxiredoxin-2 0S=Mus musculus GN=Prdx2 PE=1 SV=3
P14148  Rpl7 -0.127349371 0.026070756 1.58384637 -0.110434374 0.020600234

1.686127842 605 ribosomal protein L7 05=Mus musculus GN=Rp|7 PE=1 SV=2



Bum down, Veh insignificant

Accession _Gene __Log? fold change in Bumetanide _Students T Test in Bumetanide _-Log10 T Test in Bumetanide _Log2 fold change in Vehicle _Students T Test in Vehicle -Log10 T Test in Vehicle _Description
20699  Ahsg 1055934198 9.05455E-06 5.04313321 0098234308 0315244629 0501352303 Alpha-2-HS-glycoprotein OS=Mus musculus GN=Ahsg PE=1 SV=1

Q9Czst Aldhibl -0.106389949 9.75251€-05 4010883429 -0.000314802 099425898 Aldehyde X 05=Mus musculus GN=Aldh1b1 PE=1 SV=1

Qo768 Nme2 -0.393100967 0000208315 3681280221 -0.148105394 0.186727501 0728791715 Nucleoside diphosphate kinase B 0S=Mus musculus GN=Nme2 PE=1 V=

QUEPE9  Atp13al -0.332690517 0000268806 3.570560597 0044292904 0589032113 0229861028 Probable cation-transporting ATPase 13A1 05=Mus musculus GN=Atp13al PE=2 SV=2

Q9QURE  Prep -0.236238549 0000363243 3.439803016 0.071099799 0386407583 041295436 Prolyl endopeptidase 0S=Mus musculus GN=Prep PE=2 SV=1

QB8ROSO Gspt1 0.138213111 0000392022 3.406689277 -0.000572155 0.990406079 0004186702 Eukaryotic peptide chain release factor GTP-binding subunit ERF3A OS=Mus musculus GN=Gspt1 PE=1 SV=2
Q49F3  Gspt2 -0.214656658 0000449586 3.347187303 0.059489756 0249366531 0603161837 Eukaryotic peptide chain release factor GTP-binding subunit ERF38 OS=Mus musculus GN=Gspt2 PE=1 5V=1
P287402  Kif2a -0.216913092 0000451202 3.345628795 -0.014067414 0.784619035 0.10534116 Isoform 2 of Kinesin-like protein KIF2A 05=Mus musculus GN=Kif2a

Q9IYP2  Nin 0.292791959 0000451589 3.345256594 -0.083290503 0254740153 0593902594 Neurolysin, mitochondrial OS=Mus musculus GN=NIn PE=2 5

P11438  Lampl -0.197083438 0000586651 3.231620197 0.0661574 0.601998435 0220404638 105=Mus I Lamp1 PE=1 5V=2

Q9IYM2  Arhgap3s 0.274715656 0000599011 322256514 -0.191252065 0141952447 0847857116 Rho GTPase-activating protein 35 0S=Mus musculus GN=Arhgap35 PE=15)

Q9CXs6  Psmds 0.127177656 0000666244 3.176366423 0.055755958 0369835933 431 2 subunit 8 05-

Q62188 Dpysi3 0.304712237 0000723181 3.140752887 0101708553 0240045954 0619705609 Dihydropyrimidinase-related protein 3 OS=Mus musculus GN=Dpysl3 P

QoaxLL  Kif21b -0.331057655 0000804419 3.094517752 0125757696 0371748586 0429750675 Kinesin-like protein KIF218 0S=Mus musculus GN:

Q8R2U4  Ntmtl -0.264143987 0000872658 3.059155889 -0.017430058 0939868401 0026932951 N-terminal Xaa-Pro-Lys N-methyltransferase 1 OS:

P803LS  Cctd -0.139580386 0000953762 3.020560134 007770845 0175416742 0755928958 T-complex protein 1 subunit delta O5=Mus musculus GN=Cctd PE=1 V=3

088809 Dex 0311613164 0001001147 2.999502081 0143357441 0357150859 04471483 Neuronal migration protein doublecortin O5=Mus musculus GN=Dcx PE=1 SV=1

Q61205 Pafahib3 1002987952 0001106949 2.955872451 0032230017 0.896539433 ivating factor 18 subunit gamma 0S=Mus musculus GN=Pafah1b3 PE=1 SV=1
QsZWV3  Rpl10 0.173495792 0001119256 2951070637 0010044973 0872431875 0059268475 bosomal protein L10 0S=M lus GN=Rp|10 PE=1 5V=3

P97461  RpsS -0.248835466 0001367234 28641571 0107792729 067889241 0.168199047 405 ribosomal protein S5 05=Mus musculus GN=Rps5 PE=1 5V=3

Q61595-11 Ktnl -0.265129989 0001431153 2844313853 -0.085815995 0191961518 0716785824  Isoform 11 of Kinectin 0S=Mus musculus GN:

088844 Idh1 -0.237152669 0001444349 2840327922 0096626694 029020986 0537287836 Isocitrate INADP] PE=15V=2

P97427  Crmpl 18588436 0001486172 2827930813 004508951 0402792734 0394918373 Dihydropyrimidinase-related protein 1 0S=Mus musculus GN=Crmp1 PE=1 SV=1

BTZNGO  Kif7 -0.367653467 0001596804 2.796748496 -0.021496285 0.828745594 0081578768  Kinesin-like protein KIF7 0S=Mus musculus GN=Kif7 PE=1 SV=1

P51880  Fabp? 0.397143258 0001699587 2.769656647 0128286084 0432585041 0363928503  Fatty acid-binding protein, brain OS=Mus musculus GN=Fabp7 PE=1 SV=2

Q61166 Maprel -0.233852004 0001788259 274756949 -0.027384417 0816014939 0.08830189 Microtubule-associated protein RP/EB family member 1 OS=!

us musculus GN=Mapre1 PE=1 5V=3
Q97315 Sartl 1011766593 0.001920286 2.716634002 0.174805157 0174000552 0759449374 U4/U6.US tri-snRNP-associated protein 1 0S=Mus musculus GN=Sart1 PE=2 SV=1

QD13 Samp 0259716267 0.001920363 2716616773 0197030328 067426628 0171168559 SAP
P86048  Rpll0l 0180243243 0.001982727 2.702737045 0.014178736 0827670015 0.082142778 bosomal protein L10-like OS=M\ lus GN=RpI101 P!
Q91769 Sreapl -0.238056663 0002201697 2657242462 085880664 079439848 0.099961596 SLIT-ROBO Rho GTPase-activating protein 1 0S=Mus musculus GN=Srgap1 PE=1 SV=2

Q3UHLL  Camkv, 22054216 0.002286141 2.640896942 053808819 0378175048 0422307129 CaM kinase-like vesicle-associated protein 05=Mus musculus GN=Camkv PE=1 SV=2
Q9DBG6  Rpn2 0270117217 0.002324121 2633741232 -0.001325613 0984121997 ichyl-di subunit 2 0S=Mus PE=2 V=1
P97792  Cxadr 0381143786 0.002378778 2.623646011 0.201638945 0130024364 0885975262 C d ad homolog OS=M lus GN=Cxadr PE=1 SV=1
P24270  Cat 0416312645 0.002422216 2615787195 0103603224 0588380003 0.230342096 Catalase OS=Mus musculus GN=Cat PE=1 SV=4

P60867  Rps20 0311137883 000251036 2.600264006 003171715 0728975515 0137287059 405 ribosomal protein 520 0S=Mus musculus GN=Rps20 PE=1 SV=1

P977922  Cxadr 0.002518156 2598917376 0180422704 0.167862665 0775045886 Isoform 2 of Cc d adenovi tor homolog Of lus GN=Cradr
Q80¥X1-3  Tnc 0.002547916 2593814892 087178978 0063128278 1199776059 Isoform 3 of Tenascin OS=Mus musculus GN=Tnc

P977983  Neol 0.002694376 2569541768 0.0966451 0462616674 0334778718 Isoform 3 of Neogenin OS=Mus musculus GN=Neol

P13595  Neaml 0002696894 2.569136183 0.025534223 0674390706 0.171088423 Neural cell adhesion molecule 1 0S=Mus musculus GN=Ncam1 PE=1 SV=3

PO8113  Hsp90bl 0.002746536 2561214719 -0, 0223401864 0650913208 Endoplasmin 0S=Mus musculus GN=Hsp90b1 PE=1 SV=2

P63089 0.002808446 2551533854 0.141244861 0340121355 Pleiotrophin 0S=Mi lus GN=Ptn PE=2 SV=1

P135952  Ncaml 0.002893867 2538521464 0032911482 0584112592 0.233503431 Isoform 2 of Neural cell adhesion molecule 1 0S=Mus musculus GN=Ncam1

A2AQ07  Tubbl 0.002903912 2537016581 01552917 020279034 0692952737 Tubulin beta-1 chain 0S=Mus musculus GN=Tubb1 PE=1 5\

QM8 Delki 0002934559 2532457081 0.0521458 03899732 40896523 in kinase DCLK1 0S=Mi I =15v=1

QUHR7  Ide 0.003071037 2512714904 0001676085 0991064759 lin-degrad lus GN=Ide P

P62702  Rpséx 0003291713 2.482578036 0904270117 0043701821 405 ribosomal protein $4, X isoform 0S=Mus musculus GN=Rpséx PE=2 V=2

Q9ZINS  Ddx3%b 0003651052 2437581939 0290697587 0536558573 Spliceosome RNA helicase Ddx39b 05=Mus musculus GN=Ddx39b PE=1 5V=1

P13595-4  Ncaml 0.003677503 2.434446953 -0.00094494 0988023974 0.005232517 Isoform 4 of Neural cell adhesion molecule 1 0S=Mus musculus GN=Ncam1

Q99KP63  Prpflg 0.003770575 2423592431 0000942774 0997481622 Isoform 3 of factor 19 0S=Mus musculus GN=Prpf19

QQEQF6  Dpysis. 0003920267 2.406684406 0113685627 0101061151 099541576 protein 5 05=Mus PE=15V=1

P135953  Neaml 0.003963725 2.401896444 0.030418275 0601060299 0.221081957 Isoform 3 of Neural cell adhesion molecule 1 0S=Mus musculus GN=Ncam1

QQROHO  Acox1 0.003974404 2400727941 0209769344 0079590762 1.099137337 Peroxisomal acyl-coenzyme A oxidase 1 0S=Mus musculus GN=Acox1 PE=15

QQILM8-2  Delki 000404068 2393545564 0.044398812 0568298621 0.245423397 Isoform 2 of Serine/threonine-protein kinase DCLK1 O

Q05816 Fabps 0.004140116 2.382987443 0546590736 0.262337733  Fatty acid-binding protein, epidermal 0S=Mus musculus Gl

Q64676 Ugts 000418832 2377960124 038243637 0.417440813 b 05=Mus musculus GN=Ugt8 PE=2 SV=2
24369 Ppib 0286466166 0.004311988 2365322473 0062204076 1206181158 Peptidyl-prolyl cis-trans isomerase B 05=Mus musculus GN=Ppib PE=1 V=2

QUCY27  Tecr 0129990672 0.004380478 235847846 0.021450443 0667006394 0175870003 Very-long-chain enoyl-CoA reductase 0S=Mus musculus GN=Tecr PE=1 5\

Q8RO01  Mapre2 0117462494 0.004430519 2353545443 -0.05827302 0616527978 021004721 Microtubule-associated protein RP/EB family member 2 0S=Mus musculus GN=Mapre2 PE=1 5V=1
Q91VM5  Rbmxi1 0138190987 0.004638401 233363171 0022637 0740297684 013059361 RNA binding motif protein, X-linked-like-1 0S=Mus musculus GN=RbmxI1 PE=15

P15532  Nmel -0.205085127 0004690041 2328823402 -0.076862752 0290410829 0536987193 Nucleoside diphosphate kinase A 0S=Mus musculus GN=Nme1 PE=1 V=1

504292 Arsh 0351220271 0.004714861 2.326531082 0.069157793 0735335251 0133514614 Isoform 2 of Arylsulfatase B 05=Mus musculus GN=Arsb

P973792  G3bp2 -0.233897005 0.004952986 2.305132908 065506319 0471397066 0326613125  Isoform B of Ras GTPase-activating protein-binding protein 2 05=Mus musculus GN=G3bp2
51410 Rpl9 0227338331 0005124544 2290344774 060600804 0680719183 0167032011 bosomal protein L9 0S=Mus 1=RpI9 PE=15

P0B414  Camkd -0.243140168 0.005169541 2.286548031 -0.065072599 0466859128 0330814146 Calcium/calmodulin-dependent protein kinase type IV 05=Mus musculus GN=Camka PE=1 SV=2
Q6P1B1  Xpnpepl 0161658372 000520164 2.283859678 0033991856 0447736867 0348977144 Xaa-Pro aminopeptidase 1 0S=Mus musculus GN=Xpnpep1 PE=2 SV=1

P32020  Scp2 0197239753 0.005242437 2.280466771 0102149488 0355392704 4492914 i PE=15V=3

Q08943 ssrpl 0374989647 0005340124 227244863 0.114136538 0558877603 0.252683295 FACT complex subunit SSRP1 05=Mus musculus GN=Ssrp1 PE=1 SV=2

Q8BRT1-6  Clasp2 0241046775 0005509035 2.258924506 -0.005928099 0973221847 0.011788151 Isoform 3 of CLIP-associating protein 2 05=Mus musculus GN=Clasp2

Qs6lse  Eif3i2 0111821213 0.005742389 2.240907407 0045827892 0540733252 0.267016923 Eukaryotic translation nitiation factor 3 subunit -8 0S=Mus musculus G

63073 Eifde 0116330872 0.006255014 2203771741 0033685601 0489116303 0310587861 Eukaryotic translation initiation factor 4E 0S=Mus musculus GN=Eifde PE=1 SV=1

Q8VCE6  Ntsm 1911896008 0.006425782 2.192074022 -0.008887093 0928405864 0.032262125 5'(3')-deoxyribonucleotidase, mitochondrial 0S=Mus musculus GN=Nt5m PE=2 SV=1

Pg0317  Cctéa -0.218282606 0.006470944. 2.189032368 -0.003237973 0959773575 0.017831211 T-complex protein 1 subunit zeta OS=Mus musculus GN=Cct6a PE=1 5V=3

63248 Pkia 0656990311 0006542104 2.184282562 0238836656 0330020326 0481459311 dependent protein alpha OS=! lus GN=Pkia PE=1 V=2

P05132  Prkaca -0.213306404 0.006570598 2182395112 -0.008858505 0932260004 protein Ipha 0S=Mus PE=15V=3
14873 Maplb 0207125655 0.006966774 2.156968282 -0.066692044 0122140013 091314204 Microtubule-associated protein 18 05=Mus musculus GN=Map1b PE=1 SV=

QOWUO1  Khdrbs2 0181322914 0.007007032 2.154465871 -0.041432691 085783348 KH . RNA-bindi | protein 2 05=Mus PE=15V=1
QOWV02  Rbmx 0185942483 0.007122354 2147376435 0027209151 0711645376 0.147736368 RNA-binding motif protein, X chromosome 0S=Mus musculus GN=Rbmx PE=1 SV=1

P62301  Rpsi3 0204277162 0.007350399 2.133689057 0.076651974 0.478902001 0319753349 405 ribosomal protein 13 0S=Mus 3 PE=15V=2

Q9caas  Nenf 0832644882 0.007995101 2.097176059 0070353158 0601977691 0.220419603 Neudesin OS=Mus musculus GN=Nenf PE=1 V=1

Q6WVG3  Ketd12 -0.248231564 0.008290266 208143152 -0, 019891196 0701339102 BTB/POZ domain-containing protein KCTD12 0S=Mus musculus GN=Kctd12 PE=1 5V=1
A20649-6  Kalm 0220244558 0008673958 2.061782682 0200123043 0596376008 0.224479837 Isoform 6 of Kalirin OS=Mus musculus GN=Kalrn

Q99KP6-2  Prpfl9 -0.206618567 0.008744524 2058263831 0012279275 0963847115 Isoform 2 of ing factor 19 05=Mus

Qsvels  Pex19 0304982167 0.008993082 2.046091439 0041114212 07296893 0136862022 Peroxisomal biogenesis factor 19 0S=Mus musculus GN=Pex19 PE=1 SV=

P681813  Prkach 0237538771 0.009010467 2045252685 095829366 0018501385 Isoform 3 of protein kinase i beta 0S=Mus

97379 G3bp2 02031593 0.0090301 2.044307421 008926919 02666292 0574092291 Ras GTPase-activating protein-binding protein 2 0S=Mus musculus GN=G3bp2 PE=1 5V=2
Q8BP4S  Metapl 0340771598 0009054953 2043113803 0036222718 0917337882 0.037470672 Methionine aminopeptidase 1 05=Mus musculus GN=Metap1 PE=2 SV=1

00493 Hprtl 0152920011 0009193996 2.036495667 0073184855 0202326499 0693947233 -1 lus GN=Hprt1 PE=1 V=3
QDTS Sdf2 0315058128 0.009455333 2024323194 0054112532 0742786893 0129135768 Stromal cell-derived factor 2 05=Mus musculus GN=Sdf2 PE=2 SV=1

25444 Rps2 0203843712 0.009537942 2020545312 0.020815468 0689112884 016170963 405 ribosomal protein 52 0S=Mus musculus GN=Rps2 PE=2 V=3

F8VPU2  Farpl -0.259847555 0.009885608 2.004996624 -0.0534035 0475494812 0322854218 FERM, RhoGEF and pleckstrin domain-containing protein 1 0S=Mus musculus GN=Farp1 PE=1 SV=1
P0S030  Aprt 0168942342 0.009912353 2003823248 0165610037 0219967567 0657641348 lus GN=Aprt PE=1 SV-=:

Q921F4-4  Hnrnpll 0101693341 0010217914 1990637749 0.158489047 0053529452 1.271407204 Isoform 2 of ke O

P23198  Cbx3 0129576712 0.010380419 1983785114 0.011891644 0871506934 0.059729153 Chromobox protein homolog 3 05=Mus musculus GN=Cbx3 PE=1 V=2

Q05186 Renl -0.411064072 0010511574 1978332253 0078866366 1.10310817 Reticulocalbin-1 05=Mus musculus GN=Rcn1 PE=15)

62245 RpsiSa 0205386811 0.010516548 1978126811 0250465389 0601252279 bosomal protein 5153 05=Mus =Rp: sv=2

P62082  Rps7 0178333967 0010518907 1978029368 0.019667842 0711157918 0.14803395 405 ribosomal protein 57 0S=Mus musculus GN=Rps7 PE=2 SV=1

62889 Rpl30 0229452151 0.010547174 1.976863909 0.090290355 0124539999 0904691144 bosomal protein L30 0S=Mi lus GN=RpI30 PE=2 V=2

Q6ZWNS  Rps9. 0192788253 0010630149 1973460646 -0.089690391 0054471185 1.263833176 405 ribosomal protein 59 0S=Mus musculus GN=Rps9 PE=1 SV:

Qgiis Dazapl 0176085699 0.010675971 1971592634 014299889 0154099976 0812197428 DAZ-associated protein 1 0S=Mus musculus GN=Dazap1 PE=2 SV=2

Q61207 Psap 0187198155 0010996749 1958735698 -0.052701633 0345594575 0461433084 Sulfated glycoprotein 1 05=Mus musculus GN=Psap PE=1 SV-

Q8BP67  Rpl24 0214939931 0.011048311 1.956704093 0013779412 08618057 bosomal protein L24 0S=Mi lus GN=Rp|24 PE=1 5V=2

Q9CVB6  Arpc2 0104075409 0.011672075 193285194 0.005177328 0924709329 0033994761 Actin-related protein 2/3 complex subunit 2 0S=Mus musculus GN=Arpc2 PE=1 SV=3

Q76Mz3  Ppp2ria -0.049446045 0011937898 1923072121 0039726762 0169448798 0770961508 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform OS=Mus musculus GN=Ppp2rla PE=1 SV=3
P97855  G3bpl 0169879455 0012057783 1918732543 0.040928311 0623418653 0.205220207 Ras GTPase-activating protein-binding protein 1 05=Mus musculus GN=G3bp1 PE=1 SV=1
P10126  Eeflal 0200554046 0.012389458 1.906947679 0004658191 0959132514 0.018121387 Elongation factor 1-alpha 1 05=Mus musculus GN=Eeflal PE=1 SV=3

P8O314  Cct2 -0.189597097 0.012958674 1.887439449 0.097051617 0202859449 0692804759 T-complex protein 1 subunit beta OS=Mus musculus GN=Cct2 PE=1 5V

P23116  Eif3a 0167742088 0.013278146 1876862566 0.007357657 0934540968 0.029401655 Eukaryotic translation initiation factor 3 subunit A 0S=Mus musculus GN=Eif3a PE=1 SV=
Q3TXS7  Psmdl 0128406377 0013441902 1871539272 0032987734 0334539214 47 2 subunit 1 0S=Mus musculus GN=Psmd1 PE=1 5V=1
62908 Rps3 14017024 0013586686 1.866886451 005541627 0459663673 0337559817 405 ribosomal protein 53 0S=Mus musculus GN=Rps3 PE=1 SV=1

68040 Gnb2l1 0151772175 00138226 1859410247 0351104036 0454564178 Guanine nucleotide-binding protein subunit beta-2-like 1 05=Mus musculus GN=Gnb2I1 PE=1 SV=3
P119832 Tepl 0174753763 0.014112189 1.850405608 0293612572 0532225352 Isoform 2 of T-complex protein 1 subunit alpha 0S=Mus musculus GN=Tcp1

Q61543 Glgl 0133299956 0.014113946 1850351556 0.015708406 0427948364 0368608629 Golgi apparatus protein 1 05=Mus musculus GN=GIg1 PE=1 SV=1

Q92282 Dars -0.091840026 0014613961 1835232064 -0.006778947 0966357509 0.014862174 Aspartate--tRNA ligase, cytoplasmic 05=Mus musculus GN=Dars PE=2 SV=2

Q9KPs  Proflg 0188552422 0014695883 1832804317 011456338 062871649 0201545149 ing factor 19 05=Mus PE=15V=1

PE0318  Cct3 -0.089765699 0.014774454 1.830488547 -0.041804045 0593663398 0.226459726 T-complex protein 1 subunit gamma 0S=Mus musculus GN=Cct3 PE=1 SV=1

P51807  Dynitl -0.401875411 0014899038 1826841763 0551968293 045648449 0340573974 Dynein light chain Tctex-type 1 0S=Mus musculus GN=Dynlt1 PE=1 S\

Q9212 Tardbp 0154116455 0015461997 1810734422 008783166 0244179606 0612290612 TAR DNA-binding protein 43 0S=Mus musculus GN=Tardbp PE=1 5\

PODI97  Nrxnl -0.200941709 0.016136861 1792180939 010793925 0072403894 1140238076 Neurexin-1-beta OS=Mus musculus GN=Nrxn1 PE=1 SV=1

Q99KV1  Dnajbll 0165988835 0.016178935 1.791050061 -0.090034499 0441056474 0355505799 Dnal homolog subfamily B member 11 0S=Mus musculus GN=Dnajb11 PE=15

035465 Fkbp8. 0176680161 0016807371 1774500218 0.083811248 0077347893 1111551512 Peptidyl-prolyl cis-trans isomerase FKBP8 0S=Mus musculus GN=Fkbp8 PE=1 SV=2

Q8CGC7  Eprs 0102462896 0017271918 1762659439 -0.030050179 0565222889 024778026 Bifunctional glutamate/proline~tRNA ligase OS=Mus musculus GN=Eprs PE=1 SV=4.

P47962  Rpls -0.16471943 0.017559496 1755487953 0.026190791 0760479572 0118912447 60S ribosomal protein L5 0S=Mus

Q8BGa7  Aars -0.093953408 0017581172 1754952176 0033326489 0675176985 017058237 Alanine--tRNA ligase, cytoplasmic 0S=Mus musculus GN=Aars PE=1 SV=1

Q@11 T 0225382015 0.017860771 1748099802 -0.218948948 0164507496 0783814307 Serotransferrin OS=Mus musculus GN=Tf PE=1 5\

Q62446 Fkbp3 0232719734 0.017964209 1745591897 0043755315 0610137189 0214572503 Peptidyl-prolyl cis-trans isomerase FKBP3 O

P63323  Rps12 -0.183983791 0019696265 1705616118 0045667017 0716594353 0144726619 405 ribosomal protein 512 0S=Mus

Q7spy7  sndl 0128841019 0.0199864 1699265434 0.093843473 0307046646 0512795642 Staphylococcal nuclease domain-containing protein 1 0S=Mus musculus GN=Snd1 PE=1 SV=1
Q61390  Cctéb -0.301883856 0.020072738 1697393373 -0.03004343 077127439 0112791089 T-complex protein 1 subunit zeta-2 0S=Mus musculus GN=Cct6b PE=2 SV=4

63325 Rpsi0 025848866 002024025 1693784138 0155858645 0162103593 079020736 405 ribosomal protein 510 05=Mus musculus GN=Rps10 PE=1 V=1

070435 Psma3 0149036651 0.020349354 1691449384 -0.001474752 09775513 0.009860442 Proteasome subunit alpha type-3 05=Mus musculus GN=Psma3 PE=1 SV=3

Q8C080  Snx16 0313181326 0.020690582 1684227302 0075550866 0559462675 0.252228883 Sorting nexin-16 05=Mus musculus GN=Snx16 PE=1 SV=:

008759 Ube3a -0.182049653 0020759809 1682776651 0.094396624 0500173705 0300879144 i ligase E3A 0S=Mus PE=15V=1

QOWVRE  Fxr2 0542521939 002077936 1682367831 0207128239 0568258114 0.245454354 Fragile X mental retardation syndrome-related protein 2 0S=Mus musculus GN=Fxr2 PE=1 V=1
Q7TMK9  Syncrip 0145730747 0.021159461 1674495398 003089252 0216925987 0663688418 i QOs=Mus lus GN=Syncrip PE=1 SV-=:

Qsazvi  Eif3l 0170017076 0021171582 1674246698 0048623163 0561073254 0.250980433 Eukaryotic translation initiation factor 3 subunit L 0S=Mus musculus GN=Eif31 PE=1 SV=1
Q8BGY2  Eifa2 0171036427 0.021331043 1670987908 0094723789 0500091159 0300950823 Eukaryotic translation initiation factor 5A-2 05=Mus musculus GN=Eif5a2 PE=2 SV=3

Q80UU9  Pgrmc2 027596393 0.021362204 1670353933 0224124138 0117743068 0.929064651 Membrane-associated progesterone receptor component 2 05=Mus musculus GN=Pgrmc2 PE=1 SV=2
Q9IN96  Mrpl1 0107897422 0.021521038 1667136789 -0.063141572 0614596959 0.211409593 395 ribosomal protein L1, mitochondrial OS=Mus musculus GN=Mrpl1 PE=1 SV=2

P42932  Cctg 0156328957 0.021563437 1.666282016 001857448 0732233164 0135350605 T-complex protein 1 subunit theta OS=Mus musculus GN=Cct8 PE=1 5V=3

QUCXW4  Rolll 0193832252 0021907432 1.65940853 -0.21001483 0053029221 1.27548475 608 ribosomal protein L11 0S=Mus musculus GN=Rpl11 PE=1 SV=4

P8S094  lsoc2a 0157224667 0.022142312 165477704 0161795346 0232086266 0634350558 protein 24, 05=Mus musculus GN=lsoc2a PE=1 5\
Q61699 Hsphl -0.130331539 0022621025 1645487715 0.001376647 0980035094 0.008758372 Heat shock protein 105 kDa 0S=Mus musculus GN=Hsph1 PE=1 SV=2

80313 Cct7 0145353328 0.022766508 1642703584 0026526215 0602719344 021988487 T-complex protein 1 subunit eta OS=Mus musculus GN=Cct7 PE=1 SV=1

Q91761 Dirast 0182858432 0.023057362 1637190377 -0.055081203 0248451985 0604757529 GTP-binding protein

-Ras1 0S=Mus musculus GN=Diras1 PE=2 SV=1
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P27546-3  Mapd -0.06977314 0023468276 1629518806 -0.000538375 0991523347 Isoform 3 of protein 4 05=Mus

Q7TNC-3  Luc7l2 0023678378 1625648044 0120025311 0390229133 0408680311 Isoform 3 of Putative RNA-binding protein Luc7-like 2 05=Mus musculus GN=Luc712

P61255  Rpi26 0023832605 1622828493 0953815052 ibosomal protein L26 OS=M lus GN=RpI26 PE=1 5V=1

Qsc7x2  Emel 0023861698 1622298655 0.666639896 0176108699 ER membrane protein complex subunit 1 05=Mus musculus GN=Emc1 PE=1 SV=1

Q9Ccz30  Olal 0024273858 16148612 0.110909441 0955031484 Obg-like ATPase 1 05=Mus musculus GN=Olal P

P26516  Psmd7 0024370122 1613142303 087278449 005909298 subunit 7 05=M| lus GN=Psmd7 PE=1 5V=2
Quz2  Tubag 0025223258 1598198811 063279083 0198739823 Tubulin alpha-8 chain 0S=Mus musculus GN=Tubag PE=1 SV=1

40142 Tkt 0025257608 1597607787 0353162716 0452025152 Transketolase OS=Mus musculus GN=Tkt PE=15)

P30416  Fkbpd 0025340854 1.59617875 0.667464415 0175571883 Peptidyl-prolyl cis-trans isomerase FKBP4 OS=Mus musculus GN=Fkbp4 PE=1 SV=

P11983  Tepl 0025373786 1595614719 0438266754 0358261473 T-complex protein 1 subunit alpha OS=Mus musculus GN=Tcp1 PE=1 5\

Q8012 Fnbpll 0025594349 1591855909 007282672 1137709252 ing protein lus GN=Fnbp1l PE=1 SV=2

Q7TMK9-2 Syncrip 0026856328 1570953368 0217146741 0663246684 Isoform 2 of Qos=m lus GN=syncrip
P49312-2  Hnrpal 0026983163 1568907136 0179010345 074712187 tof i A10S=Mus

P05214  Tubada 0027540853 1560028914 0.744396058 0128195935 Tubulin alpha-3 chain OS=Mus musculus GN=Tuba3a PE=1 SV=1

Q9R226  Khdrbs3 0028254349 1548914695 0915413351 KH . RNA-bindi 1l protein 3 05=Mus PE=15V=1
P70663  Sparcll 0028519066 1544864709 0.566895295 0246497148 SPARCike protein 1 0S=Mus musculus GN=Sparcl1 PE=2 SV=3

035098 Dpysld. 0029206866 1534515042 0419993558 0376757371 protein 4 05=Mus PE=15V=

0350982 Dpysla 0029206866 1534515042 0514619582 0288513693 Isoform 2 of lated protein 4 0S=Mus musculus G

Q62241 Snrpc 0031201621 1505822846 0639477195 0194174939 U1 small nuclear ribonucleoprotein C O

Q921H8  Acaala 0031738773 1.498409868 0378735052 0421664499 3-ketoacyl-CoA thiolase A, peroxisomal OS=Mus musculus G

P70677  Casp3 0031861982 1496727214 0999135646 0000375547 Caspase-3 05=Mus musculus GN=Casp3 P

Q921F4  Hnmpll 0032878833 1.483083605 0.187445204 0727125668 Heterogeneous nuclear ribonucleoprotein L-like 0S=Mus musculus GN=Hnrmpll PE=1 SV=3
Q91042 Tmed10 0033122486 1479877079 0401402356 0396420083 Isoform 2 of Transmembrane emp24 domain-containing protein 10 05=Mus musculus GN=Tmed10
Q62448 Eifdg2 003332771 1477194526 0571027264 0243343156 Eukaryotic translation initiation factor 4 gamma 2 OS=Mus musculus GN=Eifdg2 PE=1 SV=2
P628493  Rps24 003413695 1466775284 0.351849665 453642858 Isoform 3 of 405 ribosomal protein 524 0S=Mus

P62071  Rras2 0034399698 1463445374 0477414077 032110478 Ras-related protein R-Ras2 0S=Mus musculus GN=Rras2 P!

Q9819 Ppal 0034935094 1456738083 0.645548724 0190070973 i 05=Mus

QS0UKO  Sestdl 0035663619 1447774586 0252252242 0.598164966 SEC14 domain and spectrin repeat-containing protein 1 0S=Mus musculus GN=Sestd1 PE=2 SV=1
088487 Dyncli2 0035980035 1443938421 0.058360168 1233883465 C in 1 205=Mus PE=15V=1

PO8SS6  Nras 0036162891 1441736854 0.842059068 0074657443 GTPase NRas OS=Mus musculus GN=Nras PE=2 SV=1

P53026  Rpl10a 0036180945 1441520097 0.873805808 0058585073 605 ribosomal protein L10a 0S=Mus musculus GN=Rpl10a PE=1 SV=3

QoIX78  Erlin 003704548 1431264779 0553315668 0257027032 Erlin-1 05=Mus musculus GN=Erlin1 PE=1 SV=1

P27659  Rpl3 0037537284 142553716 0.142867398 0845066866 605 ribosomal protein L3 05=Mus PE=15V=:

P63085  Mapkl 003792962 1421021509 0713064286 0146871339 Mitogen-activated protein kinase 1 0S=Mus musculus GN=Mapk1 PE=1 SV=3

Q9CY57-3 Chtop 0038063526 1419490989 0294285468 0531231184 Isoform 3 of Chromatin target of PRMT1 protein 05=Mus musculus GN=Chtop

PL4824  Anxab 003830468 1416748159 Annexin A6 0S=M lus GN=Anxa6 PE=1 SV=3

P35980  Rpl18 0038365805 1416055684 0750365415 0124727191 605 ribosomal protein L18 05=Mus musculus G

P62011  Rpi32 0038623927 1413143572 073793118 0131984139 bosomal protein 132 0S=M Il

QOESEL3  Lrba 0039099238 1407831709 0.668693243 0174773065 Isoform 3 of Lipopolysaccharide-responsive and beige-like anchor protein 0S=Mus musculus GN=Lrba
088444 Adeyl 0039573524 1402595276 0334978023 0474983685 Adenyate cyclase type 1 0S=Mus musculus GN=Adcy1 PE=

Q9302 Olal 0039591864 1402394054 0.204280844 0689772356 Isoform 2 of Obg-like ATPase 1 0S=Mus musculus GN=Ola1

Q62167 Ddx3x 0039607558 1402221931 0.156558537 0805323244 ATP-dependent RNA helicase DDX3X 0S=Mus musculus GN=Ddx3x PE=1 SV=3

Q02053 Ubal 0039797857 1400140312 0.750645433 0124565153 Ubiauitin-like modifier-activating enzyme 1 0S=Mus musculus GN=Ubal PE=1 SV=1

Q8PAG  At2 0040056317 1397328981 0358706272 0445261029 Atlastin-2 0S=Mus musculus GN=At12 PE=1 SV=1

Q99020 Hnrnpab 0040113821 1396705969 0302146578 0519782319 i A/B 05=Mus PE=15V=1

P14206  Rpsa 0040180335 1395986445 0135584418 0867790219 405 ribosomal protein SA OS=Mus musculus GN=Rpsa PE=1 SV=4

P62754  Rps6 0040242196 139531833 0.625020168 0204105968 405 ribosomal protein 56 05=Mus musculus GN=Rps6 PE=1 SV=1

P63242  EifSa 0040548009 1392030466 0539202252 0268175819 Eukaryotic translation initiation factor 5A-1 0S=Mus musculus GN=Eif5a PE=1 V=2

Q9czM2  Rpl1s 0040680532 139061338 0992624923 ibosomal protein L15 O5=M lus GN=Rpl15 PE=2 V=4

QUESN9-3 Mapksip3 0040688438 1390528979 0445760426 0.35089849 Isoform 1b of C-Jun-amino-terminal kinase-interacting protein 3 OS=Mus musculus GN=Mapk8ip3
Q9D365  Spcs3 -0.29647281 0040724135 1390148134 0071488396 0.652225039 0185602533 Signal peptidase complex subunit 3 0S=Mus musculus GN=Spcs3 P!

Q8BRTL  Clasp2 0874270779 a protein 2 05=Mi lus GN=Clasp2 PE=1 SV=1

QUaXL2-3  Kif21a -0.092993147 004106271 1386552396 0014756846 077181896 0112484557 Isoform 3 of Kinesin-like protein KIF21A 0S=Mus musculus GN=Kif21a

035954 Pitonm1 004137169 138329674 0446794564 034989212 Membrane-associated phosphatidylinositol transfer protein 1 05=Mus musculus GN=Pitpnm1 PE=1 SV=1
Q922044 Hnmpe 0042140596 1375299326 0.788301097 0103307869 Isoform 4 of

P47955  Rplpl 004322166 1364298552 0741515319 605 acidic ribosomal protein P1 O

QS05FS  Lirca? 0.04375627 1358959709 098341925

P70698  Ctpsl 0043785845 1358670231 0996234498

P68369  Tubala 0043889155 1357642784 0.630625189

P68373  Tubalc 0044384393 1352769718 0.664429605

P70232  Chil 0044509997 1351542439 0354768228 0450055282 Neural cell adhesion molecule L1-like protein OS=Mus musculus GN=Chl1 PE=1 SV=2

10639 Txn 0044945748 1347311389 0403472404 0394186164 Thioredoxin 05=Mus musculus GN=Txn PE=1 5V=3

QIWUP7  Uchis 0045752404 133958608 0858199778 0066411602 Ubiauitin carboxyl-terminal hydrolase isozyme LS 05=Mus musculus GN=Uchl5 PE=1 V=2
62192 Psmcl 0046259374 1.334800248 0959039 subunit 4 OS=M: lus GN=Psmc1 PE=1 SV=1

Q62465 Vat1 0046329322 1334144054 0.110546741 0956454058 Synaptic vesicle membrane protein VAT-1 homolog 5=Mus musculus GN=Vat1 PE=1 SV-=
Q9Cs84-3  Nnenl 0046338175 1334061076 0402150413 0395611481 Isoform 3a of Neurexin-1 0S=Mus musculus GN=Nrxn1

QSZWRA-3 Ppp2r2b 0046438896 1333118114 02518789 0598808213 Isoform 3 of Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B beta isoform OS=Mus musculus G
035683 Ndufal 0046707526 1330613132 0297745519 0526154765 NADH dehydrogenase [ubiauinone] 1 alpha subcomplex subunit 1 05=Mus musculus GN=Ndufal PE=3 SV=
054962 Banf1 0048244795 1316549535 0.228559894 0640999975 Barri i factor 05=Mus PES15V=1

Q8R108  Dyncllil 0048355213 1315556698 0371814998 0429673096 Cytoplasmic dynein 1 light intermediate chain 1 05=Mus musculus GN=Dynclli1 PE=1 SV=1
Q9Ccaso Vs 0048390924 1315236084 0.899667042 0045918189 Vacuolar protein-sorting-associated protein 25 05=Mus musculus G =1
Q971722 Sumo3 0048828108 1311330102 0658025292 0181757413 Isoform 2 of Small ubiauitin-related modifier 3 O5=Mus musculus GN=5umo3

Q9DCLY  Paics 0048967972 1310087881 0117881619 0928553908 Multifunctional protein ADE2 0S=Mus musculus GN=Paics PE=1 SV=4

Q68FL6  Mars 0049283761 1307296158 0992807694 0003134866 Methionine--tRNA ligase, cytoplasmic 0S=Mus musculus GN=Mars P!

Q990 Park? 0049292902 1307215614 0385123242 0414400271 Protein DJ-1 0S=Mus musculus Gl

Q8KAGS-4  Ablim1. 0380320273 0419840247 Isoform 4 of Actin-binding LIM protein 1 0S=Mus musculus GN=Ablim1

P62751  Rpl23a 0049420201 1306095492 -0.121200891 0379662035 0420602829 605 ribosomal protein L23a 0S=Mus musculus GN=Rpl23a PE=1 SV=1

Q80193 Belafl 0311907 0.049651482 1304067787 0063702626 0609536863 0215000024  Isoform 3 of Bel-2-associated transcription factor 1 05=Mus musculus GN=Belaf1
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0.253982893 0.050196683 1.299324978 0.251563002 0.009201701 2036131872

Itgbl -0.274920159 0053665266 1.270306717 0.395027741 0.027382974 1.562519382 Integrin beta-1 0S=Mus musculus GN=Itgb1 PE=1 SV=

Ank2 0.054847794 0.069445147 11583581 0.091544372 0.003757621 2425087075 Isoform 5 of Ankyrin-2 0S=Mus musculus GN=Ank2

Mecp2 0.125132587 0.081274618 1.090045063 0.100056239 0.008188755 2.086782103 Methyl-CpG-binding protein 2 05=Mus musculus GN=Mecp2 PE=1 SV=1

Vep -0.103884664 0.09617538 1.016936088 0.101684943 0.047532529 1323009079 Transitional endoplasmic reticulum ATPase 0S=Mus musculus GN=Vcp PE=1 SV=4
Gap43 -0.147313494 0.098640219 1.005945974 0.202040578 0.035902986 1.444869426 Neuromodulin OS=Mus musculus GN=Gap43 PE=1 SV=1

Rhob -0.100685416 0.105945101 0.974919122 0.114314966 0.036860585 1433437778 Rho-related GTP-binding protein RhoB 0S=Mus musculus GN=Rhob PE=1 SV=1

Nren 2.821284702 0130933389 0.88294959 0.463203773 0.034200339 1465969592 Neurogranin 0S=Mus musculus GN=Nrgn PE=1SV=1
Rps17 -0.167871391 0.131505671 0.881055519 0.154323611 0.040693855 1390471167 40 ribosomal protein S17 05=Mus musculus GN=Rps17 PE=1 SV=
Zcohela 0.080335429 0132573776 0.877542373 0.187352151 0.026963174 1.569228979 Isoform 2 of Zinc finger C2HC domain-containing protein 1A O

us musculus GN=Zc2hcla

ChmpS. 0.091543487 0161987917 0.79051738 0.24812927 0.028217229 1549485638 Charged multivesicular body protein 5 0S=Mus musculus GN=ChmpS PE=2 SV=

Lnpep -0.217230526 0.163004698 0.787799879 0.309563677 0.03968739 1.401347459 Leucyl-cystinyl aminopeptidase OS=Mus musculus GN=Lnpep PE=1 5\

Ptma -0.184254975 0.16718187 0.77681082 0.225138169 0.010529631 1.977586839 Prothymosin alpha 0S=Mus musculus GN=Ptma PE=1 SV=2

Ptbp2 -0.110410868 0.172162448 0.764061571 0.16568245 0.012796028 1.892924829 Polypyrimidine tract-binding protein 2 0S=Mus musculus GN=Ptbp2 PE=1SV=2

Ppplri2a 0.180836515 0.174527073 0.758137196 0.189697067 0.017382863 1759878694 Protein phosphatase 1 regulatory subunit 12A 0S=Mus musculus GN=Ppp1r12a PE=15V=2
Gmpr -0.188435544 0.178956507 0.747252506 0.114861483 0.046840551 1329378 GMP reductase 1 05=Mus musculus GN=Gmpr PE=2 SV=1

Gm -0.125277941 0.189807612 0.721686374 0.381789812 0.008844805 2.05331172 Granulins 0S=Mus musculus GN=Grn PE=1 SV=2

Arhgdib 0.08095228 0.192935899 0714586957 0.154122992 0.02142647 1.66904937 Rho GDP-dissociation inhibitor 2 0S=Mus musculus GN=Arhgdib PE=1 SV=3

Ptprd -0.108358126 0.198960723 0.701232649 0.121946282 0.046897645 1328848966 Isoform K of Receptor-type tyrosine-protein phosphatase delta 0S=Mus musculus GN=Ptprd
Zc2hela 0.065520228 0.20217737 0.694267458 0.191596897 0.014072668 1.851623563 Zinc finger C2HC domain-containing protein 1A 05=Mus musculus GN=Zc2hcla PE=2 SV=1
Rdh13 0143152532 0.205547135 0.687088573 0.264928065 0.021822548 1.661094544 Retinol dehydrogenase 13 0S=Mus musculus GN=Rdh13 PE=2 SV="

Oxsrl 0108171186 0.208084497 0681760275 0.135493605 0.022372149 1650292305 Serine/threonine-protein kinase OSR1 0S=Mus musculus GN=Oxsr1 PE=1 SV=1

Ptprs -0.277591959 0.21713901 0.663262147 0.099662187 0.01939093 1712401366 Isoform 5 of Receptor-type tyrosine-protein phosphatase S 05=Mus musculus GN=Ptprs
Dig2 0.063706802 0.226315031 0.6452866 0.094341325 0.014134174 1.84972956 Isoform 3 of Disks large homolog 2 05=Mus musculus GN=DIg2

Smapl -0.080699594 0.231408191 0.635621273 0.201045681 0.00646276 2.189581963 Stromal membrane-associated protein 1 0S=Mus musculus GN=Smap1 P

Ank2 0.061324894 0.245770185 0.609470803 0.132487133 0.020215558 1694314272 Isoform 3 of Ankyrin-2 0S=Mus musculus GN=Ank2

Mtfral 0.10472249 0.24886752 0.60403178 0.103174251 0.03640024 1.438895751 Mitochondrial fission regulator 1-like 0S=Mus musculus GN=Mtfr1l PE=1 SV=1

Wdra7 -0.123805993 0.250213039 0.601690062 0.110996583 0.047034357 1327584787 WD repeat-containing protein 47 0S=Mus musculus GN=Wdr47 PE=1 5V=2

Erlin2 -0.083524031 0.266641953 0.574071518 0.1431469 0.018555217 1731533969 Erlin-2 05=Mus musculus GN=Erlin2 PE=1§

stmn1 0.073062027 0.290428299 0.536961069 0.1473287 0.027906691 155429166 Stathmin OS=Mus musculus GN=Stmn1 PE=1 SV=2

Hmbs 0.097560616 0.306116569 0.514113163 0.27102628 0.016036798 179488234 Porphobilinogen deaminase 05=Mus musculus GN=Hmbs PE=1 SV=2

Dpysl2 -0.038991299 0.308449537 0.510815878 0.058555178 0.043146592 1365053506 Dihvdropyrimidinase-related protein 2 05=Mus musculus G

pysl2 P!

UspS -0.068114064 0.334881051 0.475109426 0.074397305 0.034810891 1.45828486 Ubiquitin carboxyl-terminal hydrolase 5 0S=Mus musculus GN=Usp5 PE=15V=1

Rockl 0.237977595 0.335160292 0.47474744 0.164674291 0.013468692 1.870674582 Rho-associated protein kinase 1 05=Mus musculus GN=Rock1 PE=1 SV=1

Gral 0.084030264 0.347490795 0459056695 0.195311773 0.043874048 1357792296 ADP-ribosylation factor-binding protein GGA1 0S=Mus musculus GN=Ggal PE=1 SV=1
Sh3gi3 0.103894886 0.356301443 0.448182419 0.145256368 0.024914077 1.603555203 Endophilin-A3 0S=Mus musculus GN=Sh3gl3 PE=2 SV=1

Srsf10 -0.117239769 0.379777452 0.420470823 0.32314238 0.000236199 3.626721776 lIsoform 3 of Serine/arginine-rich splicing factor 10 05=Mus musculus GN=Srsf10
Ciapin1 0.066942687 0.390402001 0.408487965 0.22893231 0.006652969 2176984485 Anamorsin 0S=Mus musculus GN=Ciapin1 PE=1 SV="

Wdr11 -0.125505223 0.403364588 0.394302231 0.569503722 0.036223841 1.441005504 WD repeat-containing protein 11 05=Mus musculus GN=Wdr11 PE=2 SV=1

Tubb4b -0.05956528 0.412308492 0.384777721 0.087255094 0.0260511 1584173933 Tubulin beta-48 chain 0S=Mus musculus GN=Tubbab PE=1 SV=1

Tubbs -0.062792348 0.41545956 0.381471243 0.078121734 0.043817045 1358356919 Tubulin beta-6 chain 0S=Mus musculus GN=Tubb PE=1 SV=1

Latfin -0.255025382 0.421686276 0.375010533 0.181778961 0.01126708 1.948188626 Leucine zipper transcription factor-like protein 1 05=Mus musculus GN=Lztfl1 PE=1 SV=1
Psmc3 -0.04875924 0.461999211 0.335358766 0.105684058 0.017360411 176044 265 protease regulatory subunit 6A 0S=Mus musculus GN=Psmc3 PE=1 SV=2

Ptora 0057526565 0.466178265 0.331447979 0.218957278 0.044936219 1347403476 i Ipha 0S=Mus musculus GN=Ptpra P!

Arl1 0.137581181 0.466448064 0.331196705 0.150495875 0.019165991 1717468718 ADP-ribosylation factor-like protein 1 0S=Mus musculus GN=Arl1 PE=2 S\

Wasfl 0.028900874 0.473317405 0.324847526 0.112920137 0.011688166 1.932253632 Wiskott-Aldrich syndrome protein family member 1 05=Mus musculus GN=Wasf1 PE=1 5V=2
Kif3a 0.038832309 0.478880071 0319773236 0.42614122 0.019258441 1715378879 Kinesin-like protein KIF3A 0S=Mus musculus GN=Kif3a PE=1

Abcft 0.065016608 0.488186651 03114141 0.453165742 0.037135535 1.430210318 ATP-binding cassette sub-family F member 1 0S=Mus musculus GN=Abcfl PE=1 SV=1

RtcA 0.067917182 0.49296226 0.307186328 0.239593913 0.001228101 2.910765827 RNA 3'-terminal phosphate cyclase 0S=Mus musculus GN=RtcA PE=2 SV=2

Rab3gap2 0.067337534 0.493341766 0.306852115 0.225468104 0.037907033 1.421280208 Rab3 GTPase-activating protein non-catalytic subunit 05=Mus musculus GN=Rab3gap2 PE=1 SV=2
Plbd2 0.062780354 0.566765537 0.246596565 0.127536804 0.037829138 1422173555 Putative phospholipase B-like 2 05=Mus musculus GN=PIbd2 PE=1 5

Copb1 0.025058167 0.606081165 0.217469212 0.179351527 0.017975181 1745326735 Coatomer subunit beta 0S=Mus musculus GN=Copb1 PE=1 SV:
Apmap -0.036603789 0.648563253 0.188047662 0.125529198 0.043449173 1362018482 Adipocyte plasma membrane-associated protein 05=Mus musculus GN=Apmap PE=1 SV=1
Mapks -0.045346885 0669552902 0174215103 0.08276092 0.030190772 1520125775 Mitogen-activated protein kinase 8 05=Mus musculus GN=Mapk8 PE=1 SV=1
AtlL 0.025285179 0670982801 0173288612 0.088011897 0.036982268 1.432006456 Atlastin-1 0S=Mus musculus GN=At/1 P! =
Gart -0.01571814 0672576995 0172257992 0.248453424 0.002732413 2563453619 Isoform Short of Trifunctional purine biosynthetic protein adenosine-3 0S=Mus musculus GN=Gart
Dhx15 0.034624285 0.70271347 0.153221721 0.062030991 0.002593868 2586052105 Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 0S=Mus musculus GN=Dhx15 PE=2 SV=2
Prieg -0.014132528 0.708988027 0149361099 0.119410829 0.00548705 2260661091 Protein kinase C gamma type OS=Mus musculus GN=Prkcg PE=1 SV=
QOWTT4  Atpévig2 0.054191332 0.741140046 0.13009972 0.136156199 0.042837302 1368177895 V-type proton ATPase subunit G 2 05=Mus musculus GN=Atp6v1g2 PE=2 SV=1
Q8BM72  Hspal3 0.032421478 0748446598 0125839181 0.269412248 0.01683058 1773900906 Heat shock 70 kDa protein 13 0S=Mus musculus GN=Hspa13 PE=2 S
Q8BIEG  Frmdda -0.038243835 0.749205936 0.12539879 0.503653888 0.036031075 1.443322779 FERM domain-containing protein 4A 0S=Mus musculus GN=Frmdda PE=1 5V=2
008784 Teofl 0130598396 0.776182482 0110036163 0.317667048 0.00561463 2250678888 Treacle protein 05=Mus musculus GN=Tcof1 PE=1 SV=1
P35803-8  Gpm6b 0.021667826 0.814317 0.089206499 0.186912323 0.023438691 1.63006664 Isoform 8 of Neuronal membrane glycoprotein M6-b 0S=Mus musculus GN=Gpm6b
QoCWz3  Rbm8a -0.010364327 0.815431496 0.088612518 0.116684132 0.048853838 131110131 RNA-binding protein 8A 0S=Mus musculus GN=Rbm8a PE=1SV=3
B2RR83  Vthdc2 -0.03380287 0855458439 0.067801085 0.203329629 0.033416522 1.476038749 Probable ATP-dependent RNA helicase YTHDC2 0S=Mus musculus GN=Ythdc2 PE=1 SV=1
070252 Hmox2 -0.013642154 0.88023053 0.055403573 0.060037712 0.036374401 1.439204153 Heme oxygenase 2 05=Mus musculus GN=Hmox2 PE=2 SV=1
QoCXP8  Gngl0 0.022293359 0.886380664 0.052379727 0.342448976 0.016504721 1782391812 Guanine nucleotide-binding protein 0) subunit 10 PE=3 SV=1
Q6P4T2  Snrnp200 0.009891772 0.918560209 0.036892372 0.158745795 0.039630387 1.401971689 US small nuclear ribonucleoprotein 200 kDa helicase 05=Mus musculus GN=Snrnp200 PE=1 SV=1
Q92254 Pde2a 0.006084284 0.925253443 0.03373929 0.179362265 0.033094803 1480240195 dependent 3',5"-cyclic i musculus GN=Pde2a PE=1 SV=3
088531  Potl 0.003941927 0.948202044 0.023099113 0.216416268 0.04337336 1362776928 Palmitoyl-protein thioesterase 1 0S=Mus musculus Gf
Q97268 Rasall -0.003148585 0.983577178 0.007191557 0.216528498 0.035487228 1.449927918 RasGAP-activating-like protein 1 0S=Mus musculus Gl




Accession

Gene
Atp2al
Cedc136
Atp12a
Pura

Hnmpdl
Inpp1
Top2
Trappcs

Log2 fold change in Bumetanide

0001258734

Students T Test in Bumetanide

0.991313094

-Log10 T Test in Bumetanide

0.003789157

Log2 fold change in Vehicle

Bum insignificant, Veh down

Students T Test in Vehicle

0.01720852
0.015004
0.0210658
0043429529
0.029969773

002959477

-Log10 T Test in Vehicle
2.329344839
1836711161
1526107811
1356024151
1.496088761
1813902333
3239833118
1603491055
1.764256469
1823792932
1676422051
1362214877
1523316547
1333819368
1669765914
2754506224
1.482067629
1371032534
2.640798211
1496713758

Description

Sarcoplasmic/endoplasmic reticulum calcium ATPase 1 05=Mus musculus GN=Atp2al PE=2 SV=1
Coiled-coil domain-containing protein 136 0S=Mus musculus GN=Ccdc136 PE=2 SV=2
Potassium-transporting ATPase alpha chain 2 05=Mus musculus GN=Atp12a PE=15V=3
‘Transcriptional activator protein Pur-alpha 0S=Mus musculus GN=Pura PE=1 SV=1
Potassium-transporting ATPase alpha chain 1 05=Mus musculus GN=Atpda PE=1SV=3

Isoform 3 of Cell adhesion molecule 1 0S=Mus musculus GN=Cadm1

395 ribosomal protein L24, mitochondrial OS=Mus musculus GN=Mrp|24 PE=2 SV=1
Sideroflexin-5 0S=Mus musculus GN=Sfxn5 PE=1 V=2

Calmodulin-regulated spectrin-associated protein 2 0S=Mus musculus GN=Camsap2 PE=15V=3
Retinal dehydrogenase 1 05=Mus musculus GN=Aldh1al PE=1
Propionyl-CoA carboxylase beta chain, mitochondrial 0S=Mus musculus GN=Pccb PE=15V=2
NAD-dependent protein deacetylase sirtuin-2 05=Mus musculus GN=Sirt2 PE=1 V=2
Sorting nexin-18 0S=Mus musculus GN=Snx18 PE=1 SV=1

ATP-citrate synthase 0S=Mus musculus GN=Acly PE=15
Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 0S=Mus musculus GN=Atp2a2 PE=1 SV=2

Carbonic anhydrase 4 0S=Mus musculus GN=Cad PE=1SV=1

Peptidyl-prolyl cis-trans isomerase F, mitochondrial OS=Mus musculus GN=Ppif PE=1 SV=1

395 ribosomal protein L3, mitochondrial 0S=Mus musculus GN=Mrpl3 PE=2 SV=1

Phosphoserine aminotransferase OS=Mus musculus GN=Psat1 PE=1SV=1

Isoform 4 of Prolyl endopeptidase-lie 0S=Mus musculus GN=Prepl

NADH i 1 alpha subcomplex subunit 12 0S=Mus musculus GN=Ndufal2 PE=2 SV=2

1392309963
1392725915
1.456565151
1.326564107
2.084879263

270673811
1.808826035
1313492761
3.359923432
1704272696
1721161353
1729685936
1336762225
1536551691
2.035407747
1.488944855
1.850258068

1.933708686 UDP-N-

1327216853
1476032793
1327105153
1.916642175
1738313455
2.090948676
2.002593617
1797450981
1492043623
2237373203
1327244635
1528785033

Isoform SERCASC of Sarcoplasmic/endoplasmic reticulum calcium ATPase 3 0S=Mus musculus GN=Atp2a3
Isoform 2 of Guanine nucleotide-binding protein-like 1 05=Mus musculus GN=Gnl1

Disco-interacting protein 2 homolog B 0S=Mus musculus GN=Dip2b PE=15!
Isoform 3 of Muscleblind-like protein 2 0S=Mus musculus GN=Mbnl2
Mitogen-activated protein kinase kinase kinase us musculus GN=Mapaka PE=1 SV=1
Ezrin 0S=Mus musculus GN=Ezr PE=1 5\

0CIA domain-containing protein 2 0S=Mus musculus GN=Ociad2 P!
Exocyst complex component 4 0S=Mus musculus GN=Exoc4 PE=1 5\
Guanine nucleotide-binding protein-like 1 05=Mus musculus GN=Gnl1 PE=2 SV=4
Protein rogdi homolog 0S=Mus musculus GN=Rogdi PE=2 SV=2
Isoform 3 of Protein rogdi homolog 0S=Mus musculus GN=Rogdi
Syntaxin-6 0S=Mus musculus GN=Stx6 PE=1 SV=1
Phosphoglycerate mutase 2 0S=Mus musculus GN=Pgam2 PE=1 SV=3
‘Transforming acidic coiled-coil-containing protein 1 0S=Mus musculus G
Myb-binding protein 1A 0S=Mus musculus GN=Mybbp1a PE=1 SV=2
Vacuolar protein sorting-associated protein 26A 0S=Mus musculus GN=Vps26a PE=2 SV=1

ide N i 110 kDa subunit OS=Mus musculus GN=Ogt PE=1 V=2

accl PE=15V=1

Merlin 0S=Mus musculus GN=Nf2 PE=1 SV=2
Exocyst complex component 68 0S=Mus musculus GN=Exoc6b PE=2 SV=1
Ras-related protein Rab-278 0S=Mus musculus GN=Rab27b PE=1 SV:
Neutral cholesterol ester hydrolase 1 05=Mus musculus GN=Nceh1 PE=1 SV="

Echinoderm microtubule-associated protein-like 2 0S=Mus musculus GN=EmI2 PE=2 SV=1

[Pyruvate [acetyl i 1, 0S=Mus musculus GN=Pdp1 PE=2 SV=1
-Adk PE=15V=2

Isoform Short of Adenosine kinase OS=Mus musculus GN=Adk

Heterogeneous nuclear ribonucleoprotein D-like 05=Mus musculus GN=Hnrmpd PE=1 SV=1

Inositol polyphosphate 1-phosphatase 0S=Mus musculus GN=Inpp1 PE=1 V=2

‘Tripeptidyl-peptidase 2 0S=Mus musculus GN=Tpp2 PE=1 5\
Trafficking protein particle complex subunit 5 0S=Mus musculus GN=Trappc5 PE=1 SV=1

Adenosine kinase 0S=Mus musculus G




Accession

Q8oxso

Syngapl
Usp7

Robp7.
Mitss1l

N
Ubap2!

Log2 fold change in Bumetanide

-0.309587013

Students T Test in Bumetanide
0.050199226

0076171699

-Log10 T Test in Bumetanide

Log2 fold change in Vehicle

Bum insignificant, Veh insig.

Students T Test in Vehicle

~Log10 T Test in Vehicle

Description

111820636

0043871621

0755236729

0571571522

Centrosomal protein of 170 kDa protein B O

us musculus GN=Cep170b P!
Isoform 2 of Centrosomal protein of 170 kDa protein B 05=Mus musculus Gf

V=2
ep170b

Multidrug resistance protein 1A 0S=Mus musculus GN=Abcb1a PE=15V=3
Alpha-actinin-2 05=Mus musculus GN=Actn2 PE=15V=2

GTP-binding protein Rheb 05=Mus musculus GN=Rheb PE=1 SV=

Sorting nexin- 1205- lus musculus GN=Snx12 P
08=Mus

Sideroflexin-105=Mus musculus GN=Sfxn1 PE=15V=3
Isoform 3 of Ankyrin-3 OS=Mus musculus G|

p GTPase-: protein SynGAP OS=!
Protein lunapark 0S=Mus musculus GN=Lnp PE=1 5V=1

PE=15V=2

Isoform 3 of i hydrolase 7 O

protein RBBP7 05=M
MTSS1-like protein 05=Mus musculus GN=Mtss1l PE=1

sv=1

PE=15V=1

Protein phosphatase 1 regulatory subunit 21 05=Nus musculus GN=Ppp1r21 PE=2 SV=2

Isoform 2 of

isoform 1,
Nucleolin 05=Mus musculus GN=Ncl PE=1 SV=;
Transaldolase OS=Mus musculus GN=Taldo1 PE=1 5V=2
Isoform V of Septin-6 0S=Mus musculus GN=Sept6

protein 8 05=Mus lus GN=" E=15V=1
Protein phosphatase 1 reg 18 05=M: pplrlb PE=2 SV=2
Epiplakin OS=Mus musculus GN= Epnk1 PE=15V=2
PES15V=2
il protein beta

Eukaryotic translation initiation factor 2 subunit 3, Y-linked 0S=Mus musculus GN=Eif2s3y PE=2 SV:

S-phase ki protein 105=M
Fatty acid synthase 0S=Mus musculus GN=Fasn PE=15\

Tubulin beta-28 chain OS=Mus musculus GN=Tubb2b PE="
I

2

phosp! =Py
05=Mus lus GN=Th

purkine cel proten ke proten 105=Mus musculs &

DP/ATP M lus GN=Slc25231 P

i 10 05=Mus lus GN=Dj

PES15V=3

=1

Isoform 2 of

PES15V=1

oA ligase ACSBG1 05=Mi

lus GN=Psma2 PE:

205-M

PE=15)

PE=15V=1

nuclear 1/C205=Mi

Tubulin beta-2A chain OS=Mus musculus GN=Tubb2a PE=1 SV=1
MAGUK pS5 subfamily member 2 05=Mus musculus GN=Mpp2 PE=15V=1
Protein $100-8 05=Mus musculus GN=5100b PE=2 SV=2

Eukaryotic translation initiation factor 4 gamma 1 os

N=Atp1ad PE=15V=3

oxdi1 PE=15V=2

PE=25V=1

lus GN=PipSkic PE=1SV=2

us musculus GN=Eifdg1 PE=15V=1

MAGUK pS5 subfamily member 6 05=Mus musculusGN Mpp6 PE=15V=1

sv=3

protein £105=Mus lus GN:

Myelin proteolipid protein 0S=Mus musculus GN=Plp1 PE=15

PE

sv=1

I protein 8 05=Mus lus GN=Rps8 PE=15V=2
Protein C10 0S=Mus musculus GN=Grec10 PE=2 V=1
Caprin-105=Mus musculus GN=Caprin1 PE=15V=2
I protein $3a 05=M: PE=15V=3
protein =M g1 PE=15V=2
Isoform 5 of Nesprin-1 05=Mus musculus GN=Syne1
I protein L34 05=M: PE=15V=2

Ryanodine receptor 2 05=Mus musculus GN=Ryr2 PE=15

Isoform 3 of
Keratin, type Il cytoskeletal 75 05=Mus musculus GN=Krt75 PE=1 5V=
ligase N=Farsh PE=2 V=2
protein 05=Mus lus GN=Aip PE=15V=1

Splicing factor U2AF 35 kDa subunit 05=Mus musculus GN=U2af1
- ; "

Intersectin-105=Mus musculus GN=Itsn1 PE=1 5V=2

Eukaryotic translation initiation factor 3 subunit B 05=Mus musculus GN=Eif3b PE=1SV=1
V=

Latrophiln-2 (Fragment) O=Mus musculus G

Isoform PLEC-LE 24 of Plecti 05=Mus musculus GN=Plec
Is0form 3 of Programmed celldeath Ginteracting protein OS=Mus musculus GN=Pdcdsip

0.111026929 Isoform 2 of 2, P
0.5840104: of polypeptide 2, isoft lus GN=Tr
0.618163917 Isoform 2 of C; 35"cyclic 1c0s=M
0.025372004 Haloacid tein 2 N=Hdhd2 PE=15V=2
0449793989 Transcrptin elongationfacor B polypeptide 2 05-Mius musculus GN=Tceb2 PE=1 V-1
0.006763601 Annexin A3 0=Mus musculus GN=Anxa3 PE=1
0.103529071 | protein L35a 05=Mus lus GN=Rpl
0.099272785 i ynthase, PE=15V=2

0.3659387 Isoform 2 of I K Os=M;
0.211087288 Isoform Alpha of MAGUK ily member 6 0S=Mus lus GN=M
0.229396771 Inorganic 2, lus GN=Ppa2 PE=15V=:
0.209404357 Serine|threonine-protein kinase MACK beta 0S=Mus musclus GN=Cdc42bph PE=LSV=2
0.13095798; ining protein 3, hchd3 PE=1 5V=1
0.750017352 ptor 2 05=M 15v=2

0.34938592 40 ribosomal protein 514 05=Mus musculus GN=Rps14 PE=2 5V=3

0.11736699 Isoform DM-20 of Myelin proteolipid protein O5=Mus musculus GN=Plp1
0.275800244 Isoform 9 of Focal adhesion kinase 1 0S=Mus musculus GN=Ptk2
0.201239206 Hexokinase-2 05=Mus musculus GN=Hk2 PE=2 5\
0583171545 Thi ind PE=25V=2
0.345305599 Neuroligin-2 05=Mus musculus GN=NIgn2 P
032129027 nuclear i N=Hnrnpk PE=15V=1
1.036250325 Kinesin light chain 4 05=Mus musculus GN=Kicd PE=15V=1
0.438963126 Glutaminase kidney isoform, mitochondrial OS=Mus musculus GN=Gls PE=15V=1
0.05001839: PES15V=1
0.484462181 Calreticulin 05=Mus musculus GN=Calr PE=15
0.161431534 Alpha-internexin OS=Mus musculus GN=Ina PE=1 5V=

6850083 Ubiquitin-conjugating enzyme E2 K 0S=Mus musculus GN=Ube2k PE=15V=3

0.029301641 Isoform 2 of Sodium-driven chloride bicarbonate exchanger 0S=Mus musculus GN=Slc4a10
0.029301641 =M PE=15V=2
0.267841919 lus GN=Gstz1 PE=1 5V=1
1249821497 Paralemmin-1 OS
0.95596347: I pro lus GN=Rps25 PE=15V=1
0.503809585 1Q motif and SEC7 -containing protein 1 0S=M:
110663392 id-rich-like protein 3 0S=M:
0.496081968 of protein
0.046060395 Isoform 7 of 1 N=Rims1
0.956209405  Elongation factor 1-delta 05=Mus musculus GN=Eef1d PE=1 5V=
0552028524 ATP-sensitive inward rectifier =M sv=1
0.799258711 Isoform 3 of DmX-like protein 2 05=Mus musculus GN=Dmxi2

0.0623023; N=MyoSa PE=15\
0.388296928 €y ligase, i lus GN=Cars PE=2 5V=2
0.205266288 OX-2 membrane glycoprotein 0S=Mus musculus GN=Cd200 PE=1 SV=1
0.028620801 Isoform 5 of Actin-binding LIM protein 1 0S=Mus musculus GN=Ablim1
0.029410163 Coronin-7 0S=Mus musculus GN=Coro7 PE=2 V=2
0.000918704 Pro-neuropeptide Y 05=Mus musculus G
0312083425 protein RP/EB
0.692056754 Gamma- ammnbutynca:ldtypeBrecemursubum(]tls Mus musculus GN=Gabbr2 PE=1 5V=2

02539077 Cathepsin L1 0=Mus musculus GN=Cs| PE=1 5V=2

0.35325019 Phytanoyl-CoA vhipl PE2 SV=1
0.0449406: helicase A O5=Mus I
1.089099629 Isoform 2 of Elongation factor 1-delta
0317752014 Nardilysin 0S=Mus musculus GN=Nrd1 PE=15)
0.0098240 105=Mus I [
0.625745597 Ras-related protein Rab-5A 0S=Mus musculus GN=RabSa PE=15
0.513999887 Destrin OS=Mus musculus GN=Dstn PE=1 5V=3

0.11020181 Isoform 4 of Triple protein O5=Mus lus GN=Tr
0.132026844 UV excision repair protein RAD23 homolog B 05=Mus musculus GN=Rad23b PE=15V=2
0.15474986 it 2 05=M: PE=15V=!
1.207878015  Isoform 3 of Serine/arginine repetitive matrix protein 2 05=Mus musculus
1.093350677 Sorting nexin-2 05=Mus musculus G v=2
0.267931976 Nuclear receptor-binding protein 2 05=Mus musculus GN=Nrbp2 PE=15V=2

0.12224835 Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform OS=Mus musculus GN=Ppp2r2a PE=15V=1
0.14626864: it [
0470239343 BRISC bro1 05=Mus lus GN=Fam175b PE=2 SV=1
0572367329 Liprin-alpha-2 05=Mus musculus GN=Ppfia2 PE=15V=2
1215771228 Contactin-1 05=Mus musculus GN=Cntn1 PE=15\

0.55047678 Gener p115 05=M: PE=15V=2
0.159340973 \smrmzmcuesmav hmam-ry member 2 05=Mus musculus GN=Celf2
0.4349605: [ubiq ] iron-sulfur protein 2, 05=Mus lus GN=Ndufs2 PE=15V=1
0.168679202 tw i PE=15V:
0.145952312 Adaptin DvmemlOS:Mus lus GN=Necap1 PE=15V=2
0.085519059 Sodi = PE=15V=2
021870914 Isoform 3 of Dynein ight chain 1, axonema O5-! Musmuscu\usGN-Dna\l

0.87356004 ansfer protein 105=Mus lus GN=Pitpncl PE=15V=1
0485074582 Isoform 53 of Neurexin-1 05=Mus musculus GN= ernl
0121916897 protein N=Ubap2| PE=15V=1



Bum insignificant, Veh insig.

Accession _Gene Lo Students T Test in Bumetanide _-Log10 T Test in Bumetanide _Log2 fold change in Vehicle _Students T Test in Vehicle _-Log10T Test in Vehicle _Description
070492 sna -0.178352007 0.076566384 1115961863 -0.082422754 0151658371 0.819133614 Sorting nexin-3 05=Mus musculus GN=5nx3 PE=1 5V=3
P11031  Subl 0076605322 1115741057 0930974389 0.031062266 Activated RNA polymerase I P15 0S=M: PE=15V=3
PS6212  Arpp19 0.076607269 1115730022 0331153223 0479971013 19 05=Mus musculus GN= PE=15V=2
Q9DOEL  Harmpm 0.076643609 1115524054 0.128987602 0889452032 0s=M; PE=15V=3
Qoils  Akrlal 007673083 1115030105 0751475318 0.124085279 Alcohol dehydrogenase [NADP(+]] OS=Mus musculus GN=Akr1a1 P
Q791Ts  Mrch1 0077284937 1111905143 0785454133 0.104879171 Mitochondrial carrier homolog 105=Mus musculus GN
Q92288 Pdiab 007745255 1110964278 0741626816 0.129814575 Protein disul A6 05=Mus musculus GN=
QszwYs  Rps27l 0077613202 1110064396 0.519866403 0.2841082 I like 0= lus GN=Ry
Q8KaR4-3  Pitpncl 0077637856 1109926464 0132508999 0.877459753 Isoform 3 of Cytoplasmic transfer protein 1 05=M p
WVE0  Gsk3b 0.077862685 1108670627 0835580412 0.07801174 beta 05=Mus musculus GN= sv=2
P62900  Rpl31 0077949724 1108185419 0117008803 0.9314475: I protein 131 05=M o
Pa0240  Cd9 78460406 110534945 0857503395 0.066718572 CDO antigen O5=Mus musculus GN=Cd9 PE=15V=2
Q9oKQa  Nampt 0.078471501 1105287816 0987697254 0.005376154 lus GN=N:
Q8R366  IgsfB 0.078533057 1104947494 085202855 0.069545853 iperfamily 805=M:
Q8KIME-3  Dnmil 0078630411 1044094: 0396370406 0.401898778 Isoform 3 of ik 05=Mus musculus GN=Dnm1l
P62743  Ap2si 007905208 1102086696 0135877348 0.866852939 AP-2 complex subunit sigma 0S=Mus musculus GN=Ap2s1 PE=1 SV=1
PS6382  AtpSe 0.079244804 1101029206 0254980816 0503477164 I sv=2
P16330  Cnp 0079404783 1100153334 0287003507 0542112797 23 cys leotide 3- =M np PE=15V=3
Q81242 Srgap3 0.079799581 1097999386 0922904763 0.034800763 SUT-RO protein 3 05=M PE=15V=1
P83940  Tcebl 0.080019244 1096805557 0477550259 0.32097273 Transcription elongation factor B polypeptide 1 05=Mus musculus GN=Tceb1 PE=1 5V=1
DIVVFO  Akaps 0.08041037 1094687939 0359007404 0.44489659: lus GN=AkapS PE=1 V=
PS69SO  Fus 0.080576429 1093791986 0528191709 0.27720842 RNA-binding protein FUS 05=Mus musculus G!
Q9D1E6  Theh 0.08082015 1092480347 0.740978827 0.130194202 B805=M: sv=2
Q8R010  Aimp2 0081213375 1090372443 0722976439 0.14087585 o protein 2 05=Mus musculus GN=Aimp2 PE=15V=2
QOKLO22  Trio 0.085161786 0.081450236 1089107653 0767550062 0.114893289 Isoform 2 of Trip protein 05=Mus musculus GN=Tr
QSIRUS  Citb 0.148004566 0.081688529 1087838927 0299141328 0.524123583 Clathrin light chain 8 05=Mus musculus GN=Citb PE=1 5V=1
Q60972 Rbbpd -0.143034763 0.082332287 1084429 0.805480202 0.00394513 RBBP4 O5=M: PE=15V=5
Q8KIM6  Dnmil 0.058235027 0.082335556 1084412577 0380473469 0415133624 protein O5=M PE=15)
Q7Tmes  Cyfipl 0.089842309 0.082532306 1083376019 026682007 0.573780041 Cytoplasmic FMRL-interacting protein 1 0S=Mus musculus GN=Cyfip1 PE=1 SV=1
PSS Stmn2 0.082627683 1082874427 0672334144 0.172414833 Stathmin-2 0S=Mus musculus GN=Stmn2 PE=1 V=1
Q9DCO7  Nebl 0.082859153 1081659511 0875952289 0.057519548 LIM zinc-binding domain-containing Nebulette OS=Mus musculus GN=Nebl PE=2 5\
DBFL  Aldh7al 0.08226652 1081305866 0.152500586 0816728487 Alpt d lus GN=Aldh7a1 PE=1 SV=4
Q8KIME-4  Dnmil 0083423381 1078712419 0375333684 0.425582458 Isoform 4 of ik 05=Mus musculus GN=Dnm1l
U2 lgsec2 0.08346507 1078495238 0524765078 0.280035074 1Q motif and SEC7 d protein 2 05=M PE=15V=3
Q7INT9 Akap? 0.083520752 1078205603 0757470513 0.120634269 A-kinase anchor protein 7 isoform gamma 05=Mus musculus GN=Akap7 PE=15)
Q8RING-4  Nudcd3 0.083689806 1077327437 027012819 0.568430091 Isoform 4 of NudC d protein 3 05=M
CQ40  Mrpidg 0.084027952 1075576223 0478811784 0.3198351 I protein L49, os=Mi
QOONES-2  Rims1 0084122718 1075086706 0090350376 1.044026775 Isoform 2 of tein 1 N=Rims1
Q9ESM  Nekipsd 0.084204455 1074664929 0.103585151 0.984702498 NCK-interacting protein with SH3 domain OS=Mus musculus GN=Nckipsd PE=2 V=2
QskoTo  Rtn1 0084352117 1073904013 0.585974101 0.262827958 Reticulon-1 05=Mus musculus G sv=1
P619793  Hnrmpk 0.084587061 1072696066 0471828311 0.326216004 Isoform 3 I K Os=M:
Q9EQH3  Vps3s 0.084637052 1072430474 0835283315 0.078166194 Vacuolar d protein 35 0S=Mus musculus GN=Vps35 PE=1 SV=1
Q92209 Chid1 0.085625199 106739 0522451738 0.281953822 C protein 105=M hid1 PE=2 SV=1
Q99PUS-3  Dhx30 0.085894684 1066033714 0824678529 0.083715312 Isoform 3 of Putative =M
Qo22e8  Ctnbl 0.086006797 1065467225 0899164234 0.046160976 Catenin beta-1 05=Mus musculus GN=Ctnb1 P
P12070  Rpl7a 0.08609437 1065025249 0457371629 0.339730778 605 ribosomal protein L7a OS=Mus musculus GN=Rpl7a PE=2 5\
Q883 Ploxd3 0.086558204 1062691766 0751883922 0.123849202 PIPLCX d protein 3 05=M PE=25V=1
Qgcaes 0.086739608 1061782544 0897163587 0.047128361 UPFO568 protein C140rf166 homolog 05=Mus musculus PE=2 SV=1
Q9axTo  Cnpy2 0087108423 1059939848 0961080625 0.017240178 Protein canopy homolog 2 0S=Mus musculus GN=Cnpy2 PE=1 SV=1
QBIZNS  Acadd 0.08724744 1059247307 0514248096 0.288827308 Acyl-CoA dehydrogenase family member 9, mitochondrial O5=Mus musculus GN=Acad9 PE=1 5V=2
Q8878 Uba3 0.087457479 1058203047 0526767315 0.278381" =N
QSIRUS-2  Citb 0.087751051 1056747672 0282876274 0.548403477 Isoform 2 of Clathrin light chain B OS=Mus musculus GN=Citb
Qoouas  Eif2s2 0.088005855 1055488431 075490334 0.122108653 Eukaryotic translation initiation factor 2 subunit 2 05=Mus musculus GN=Eif252 PE=1 V=1
Q6PFDS  Digap3 0.088352243 105378242 0.644654859 0.19067274 Disk: protein 3 05=M
PS6379  Mp6s 0.088726175 105194824 010385528 0712522366 6.8kDa 05=Mus musculus GN=M; sv=1
P286593  Celfl 0.08877505 1051709075 0.669303481 0.174376916 Isoform 3 of CUGBP Elav-like family member 105=Mus musculus GN=Celf1
PEO766-1  Cdcd2 0.088784355 1051663554 0827380286 0.082294831 Isoform 1 of Cell division control protein 42 homolog 05=Mus musculus GN=Cdc42
P97765  Wbp2 0.088874682 1051221938 0790036399 0.102352899 WW d protein 2 05=M p2 PE=1SV:
Q9DAKS  Phptl 0.089300728 1049101235 0439131265 0.357405641 14 lus GN=Phptl
Q54433 Hspel 0.089625133 1047570187 0821877887 0.0851927 protein, =M
Q8VDWO-2 Ddx3%a 0.089667202 1047366381 0.78886025 0.102999927 Isoform 2 of ATP-dependent RNA helicase DDX39A 0S=Mus musculus GN=Ddx3%a
Q80X50-3  Ubap2! 0.089709151 1047163252 0739156189 0.131263783 Isoform 3 of Ubid protein =
Q8VBW6  Neel 0.08975164 1046957605 0102257013 0.990306898 8 lus GN=Nae1 PE=1 SV=1
Q8BWR2  Pithd1 0.089814898 1046651619 0176486974 0.753287344 PITH d protein 105=M PE=25V=1
60229 Eifde 0.090197491 1044805541 0.699694604 0.155091476 3 subunit E OS=M: =15v=1
Qocxsa  Cenpy 0.090262671 1044491817 0231695385 0,635082616 Centromere protein V 0S=Mus musculus GN=Cenpy PE=2 SV=2
Pagas3  Ppp3ch 0.090745055 1042177034 0991788097 0.0035811 phosphatase isoform OS=M: p3ch PE=15V=2
QOOPI9  Hnrmpul2 0.090818061 1041827775 0393214319 0.405370675 Heterogeneous nuclear ribonucleoprotein U-fike protein 2 0S=Mus musculus GN=Hnrpul2 PE=1 5V=2
Q9IZR1  Rabdb 0.001117451 1040398436 0317671877 0.49802123 Ras-related protein Rab-48 O5=Mus musculus GN=Rab4b PE=2 SV=
Pa7857  Pfkm 0091276815 1039639521 0483207306 0.3158665 muscle type O5=M
Q9oigs  Nptxr 0091417704 1038969689 0.605167474 0.218124422 Neuronal pentraxin receptor 05=Mus musculus GN=Nptxr PE=15V:
PO3021  Minds 0.091699903 1037631126 0837466033 0.077032799 NADH-ubiquinone oxidoreductase chain 5 05=Mus musculus GN=Mtnds PE=3 5V=2
Q925€7  Ppp2r2d 0091749463 1037396469 0354728436 0.450103995 Serine/threonine-protein phosphatase 2A 55 kDa regulatory 8 delta isoform Os=
Q99KBS  Hagh 0091816292 1037080249 0444952882 0.351685976 v , lus GN=Hagh PE=15V=2
Q9D7X3  Dusp3 00021237 1035628626 0954193992 0.020363322 Dual specificity protein phosphatase 3 05=Mus musculus GN=Dusp3 PE=1 SV=1
Q91283 Peca 0.092256404 1035003478 0870955146 0,060004211 Propionyl-C: lase alpha chain, lus GN=Peca PE=15V=2
WTQs  Akap12 0002617572 1033306611 0435463407 0.361048334 protein 12 05=Mus musculus GN=Akap12 PE=1 SV=1
asesla  Ermn 0002975177 1031632084 0992400109 0.003313197 Ermin OS=Mus musculus GN=Ermn PE=15V=1
P31324  Prkar2b 0.09301305 1031456112 0085304306 1069029045 cAMP-dependent protein kinase type II-beta regulatory subunit OS=Mus musculus GN=Prkar2b PE=15V=3
Qscoc7  Farsa 0.003154939 1030794116 0439037835 0.357498052 [ =M PE=2 SV=1
P46 Rangapl 0.003351391 1029879208 040777318 0.389581342 Ran 108=Mus musculus GN=Rangap1 PE=1 5
Qscak3 0.003416766 1029575173 0334584586 0.475494071 UPFOS15 protein C190rf66 homolog 05=Mus musculus PE=2 V=1
QBCFI0-3  Neddal 0.093556051 1028928117 0967753912 0.014235064 Isoform 3 of £3 ubiquitin-protein ligase NEDD4-like OS=Mus musculus GN=Nedda!
P10637-4  Mapt 0003730793 1028117709 0914267045 0.038926934 Isoform Tau-C of Microtubule-associated protein tau 05=Mus musculus GN=Mapt
Q7TNvo  Dek 0003737536 1028086466 0284582033 0.545791149 Protein DEK 0S=Mus musculus GN=Dek P
P19253  Rpl13a 0.004202765 1025936351 0216582678 066437628 | protein L13a OS: lus GN=Rpl13a PE=15V=4
Q91XM9-5  Dig2 0.004245691 1025738499 0056582525 1247317676 Isoform S of Disks large homolog 2 05=Mus musculus GN=DIg2
Q8K2C9  ptplad1 0.004282357 1025569571 099568135 0.001879628 Very-long-ch hydroxyacyl-[acyl-carrier protein] dehydratase 3 05=M ptplad1 PE=15V=2
Q6PsF6 Slcaga10 000431976 1025397312 0709361877 0.149132156 b I sv=1
Q64331 Myos K 0.004695869 1023668966 0923027513 0.025475636 05=Mus musculus GN= =15v=1
Q7TMBg-2  Cyfipl 488 1022825014 0436955048 0.350563239 Isoform 2 of Cytoplasmic FMRI-interacting protein 1 0S=Mus musculus GN=Cyfip1
Q8026 Impadi 0.095075314 102193223 0647125433 0.189011531 Inositol monophosphatase 3 05=Mus musculus GN=Impad1 PE=15V=1
Q61990 Pebp2 K 0095110529 1021771404 0708971257 0.149371372 Poly(rC)-binding protein 2 05=Mus musculus GN=Pcbp2 PE=15)
Q3THSE  Mat2a 0.095219882 1021272359 0723230075 0140723522 v isoform type-2 0S=M =2 5v=2
035326 Srsfs 0.09535672 1020648695 0845351616 0072962613 h spl 05=Mus musculus GN=Srsfs PE=15V=2
Q61792 Laspl 0095367171 10206011 0509878836 0.292533014 LIM and SH3 domain protein 1 0S=Mus musculus GN=Lasp1 PE=15V=1
PlSTE  Spsa 0095652123 1019305388 0.648340646 0.188196751 Signal recognition particle 54 kDa protein O5=Mus musculus GN=SrpS4 PE=1 SV=:
Qoaia  Psmds K 0.097008455 1013190412 0924664471 0.034015829 =Mus musculus GN=Psmd6 PE=15V=1
Q9EPCL  Parva 0.097080855 101286 0943567042 0.025227237 Alpha-parvin OS=Mus musculus GN=Parva PE=1 SV=1
PSB2S)  Eef2 -0 0.097098693 1012786614 0400931639 0.396929671 Elongation factor 2 05=Mus musculus GN=Eef2 PE=1 5V=2
Q9167 Etfdh 0,097269519 1012023231 0552779072 0.257448408 Electron transfer flavopr =M PE=15V=1
P62862  Fau K 009789986 1009217928 0534817 0271794796 ] lus GN=Fau PE=1 SV=1
Q8BHs5  Thsl1 0.008173991 10080035 0813066437 0.089873966 fike 1 05=Mus musculus GN=Thnsl1 PE=2 SV=1
Q9IVDY  Ndufs 0.00820162 1007881347 0051484586 1288322776 75 kDa subunit, musculus GN=Ndufs1 PE=15V=2
P358036  Gpméb K 0.008499528 1006565852 0794049133 0.100152624 Isoform 6 of Neuronal membrane glycoprotein Mé-b OS=Mus musculus GN=GpmGb
Q9IW69  Epn3 0.008704872 100566141 0611217124 0.213804487 Epsin-3 05=Mus musculus G| =
POBSS3  Nefm 0.008894747 1004826777 0.180010861 0744701292 medium polypeptide OS=! lus GN=Nefm PE=15V=4
assvie  Tor 0099130413 1003793082 0180342815 0.743901155 Tenascin-R 05=Mus musculus GN=Tnr P
QO0623  Apoal 0. 0.099172507 1003608708 0262844605 0.580300932 Apolipoprotein A- 5= S
Q9cars  Ndufa2 0.099365785 1002763131 0420218113 0.367321959 iq 1 ubunit 2 05=Mus musculus GN=Ndufa2 PE=15V=3
P61200  Psme3 0.099411208 1002564256 0817920185 0.087284295 05=Mus musculus GN=Psme3 PE=1 5V=1
Qsccs6  Pabpnt 0.099514634 100211305 0271340115 0566479592 protein 2 05=M pn1 PE=2 V=3
P97371  Psmel K 0.099627702 1001619885 0.865886331 0.06253911¢ 105=Mus musculus GN=Psme1 PE=2 5V=2
Q3UPLO-3  Sec3la K 0.009662618 1001467708 0937936378 0.027826619 Isoform 3 of Protein Sec31A 05=M:
Qoa73s  cdkis 0,099833067 1000725587 0373516007 0.427690782 Cyclin-dependent kinase 16 05=Mus musculus GN=Cdk16 PE=15V=1
Q8koos  Aldh1l2 K 0.099874769 100058421 0956245626 0.019430538 lus GN=AIdh112 PE=15V=2
QoIve3  Eifaa3 K 0.099911603 1000384074 0.560587403 0.251356666 Eukaryotic nitiation factor 4A-lll 05=Mus musculus GN=Eif4a3 PE=2
Q8842 Digap2 0.100111761 0.9995149 0540191815 0.267452001 Disks protein 2 05=M PE=15)
Q9az0s  Toliip 0.100689146 0997017344 0548067318 0.261166095 Tolkinteracting protein OS=Mus musculus GN=Tollip PE=1 V=1
P3sSSE4  Canx 0.101213765 0.994760421 0143825151 0.842165162 Calnexin 05=Mus musculus GN=Canx PE
Qa2 Lamtorl 0.101261931 0.994553795 007186822 1143463114 Ragulator complex protein LAMTOR1 05=Mus musculus GN=Lamtor] PE=1 5V=1
Q8830 Ndufv3 0.101325493 0994281275 0777507404 0.109295467 NADH dehydrogenase [ubiquinone] flavoprotein 3, mitochondrial OS=Mus musculus GN=Ndufv3 PE=2 SV=1
21 Cpnes 0.101339982 0994219176 0978263617 0.009544098 Copine-6 0S=Mus musculus GN=Cpne6 PE=2 SV=1
Q9CQH3  Ndufbs 0.101709893 0.99263 0368341005 0433749931 iq 1 PE=15V=1
QORIPL  Psmb3 0.101782891 0992325217 046780389 032852626 type-305=M PE=15V=1
QooN28  Cadm3 0.102049415 0.991189479 021265365 0672327159 Cell adhesion molecule 3 05=Mus musculus GN=Cadm3 PE=15
Qo6185  AtpSi 0.10208656 0991031431 097806097 0.009634072 3 I sv=2
055023 Impal 0.10220157 0.990160157 0.701886007 0.153733416 Inositol monophosphatase 1 0S=Mus musculus GN=Impa1 PE=1 SV=1
BIAS29  Grik 0103121174 0.986652149 0.552449237 0257707622 ionotropic, kainate 3 05=M:
Q61656 DS 0.103520954 0.984971734 0684791492 64441644 Probable =M
P14231  Atplb2 010352528 0.984953588 0132619602 0877392281 beta-2 05=M: PE=15V=2
035864 Copss 0.103897292 0.983395773 0671683128 0.172835561 C 0s=M; ops5 PE=15V=3,
QOETI0  Tmosf3 0.103997365 0.982077663 0670248402 0173764213 member 3 05=Mus
070251 Eefib 0.104042704 0.982788371 0824712964 0.083697179 Elongation factor 1-beta OS=Mus musculus GN=Eef1b PE=15V:
Pa7757-4  Capih 0.104065275 0.982604166 0988494203 0.005025873 Isoform 3 of P beta 05=Mus musculus GN=Capzb
Qoz1z2  strap 0.104209152 0.98200414 0115513282 0.93736807: h kinase recept d protein OS=Mus musculus GN=Strap PE=15V=2
Qoo612  Gépdx 1044891 0.980928679 0314007751 0502935174 Gl hosph, X 0s=M: pdx PE=15V=3
Q8R016  BImh 0.104522679 0.980789469 0663391129 0.17823034 Bleomycin hydrolase OS=Mus musculus GN=Blmh PE=1 V=1
Tagin2 0.104669614 0.980179376 0962049262 0.016396595 Transgelin-2 OS=Mus musculus GN=Tagln2 PE=15
Q81003 Nfasc 0.105362192 0977315203 0483084836 0.311504685 Neurofascin 05=Mus musculus GN=Nfasc PE=15V=1
Qo1wa  Cryalt 0.105482073 0.976821344 0195975355 070779854 Qu ik 108=Mus musculus GN=Cryzl1 PE=2 5V=1
Q972Y3-5  Homerl 0.106001513 0.974687934 059681149 0.224162825 Isoform s protein homolog 1 05=M
Q619903 Pebp2 0.106588725 0972288732 0975134144 0.010935637 Isoform 3 of Poly(rC}-binding protein 2 05=Mus musculus GN=Pcbp2
P16381  Dipasl 0.106651633 0.972032491 0139681409 0.854861393 Putative ATP-dependent RNA helicase PI10 OS=Mus musculus GN=D1Pas1 PE=2 V=1
QsZWV7  Rpl3s 0.106680117 0971916515 0413964943 0.383036436 605 ribosomal protein L35 05=Mus musculus GN=RpI35 PE=2 SV=
088712 Ctbpl 0.106740259 0971671746 0128101552 0892445608 C-terminal-binding protein 1 0S=Mus musculus GN=Ctbp1 PE=15V=2
Q62318 Trim28 0.107415006 0.968935043 0721002201 0.142009202 Transcription 1-beta O5=M: PE=15V=3
P31254  Ubaly -0.074303236 0.107844364 0.967202547 -0.039124634 0.601800828 0.220540724 Ubiquitin-like modifier-activating enzyme 1Y OS=Mus musculus GN=Ubaly PE=2 SV=2
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P41105  Rpl28 -0.112248652 0.107861682 0967132812 -0.027202941 0752343817 0.123583644 I protein L28 05=M: PE:
Pag318 ad1 0.108924481 0.962874502 0.513808709 0.289198539 105=M PE:
P35979  Rpl12 0.109228491 0.961664068 0557177808 0.25400619 I protein 112 05=M: 2 PE=15V=2
Qowuss  Gk2 0.109332503 0.961250552 0516999267 0.286510073 Glycerol kinase 2 05=Mus musculus GN=GK2 PE=2 V=1
Q623182 Trim28 0.109665981 0.950928073 0846523512 0.072360975 Isoform 2 of Transcription beta 5= lus GN=Ty
Qscrva N1 0.109819872 0.950319065 0352480334 0.452865109 Neuritin OS=Mus musculus GN=Nrn1 PE=1 V=1
QSPR73  Diras2 0.110140746 0.958051987 0758521176 0.12003229 GTP-binding protein Di-Ras2 05=Mus musculus GN=Diras2 PE=2 SV=1
Q80TM6-3  R3hdm2 0.110180888 0.957893732 0953320956 0.02075676 Isoform 3 of R3H domain-containing protein 2 05=Mus musculus GN=R3hdm2
Q8R3VS-3  Shagh2 0.111069259 0.954406126 0934214998 0.029553165 Isoform 3 of Endophilin-B2 0S=Mus musculus GN=sh3glb2
Q9IWG0  Txndcs 0.111083438 0.954350688 0887501112 0.051787055 Thioredoxin protein 5 05=Mus musculus GN=TxndcS PE=15
Q3UHEE-3  Wnk2 0.111328254 0.953394601 0977087471 0.010066555 Isoform 3 protein kinase WNK2 05=M
QozIT1  Ap3bl 0.111383802 0953177962 0578925272 0.237377491 AP- 05=Mus musculus GN=Ap3b1 PE=15V=2
QU2 Aldhoal 0111301715 0.953147109 0675308688 0.170497663 =M PE=15V=1
Q8BKX1-4  Baiap2 011174441 0951774193 0237932091 0.623545336 Isoform 4 of Brain-specific angiogenesis inhibitor 1-associated protein 2 0S=Mus musculus GN=Baiap2
Q3UX10  Tubal3 0111921013 0.951088369 0312290599 0.50544109 Tubulin alpha chain-like 3 0S=Mus musculus GN=Tubal3 PE=2 V=2
Qsazve  sfaba 0112182327 0.950075557 0070408503 1152374889 Splicing factor 38 subunit 4 OS=Mus sv=1
PS6S64  Slcla3 0.112278451 0.949703589 0539474447 0.268029121 v 105=Mus muscul PE=15V=2
Q9oiBs  Pacsin3 0.112737905 0.947930039 0075985631 1119268528 Protein kinase C and casein kinase Il substrate protein 3 05=Mus musculus GN=Pacsin3 PE=1 SV=1
POS213 Tubalb 0.112778651 0947773104 0681324209 0.166646179 Tubulin alpha-18 chain 05=Mus musculus GN=Tubalb PE=15V=2
Q921M7  Famagh 0.113364904 0.945521377 0753143734 0.123122133 Protein FAMA9B 0S=Mus musculus GN=Famagb PE=2 SV=1
Q8BGN3  Enpps 0113473311 0.945106273 0401544201 0.39626664: y member N=Enpp6 PE=2 SV=1
QgoLa7  su3 0113705211 0.944219632 0590441832 0.228822881 08=Mus musculus GN= 15
Q941 Rabla 0.113996757 0.943107503 0757799072 0.120445931 Ras-related protein Rab-14 0S=Mus musculus G
Qsccko  Haafy2 0.114360435 0941724203 0671656645 0.172852684 Core histone macro-H2A.2 0S=Mus musculus GN=H2afy2 PE=15)
035900 Lsm2 0.114669664 0.940551459 0152970277 0.815392947 UG snRNA-associated Sm-like protein LSm2 0S=Mus musculus GN=Lsm2 PE=3 V=1
Q8063 Vepipl 0.115154281 0938719911 0873570545 0058702018 rotein VCl - lus GN=Vcpip1 PE=2 )
Q8VCXs3  Micul 0.116169177 0.934909086 0522638303 0.281798765 Isoform 3 of Calcium uptake protein 1, mitochondrial OS=Mus musculus GN=Micul
Q90273 Deunldl 0.116492815 0.933700861 0629076416 0.201296596 DCN1-like protein 1 05=Mus musculus GN=Dcun1d1 P
PS7750  Erp29 0116017923 093211891 0078862401 1103130007 Endoplasrnic 29 08=Mus musculus GN=Erp29 PE=1 5V=2
P62331  Arf6 0.116938234 0932043471 0916795274 0.03772763 605=M
Q9cans  Tommé 0117484418 0.930019729 0551483516 0.258467464 I =3 5v=1
Qo6138  Cab3g 0.118060857 0.927894068 0527101378 0.278105848 Calcium-binding protein 39 05=Mus musculus GN=Cab39 PE=1 5V=2
P99027  Rplp2 0.118150609 0.927564037 0924402668 0.034138; protein P2 05=M:
008756 Hsd17b10 0.11850646 0926257973 0479303731 0.319389191 3-hy pe-205=M 7b10 P
Q8cc27-3  Cacnb2 0.118907414 0.924791064 040831868 0.389000751 Isoform 3 of Votage-d -2 05= acnb2
Q8CoNs  Tunl1 0119157427 0.923878885 0.560434352 0.25147525: ik 105=Mus musculus GN=Txnl1
Q084603 Kenmal 0.119158662 0923874381 0545734036 0.26301896 Isoform 3 of C. 4 Mus musculus GN=Kenmal
Q9D10a  Tmed10 0.119560286 0922413055 054590063 0.262879244 100 N=Tmed10 PE=2 V=1
Q90z53-3  Numb 0.119685773 0921957472 0.98624661 0.006014477 Isoform 3 of Protein numb homolog 05=Mus musculus GN=Numb
Q8KoDo  cdki7 0.120880046 0917645385 0792803319 0.10083454 Cyclin-dependent kinase 17 OS=Mus musculus GN=Cdk17 PE=1 5V=2
Q8R210  Abhds 0121145333 0916693311 025573494 0.59220993; lipase ABHDG OS=M =2 5v=1
Q973292 Itpr2 0.121488663 0.915464249 0570017948 0.244111469 Isoform 2 of Inositol 1,4, ptor type 2 05=M
Q9710 Tmx2 0121767927 0.914467088 0849275801 0.070951: lated protein 2 05=M PE=2SV=1
QBKARS  Exoc3 0.121869698 0914104266 0661579535 0179417938 305=M
QoKvi  Admi 0122287291 0.912618677 0406604793 0.390827507 Proteasomal ubiquitin receptor ADRM1 05=Mus musculus G
Qscoms  Asrglt 0.122403863 0912204877 0.190879543 0.7192406 0s=M
Q9EPUO  UpfL K 0.123537565 200964 0123752501 0.907445698 Regulator of nonsense transcripts 105=Mus musculus GN=Upf1 PE=15)
Q9CPR4  Rpl17 K 0124122262 0.906150319 0.882788561 0.05414330: | protein L17 05=M 7 PE=2 SV=3
Q8ovD1  Famogh K 0.124133488 090611104 0477382563 0.321133448 Protein FAMIBB 0S=Mus musculus GN=Fam8b PE=2 SV=1
Q9DSTO  Atad1 K 0.124282481 0.905500226 0310532256 0.507893282 ATPase family AAA 108=Mus musculus GN=Atad1 PE=1 V=1
Q9D394  Rufy3 K 0.124563383 0.904609 0793690754 0.100348679 Protein RUFY3 05=Mus musculus GN=Rufy3 PE=15V=1
P44 Srsf3 K 0.124606212 0.904460306 0817153951 0.087696115 h spl 308=Mus musculus GN=Srsf3 PE=1 SV=1
Qscu3  Myleb K 0.12490358 0.903425114 0.101684789 92744006 Myosin light chain 68 OS=Mus musculus GN=Mylsb PE=2 SV=1
Q617012 Elavia K 0.125157446 0.902543309 0971821992 0.012413277 Isoform 2 of ELAV-like protein 4 05=Mus musculus GN=Elavi4
11 Wasl 0.125392807 0901727376 0941555324 0.026154157 Neural Wiskott-Aldrich syndrome protein OS=Mus musculus GN=Was! PE=15V=1
Q903944 Rufy3 K 0.125602887 0.901000379 0677904294 0.168831615 Isoform 4 of Protein RUFY3 05=Mus musculus GN=Rufy3
QoDss4  Sf3a3 K 0125719431 0.900597593 0268108237 0.571689844 Splicing factor 3A subunit 3 05=Mus musculus GN=5f3a3 PE=2 SV=2
035685 Nudc 0125747251 0.9005015 033164855 0.479321897 Nuclear migration protein nudC OS=Mus musculus GN=Nudc P
QgDAM7 0126171962 0899037142 079793754 0.098031102 UPF0444 protein C120rf23 homolog 05=M:
Q8K3G9  Appl2 0.126336378 0898471579 0057526072 124013528 DCC-interacting protein 13-beta 05=Mus musculus GN=AppI2
QsgfFs  Gitl 0. 0.12649 0897922884 0613963608 0.211857371 ARF GTPase-activating protein GIT1 OS=!
Q60899 Elavi2 K 0.126622993 0897487426 0936025169 0.028712473 ELAV-lke protein 2 05=Mus musculus GN=Elavi2 P
Q71M363  Cspgs 0.126962657 0896323996 0772752273 0.111959709 Isoform 3 of Chondroitin sulfate proteoglycan 5 05=Mus musculus GN=CspgS
AAGTS3  Ckaps K 0.126974044 0896285049 0941755471 0.026061848 Isoform 3 of Cytosk protein 5 05=M kaps
083696 Clpp 0.127049586 0.896026744 0.066635162 1176296542 Putative ATP-c p p musculus GN=Clpp PE=15V=1
Q7TMED  Lppra K 0127112898 0895810381 0307630438 0.511957991 Lipid phosphate phosphatase-related protein type 4 0S=Mus musculus GN=Lppré PE=2 V=2
Q9avse3 ki K 0.128208041 0.892084736 0121134045 0.916733781 Isoform 3 of Protein quaking OS=Mus musculus GN=Qki
Q9D8T7 Sl K 0.128961108 0.889541244 0315756589 0.500647578 SRA protein, os=M, b PE=15V=2
Q88X94  Osbpl2 K 0.129051996 0889235274 0694910037 0.158070853 I p protein 2 05=M pl2 PE=2 SV=1
Q9aXZ03  Macf 0.129279408 0.888470644 0.589882576 0.229234432 Isoform 3 finking factor 1 0
Q9QYG0-2  Ndrg2 K 0129422235 0.887991106 0362135866 0.441128461 Isoform 2 of Protein NDRG2 OS=Mus musculus GN=Ndrg2
Q9CROD  Psmdd 0. 0.129507331 0.887705648 0396265477 0.40201376; musculus GN=Psmd PE=15V=1
A2ARPL-3  Ppipskl 0129581822 0.887455917 0383565572 0.416160381 Isoform 3 kinase 1 0= lus GN=Ppipsk1
088544 Copst 0.129629006 0.88720781 0817528476 0.087497111 =M opsd PE=15V=1
008795 Prkesh K 0.129691011 0.887000124 0.866627548 0.06216751 Glucosidase 2 subunit beta 0S=Mus musculus GN=Prkcsh PE=15V=1
QSSNZ0-3  CcdeBBa K 0.129882365 0886449813 0710964762 0.148151924 Isoform 3 of Girdin O5=Mus musculus GN=Ccdc88a
P62823  Rabic 0.129928558 0886295382 0.562488182 0.249886597 Ras-related protein Rab-3C O5=Mus musculus GN=Rab3c P
asvbal  Prgr2 0.129957614 0886198271 0393386831 0.4051801 reductase 2 05=M P
Qsssia3  Abr 0.130086584 0.88576749 0903805777 0.043924887 Isoform 3 of protein O5=M:
Qscies  Copa 0.130474754 0884473513 0857002048 0.066972534 Coatomer subunit alpha O5=Mus musculus GN=Copa PE=15V=2
PSa285  Cacnb3 0132212675 0.130535199 0884272363 0168821241 0772572911 p p 05=Mus musculus GN=Cacnb3 PE=2 5V=2
QORIV6-11 Adam22 0.191556993 0131119138 0882333916 0345648052 0.461365886 Isoform 9 of Disintegrin and protein 22 05=M
Q8BHEO  Sephsl 0.093109594 0131236423 0881945617 0821551502 0.085365206 Selenide, water dikinase 1 0S=Mus musculus GN=Sephs1 PE=2 SV=1
P19246  Nefh 0193319239 0.13148082 0881137595 0386391169 0.412972808 Neurofilament heavy polypeptide O5=Mus musculus GN=Nefh PE=15V:
7447 Fhil 0.255738167 0.131646384 0.880591065 0893670493 0.048822581 Four and a half LIM domains protein 1 05=Mus musculus GN=Fhl1 PE=1 V=
Q99L27  Gmpr2 0.131726986 0880325243 0.646622727 0.189349035 GMP reductase 2 05=Mus musculus GN=Gmpr2 PE=2 SV=2
DORS  Lsm12 0.131750894 0880246431 0060700363 1216744323 Protein LSM12 homolog OS=Mus musculus GN=Lsm12 PE=1 SV=1
054734 Ddost 0131923078 0879679226 0186333863 0.729708213 Dolichyl kDa subunit OS=M; sv=2
P043702  Mbp 0132305203 0878423076 0491923585 0.308102355 Isoform 2 of Myelin basic protein 05=Mus musculus GN=Mbp
QUEPN1-3  Nbea 0.132435475 0.877995665 0.060062571 1.22139608 Isoform 3 of Neurobeachin O5=Mus musculus GN=Nbea
QOEPN1  Nbea 0.132435475 0.877995665 0073174587 1135639717 Neurobeachin 05=Mus musculus GN=Nbea PE=2 SV=1
QORIV4  Adamil 013265312 087728253 0.404608838 0.392964635 Di d d protein 11 05=M: 1PE=15V=2
Pa7757  Capih 0.132887546 087651572 081127118 0.000833952 F- rotein =M apzb PE=15V=3
QoDBE6  Rpld. 0133113838 0875776793 0604140116 0.218862325 605 ribosomal protein L4 O sV
QAACUG-11 Shank3 0.133391308 0874872469 0846148335 0.072553496 Isoform 3 of SH3 and
QszaKs  Acap2 0.133457655 0.874656509 022700783 0.643787017 Arf-GAP with coiled-col, ANK repeat and PH lus GN=Acap2 PE=15V=2
Q3TAs6  Emc10 0133462572 0.874640508 006565916 118270467 1005=M
Qsazm  Acatt 0.133481096 0.874580237 0508791496 0.293460156 Acetyk I
088703 Hen2 0133952278 0.873049896 0871757479 0.059604318 d cyclic nuck PE=15V=1
P97300  Nptn 0.134071266 0.872664289 0732050434 0.135453659 Neuroplastin O5=Mus musculus GN=Nptn PE=15V=3
Q9aYG0  Ndrg2 0.134136405 0872453337 0362135866 0.441128461 Protein NDRG2 O5=Mus musculus GN=Ndrg2 PE=1 SV=1
Q88P47  Nars 0.134178386 0872317435 058014788 0.2364612 ligase, cytoplasmic O5=M PE=15V=2
035381 Anpaza 0134538322 0871153993 0781275008 0.107195568  Acidic leucine-rich nuclear phosphoprotein 32 family member A 05=Mus musculus GN=Anp32a PE=15V=1
Qs4332 syn2 0.134722698 0870559229 0286114575 0.543460018 Synapsin-2 05=Mus musculus GN=Syn2 PE=1 5V=2
QoD7X8  Gect 0.134817255 0870254519 0607050886 0.216774902 I
QoWU782 Pdcdsip 34844045 0870168228 0119330372 0.92321625 Isoform 2 of Programmed cell death 6-interacting protein 05=Mus musculus GN=Pdcdsip
P8O316  Ccts 0135110784 0.869309987 0822130805 0.085054324 1 05=Mus musculus GN=Ccts PE=15V=1
Q6PBE6  Lrpprc 0.135260724 0.868828293 0727820597 0.137975658 Leucine-rich protein, =M rpprc PE=15V=2
Cz2 Hspalzb 0.13565822 0.867553885 0777683055 0.109196861 Heat shock 70 kDa protein 128 05=Mus musculus GN=Hspal2b PE=1 SV=1
P49312  Hompal 0.136687147 0864272322 0232518845 0633541843 ALOS=M pal PE=15)
P70362  Ufd1l 0.137799385 0860752721 049634411 0.304217128 Ubiquitin fusion degradation protein 1 homolog OS=Mus musculus GN=Ufd1l PE=1 5V=2
62320 Snrpd3 01379229 0860363618 0370506748 0.431203878 Small s
Q9EPVE  Ubls 0138343723 0.850040542 0.646549976 0.1893979 Ubiquitin-like protein 5 05=Mus musculus GN=UblS PE=1 5V=1
GSEBKSS  Ank3 0.138490199 0.858580959 0283025395 0.548174594 Isoform 5 of Ankyrin-3 0S=Mus musculus G
POBSST  Nefl 0.138706383 0.857903552 0095195879 1021381853 2y PE=15V=5
Q9caiz  Gmfb 0.138820254 0.857519011 0.688608471 0.162027639 beta 05=Mus musculus GN=Gmfb PE=15V=3
Q99K01-2  Pdxdcl 0139718734 0.854745359 0124501839 0.904510403 Isoform 2 of Pyrid tein 1 N=Paxdcl
PI0630  Eifaa 0.139827581 0.854407155 071613338 0.145006083 Eukaryotic initiation factor 4A-ll 05=Mus musculus GN=Eifda2 PE=2 5
Q9123 Acot? 0.140027658 0.853786174 0.798008399 0.097992538 Isoform C of Cytosoll A musculus GN=Acot7
WVK8  Cypdsal 0.1400447 0853733295 0074400978 1128368822 Cholesterol 24-hydroxylase O5=Mus musculus GN=Cypd6al PE=2 SV=
P702900  Mppl 0.14034655 0852798259 0727284408 0.13829572 protein O5=M p1 PE=1 V=
Q8BX10  Pgams 0.140486264 0852366136 023888558 0,62181006: 3 05=Mus musculus GN=Pgams PE=2 SV=1
PE0469  Ppfia3 0.140909732 0.851059011 0.064200035 1192464733 Liprin-alpha-3 05=Mus musculus GN=Ppfia3 PE=1 SV=1
osgas1 M2 0.140937615 0850973083 0053883081 1268540325 Metaxin-2 05=Mus musculus GN=Mtx2 PE=1 5V=1
Qsc7se2  Vpss2 0.141296412 0.849868867 0918534021 0.036904753 Isoform 2 of Vacuolar protein sorting-associated protein 52 homolog OS=Mus musculus GN=Vps52
1001 Des 0.14150074 0849241288 0229068021 0,640035536 Desrmin O5=Mus musculus GN=Des PE=15V=3
P67871  Csnk2b 0.141980079 0847772586 032132454 0.493056106 Casein kinase Il subunit beta OS=Mus musculus GN=Csnk2b PE=1 5
P28271  Acol 0.142044181 0.847576676 0.705906032 0.151253107 v =M PE=15V=3
DCHa  Eif3f 0.142765393 0.845377054 0299953879 0.522945517 Eukaryotic translation initiation factor 3 subunit F 05=Mus musculus GN=EIf3f PE=15V=2
P27546-4  Maps 0.142790474 0.845300765 0.703606686 0.152670042 Isoform & protein 4 05=M
Q9avpe  Ptk2b 0.142881071 0.845025304 0.156749346 0.8047942 beta s lus GN=Ptk2b PE=1 5V=2
Q80Xi4 Pipakzb 0.143250514 0843876526 0322833637 0.491021221 Phosphatidylinositol 5-phosphate 4-kinase type-2 beta 0S=Mus musculus GN=Pipak2b PE=15V=1
P31523  Ptk2 0.143355623 0.843585268 0.708397862 0.149722758 Isoform 3 of Focal adhesion kinase 105=Mus musculus GN=Ptk2
P16 Actr2 0.143496802 0843157777 0217506666 0,662527429. Actin-related protein 2 05=Mus musculus GN=Actr2 PE=1 SV=1
P62267  Rps23 0.143550665 0842994792 0570520024 0.243728423 405 ribosomal protein 523 O5=Mus musculus GN=Rps23 PE=1 5V=3
70483 Gnaz 0143812727 084220268 0189272526 0722912421 Guanine nucleotid (2) subunit alpha 05=M PE=25V=4
PS6135  AtpS)2 0.144165189 0.841139594 0.601894387 0.220479707 f =M PE=15V=3
Pla115  Rpl27a 0.144250394 0.840882993 0338215014 0470807117 I protein L27a OS=Mus musculus GN=Rpl27a PE=2 SV=5
035633 Slcazal 0.144947329 0838789783 01352133 0.868980587 v b = lus GN=5lc32a1 PE=15V=3
Qoz0H8-2  Ciip2 0.145040375 0838511085 0.606994753 0.216815063 Isoform 2 of C d linker protein 2 0S=M lip2
Q60900 Elavi3 0.145273856 0837812536 0.748689303 0.125698372 ELAV-Tike protein 3 05=Mus musculus GN=ElavI3 PE=1 SV=
Q8BFY9 Tnpol 0.145327392 0837652521 0.644950945 0.190467256 Transportin-105=Mus musculus GI sv=2
Q80TS34  Lphn3 0.145536544 0837027942 0994537983 0.002378626 Isoform 4 of Latrophilin-3 0S=Mus musculus GN=Lphn3
Q9DITO  Lingol 0.145616768 0836788613 0980318622 0.008632748 Leucine-rich repeat and d nogo receps protein 1 05=M PE=15V=1
QOWUD1  Stubl -0.078170269 0.145736222 0836432494 0433728481 0.362782059 STIP1 homology and U lus GN=Stub PE=1 5V=1
Q8BHs8  Tiprl -0.152739982 0.146157959 083517753 0175064632 0.756801586 TIP41-like protein O5=Mus musculus G
Qmve  sensa 0.154515386 0.146254205 0834891637 0251655076 0599194305 M lus GN=Scnsa PE=1 5V=2
QoiKB3 Vb -0.508785645 0.146852255 083311938 0192165995 0459922618 0.337315232 Y-box-binding protein 3 05=Mus musculus GN=Ybx3 PE=1 5V=2



Bum insignificant, Veh insig.

Accession _Gene Lo i ide _Students T Test in Bumetanide _-Log10T Test in Bumetanide _Log? fold change in Vehicle _Students T Test in Vehicle _-Log10T Test in Vehicle _Description
P83 Thyl 0.257206945 0.146936181 0832871251 -0.136158832 0243533049 0613442094 Thy-1membrane glycoprotein OS=Mus musculus GN=Thy1 PE=1 SV=1
Q60759 Gedh 0.147199977 0832002258 042935013 0.367179297 Glutaryh-Ce =M PE=15V=2
Q51074 Ppmig 0147215738 0832045759 0846386551 0.072431246 Protein phosphatase 16 05=Mus musculus GN=Ppm1g PE=15V=3
088447 Kicl 0.147255289 0831929099 0.460852502 0.33643805 Kinesin light chain 105=Mus musculus GN=Kic1 PE=1 5V=3
QoWu78  Pdcdsip 0147342023 0831673371 0823869073 0.0841418 Il 05=Mus musculus GN=Pdcd6ip PE=1 5V=3
Q9cQ)8 Ndufbo 0.147433237 0831404599 0182331697 0730137825 {ubiquinone] 1 b PE=15V=3
Q8VDWO  Ddx3% 0.147633584 0830814838 070935463 0.149136592 =M sv=1
P170473  Lamp2 0.147800602 0830323797 0.666964295 0.175897415 Isoform LAMP-2C of 208
Q3UP1 Secda 0.14780229 0.830318837 098333826 0.007297063 Protein transport protein Sec24A 05=Mus musculus GN=Sec24a PE=15)
QBVEK3  Hnmpu 0.148100691 0820442916 0788561318 0.1053731 0s=M,
QsceT8  Tsr2 148480296 0828331175 049826451 0.302540045 TSR2 homolog OS=M:
QOROXA  Acotd 0.148537456 0828164017 0748352074 0.125894033 Acy 3 I
P83882  Rpl36a 0.149227162 082615212 0.989008587 0.004799938 | protein 1362 05=Mus musculus GN=Rpl
Qs0s98  Cttn 0.149289254 0825071453 0821236159 0.085531937 Src substrate cortactin O5=Mus musculus GN=Cttn P
QOROK7  Atp2b2 0.149321861 0825876607 0325503536 0.461547503 \Tpase 2 05=M, p2b2 PE=15V=2
Q9alFs e 0.149385039 0825692896 0.660747453 0.179964502 Diphosphomevalonate decarboxylase O5=Mus musculus GN=Mvd PE=1 V=2
QoDBus  Smxs 0.149679469 0824837767 0739681394 0.130955306 Sorting nexin-5 05=Mus musculus GN=5nxS P!
Q9D2RE  Coa3 0.149771863 0824569767 0.600673285 0.221361683 Cytoch 3homolog, 0s=M 0a3 PE=2 SV=1
Qsciz2 Bags 0.149925959 0824123164 0097401545 1011434156 BAG family perone regulator 5 05=Mus musculus GN=8agS PE=1 SV=1
Q9case3  Cuta 0.150127043 0823541069 0.155068771 0.809475656 Isoform 2 of Protein CutA OS=Mus musculus GN=Cuta
P62962 Pl 0.150226614 0823253122 0476872626 0.321597606 Profilin-1 05=Mus musculus GN=Pfn1 PE=1 5V=2
Q9DBRO  Akaps 0.150355987 0822879273 0678181931 0.168653786 protein 8 05=Mus musculus GN=Akap8 PE=1 5
P3A1526  Ptk2 0.15050857 0822438769 0139705094 0.85478496 Isoform 6 of Focal adhesion kinase 105=Mus musculus GN=Ptk2
Qs cu3 0.150523438 0822395872 0311405899 0.506673165 Cullin-3 05=Mus musculus GN=Cul3 PE=1 SV=1
Q9207 Afg3l 0.150556236 082230125 0633910755 0.19797188 AFG3-like protein 105=Mus musculus GN=Afg3l1 PE=2 SV=
P974343  Mprip 0.151383156 0819922485 0246923696 0.607437231 Isoform 3 of Myosin phosphatase Rho-interacting protein OS=Mus musculus GN=Mprip
Q9OMK8  Adrbk1 015141432 0819833049 0921404156 0.035549833 Beta-adrenergic receptor kinase 1 05=Mus musculus GN=Adrbk1 PE=15V=2
P399 Gfap 0.146247535 0.151532099 0819495362 0794420036 0.09994981 v 08=Mus musculus GN=Gfap PE=15V=4
Q8KK6-2  Agfel 017775488 0.151680371 0819070619 0951642236 0.021526291 Isoform 2 of Arf-GAP domain and FG protein 105=M
Q61701 Elavia K 0152021314 081805518 0976250776 0.010434604 ELAV-like protein 4 05=Mus musculus GN=Elavl4 PE=1 SV=1
QoKB1  Uchi3 K 0.152244173 081745932 0929260386 0.031862576 Ubiquitin carboxykterminal hydrolase isozyme L3 05=Mus musculus GN=Uchl3 PE=1 5V=2
Qw2 zfp202 0.152679882 0816218186 0407364899 0.390016395 ger protein 202 05=Mus musculus GN=2fp292 PE=1 V=2
035887 Calu K 0.15223159 081552674 087519161 0.057896854 Calumenin OS=Mus musculus GN=Calu PE=15)
Q88MI3  Gga3 5408493 0812239836 0331581444 0.47940978; p
Q9DB60  Fam213b 0154123125 0812132195 0203549998 0691328898 F synthase 0S=M 13b PE=1 5
P3ggs  Mif K 0.15445206 0811206295 0.867402306 0.061779428 Macrophage migration inhibitory factor OS=Mus musculus GN=Mif PE=1 5V=2
Qoo7Is  Lhep 0. 0.154517327 0811022812 0173504364 0.76046438 i o N=Lhpp PE=2 SV=1
Q9owves  Timmg 0.154577046 0810854997 0619589447 0.207895988 inner membrane Timg 05=M =15v=1
Q91267 Srgap2 K 0.154705463 0810494351 0334280625 0.475877102 SUT-RO protein 2 05=M
Q9ERED  Scnda 0.155409629 0808522077 0425197294 0.351447484 Sodium channel protein type 4 = lus GN=
P16014  Chgb K 0.155823951 0807365789 0979028477 0.009204676 Secretogranin-1 05=Mus musculus GN=Chgb PE=15V=2
P35203  Rabls K 0.156189093 0.806349297 0771520197 0.1126527 Ras-related protein Rab-18 0S=Mus musculus G =2
P35279  Rab6a K 0.156346918 0.805910676 0411123035 0.386027238 Ras-related protein Rab-6A 05=Mus musculus GN=Rab6a PE=1 SV=4
Q99LG2  Tnpo2 K 0.156754693 0804779449 0.644950945 0.190467256 Transportin-2 05=Mus musculus GN=Tnpo2 PE=2 5V=1
PS8321 Uchi4 K 0.156881168 0804429186 0970245679 0.013118283 Ubiquitin carboxylterminal hydrolase isozyme L4 05=Mus musculus GN=Uchl4 PE=2 SV=1
Paga1a  Cdknlb 0.157026183 0.804027926 0918023022 0.037146427 Cyclin-d kinase inhibitor 18 05=M dkn1b PE=15)
Qsous3 M2 0.157082519 0803872142 0834128025 0.078767287 Mitofusin-2 05=Mus musculus GN=Mfn2 PE=1 5V=3
Qa9 A3 0.157252598 080340217 0642785244 0.191934101 Actin-related protein 3 05=Mus musculus GN=Actr3 PE=15V=3
Pa7867  Scg3 -0.147000258 0.157686697 0802204943 0379360856 0.420047484 Secretogranin-3 05=Mus musculus GN=Scg3 PE=1 SV=
Q80YF9  Arhgap33 -1.285044054 0.158233385 0.800701882 0819005447 0.08671321 330 I PE=15V=1
P188722  Gnaol 0.110556796 0.158316792 0800473018 0887533192 0.051815396 Isoform Alpha-2 of b N=Gnaol
Q61361 Bean 0.114653261 0.158443485 0800125615 091975764 0.036326596 Brevican core protein 05=Mus musculus GN=can PE=15V=2
PI6254  Spl4 -0.159150016 0.158577653 0.799758014 0730876948 0.136155736 Signal recognition particle 14 kDa protein OS=Mus musculus GN=Srp14 PE=1 SV=1
035343 Kpnad 0.002458562 0.15893548 0798779141 0773648082 0.111456547 Importin subunit alpha-3 05=Mus musculus GN=Kpnad PE=1SV:
askacs  sis 0.185536941 0.150052494 0.798459517 0359286852 0.444558676 NAD-d v 3 =M PE=15V=1
Q97110 Aldhigal 0.091574806 0.159108686 0798306112 0677081839 0.169358835 yrrol yiate sy =M
Q3UUB Themd 0.114058215 0.150277058 0797846775 0690564915 0.16079549 Acy THEM4 O
agpcea  pyerl 0.158105914 0.150489874 0.797266886 0906703752 0.042534587 Pyrrol X 305=M
Q9azal Mt 0.148449638 0.150791686 0796445821 0385855408 0.413575409 Afadin OS=Mus musculus GN=Milt4 PE=15V=3
QoESwa  Agk 0.069033869 0.15081386 0796385558 0294018128 0.531625892 Acylglycerol kinase, mitochondrial OS=Mus musculus GN:
Q3P0 Sec3la 0072623111 0.160067923 0.79569569 0492951783 0.307195558 Protein transport protein Sec31A 05=Mus musculus GN=Sec31a PE=1 5V=:
Qo7417  Acads -0.20426388 0.16012566 0795539067 0423211563 0.353388918 lus GN=Acads PE=15V=2
P67778  Phb 0.160796918 079372228 0982691526 0.007582789 Prohibitin OS=Mus musculus GN=Phb PE=1 5V=1
15 Cyet 0.161049145 0793041577 0099033101 1004219621 Cytochrome c, testis-specific 05=Mus musculus GN=Cyct PE=1 5V=3
QBNXKS  Asicl 0.161340054 0792257802 0139510211 0.855394003 Acic channel 105=Mus musculus GN=Asicl PE=1 SV=1
P26039 In1 0.161493255 0791845613 0322500288 0.491457774 Talin-1 05=Mus musculus GN=Tin1 PE=1 5V=2
PSS066  Nean 0.161692239 0791310824 0336150681 0.473466005 Neurocan core protein 0S=Mus musculus GN=Ncan PE=2 V-
Q8vD7s  Hipt 0.162041211 0790374519 0373507537 0.427595996 Huntingtin-interacting protein 1 05=Mus musculus GN=Hip1 PE=15V=2
Q9OKFL  Tmedo 0.162247409 078982223 0236200733 0626702211 jomain- rotein 9 05=Mus musculus GN=Tmed
P18872  Gnaol 0.162542491 0.78903309 0817566887 0,087476706 Guanine nucleotide-binding protein G(o) subunit alpha 0S=M
Qocacs  Baw1 0.162866544 0.78816812 0.768714808 0114234753 ipper and W2 d protein 105=M P
008810 Eftud2 0.163293518 0.787031054 070268103 0.153241771 116k musculus GN=Eftud2 PE=2 SV=1
Q8vD62  Bleso3 0.163314859 0.7869743 0565311516 0.247712168 UPFO696 protein C110rf68 homolog 05=Mus musculus GN=8les03 PE=2 5=
Q886D Eifab 0.163526802 0786411056 0165316661 0781683374 48 05=Mus musculus GN=Eifdb PE=15V=1
79 Cope 0.163817973 0.785638453 0.582346802 0.234818305 Coatomer subunit epsilon 0S=Mus musculus GN=Cope PE=2 SV=3
Q62148 Aldh1a2 0.163898507 0785425003 0.408091069 0.38924201 ] 2 08=Mus musculus GN= sv=2
QX7 Lpl 0.164189909 0.784653538 093828182 0.027666699 Prolow-density lipoprotein receptor-related protein 1 05=Mus musculus GN=Lrp1 PE=15V=1
P70414  Slcgal 0.1645013 0.783830666 0886428776 0.052356154 108=! N=slc8al PE=15V=1
009167 Rpl21 0.164704109 0.783295566 0.560583808 0.25135045 I protein 121 05=M PE=25)
Q9DBC7  Prkarla 0.164861904 0.78287969 0442752006 0.353839462 cAMP-dependent protein kinase type I-alpha regulatory subunit OS=Mus musculus GN=Prkar1a PE=15V=3
26231 Ctonal 0.164952966 0782639872 0217688019 0.662165473 Catenin alpha-1 05=Mus musculus GN=Ctnnal PE=15V=1
Q88GH4  Reepl 0.165170687 0.782067026 0248015815 0.605520625 Receptor expr protein 105=M
Qo252 Atad3 0.165263012 0781824337 0632114375 0.199204333 Isoform 2 of d protein 3 05=M
CZT8  Rab3b 0.165509694 07 0976832561 0.010179872 Ras-related protein Rab-38 O5=Mus musculus GN=Rab3b PE=1 5V=1
QOIWKS  Gesh 0.165075402 0.77995627 0215373226 0666808287 Gl Hprotein, lus GN=Gesh PE=15V=2
Q8Kai3 Arhgef6 0.165075812 0779955199 0.798902026 0.097506477 Rho guanine nucleotide exchange factor 6 0S=Mus musculus GN=Arhgef6 PE=1 SV=1
Qsssia-4  Abr 0.166733266 0777977783 071422608 0.146164295 Isoform 4 of protein O5=M
Q8B8R92  Paim2 0.166956529 0.777396594 0281713188 0.550192822 Paralemmin-2 05=Mus musculus GN=Palm2 PE=1 SV=1
QIIMG7  Hdgfrp3 0.166983232 0777327137 0425253818 0371351779 protein 3 05=M PE=15V=2
P16675 sa K 0.167065361 0777113585 0.186604248 0.729078475 Lysosomal protective protein 05=Mus musculus GN=Ctsa PE=15V=1
Q9ERL7  Gfg K 0.167127005 0776953368 0464005745 0.333476642 I sv=1
QsBIuo  Sgta K 0.167460418 0776087829 0348582714 0457694153 Small h p rotein musculus GN=Sgta PE=1 5V=2
Qs Atad3 0.16747149 0776059117 0.608895075 0.215456897 ly AAA 308=Mus musculus GN=Atad3 PE=1 V=1
008547 Sec22b 0.167614711 0.775687868 0159034123 0798509681 SEC22b 05=M sv=3
P21460 G513 K 0.167650469 0775595228 0914948806 0.038603205 Cystatin-C OS=Mus musculus GN=Cst3 PE=2 SV=2
Q@IzRe  Slcdas 0.168852018 0772493743 0960258051 0.017612043 Electroneutral sodium bicarbonate exchanger 105=Mus musculus GN=Slc4a8 PE=2 SV=1
Q84617 Anp3zc 0.169058234 0771963672 0918919958 0036722316 h nuclear 32 family member C OS=Mi PE=25V=3
Qgaixa  Eif3m 0. 0.170068181 0.769376934 0857076055 0.066980638 3 subunit M OS=M; PE=25V=1
Q9azpe  Eif3i K 0.170489163 076830322 0826199022 0.082915323 Eukaryotic translation iniiation factor 3 subunit | 05=Mus musculus GN=Eif3i PE=15V=1
Q810A7  Ddxa2 K 0.17090276 0767250923 0771212473 0.112825955 =M PE=15V=3
PS9017  Bel2i13 017107733 0.766807537 0.366454466 0.435079981 Bcl-2-like protein 13 0S=Mus musculus GN=Bcl2/13 PE=1 5V=2
Snap23 0.171919489 0.764674888 0120563545 091878399 protein 23 05=M: PE=15V=1
Q7TPME  Fsdl K 0.172019953 0764421176 0977037206 0.010088898 Fibronectin type Ill and SPRY domain-containing protein 105=Mus musculus GN=Fsd1 PE=2 SV=1
Q9cace  sartb -0.090736835 0.172598287 0.762963519 0092509737 1033390247 GTP-binding protein SAR1b OS=Mus musculus GN=Sar1b PE=1 SV=1
0 st 0.072541908 0.173150634 0761575915 023693271 0625374978 15T1 homolog 05=Mus musculus GN=Ist1 PE=2 5
Q8R105  Vps3ze 0.341196296 0173622329 0760394422 0497291394 0.303389057 Vacuolar d protein 37C 0S=Mi
QsBLv2  Tarsi2 -0.16351635 0173741481 648 073575766 0.133265208 ligase 2, lus GN
QOIKYS  Hiplr -0.163382342 0173022823 0.759643425 0552934188 0.257326557 Huntingtin-interacting protein 1-related protein OS=Mus musculus G
QoD1ls  Mcee 0.130440318 0174002417 0750444719 0.568447625 0.245309544 3 lus GN=M
083986 Geat 0.111054284 0174742337 075760186 0.784904071 0105183418 v Al =M PE=15V=2
Q8BHIS  Echs1 0.108410746 0174788227 0757487822 0125004024 0.902763438 Enoyl-CoA hydratase, mitochondrial O5=Mus musculus GN=Echs1 PE=1 V=1
Qgocs  Npl 0.400832833 0175318205 0.756172984 0486912356 0312549205 v lus GN=Npl PE=1 5V=1
Q9avco  Add1 0079205495 0.175382495 0.756013756 090332614 0.044155422 Alpha-adducin OS=Mus musculus GN=Add1 PE=15V=2
QSNVES  Wdra4. 0.154136717 0175013617 0754700581 0.616620882 0.209981772 WD repeat-containing protein 44 05=Mus musculus GN=Wdra PE=1 5V=1
088545 Copsé 0.0648512 0176011921 0754457917 0.590402957 0.228851476 C 2y
31230 Aimpl -0.255058821 0.176134165 0.754156394 0075047799 1124662043 o N=Aimp1 PE=15V=2
088704 Henl 0.176264769 0.75383 0103839729 0.983636453 d cyclic nuck
Q9Z060  Nedn 0.176287362 0753778821 081305463 0.089880273 Neurochondrin OS=Mus musculus GN=Ncdn PE=1 5V
QOIKD3  Scamps 0176783321 0752558711 085821353 0.066404643 Secretory carrier-associated membrane protein 5 05=Mus musculus GN=ScampS PE=2 V=1
Q99136 Thumpdi 0.176889039 0752209078 0220475803 0639263102 108=Mus muscul
Qo204 Pyer2 0177359571 0751145371 0615855276 0.210521333 Pyrrol v 205
Pagas3  Ppmla 0177559333 0.750656496 0515200317 0.288023878 Protein phosphatase 1A 0S=Mus musculus GN=Ppm1a P
19 Rars 0177658114 0.750414953 0781847289 0.106878065 ligase, lus GN=Rars PE=2 SV=2
Q7TPME2  Fsdl 0.178418641 0748559772 0964737838 0.015590688 Isoform 2 type il and SPRY df protein 105=M
Q3UHBL  Ntsdc3 0179353793 0.746289435 020872517 0524728183 5" protein 3 05=M
Q88GR6  Arl1s 0.179391354 0746198492 0.684969519 0.164328754 -like protein 15 0S=M PE=2SV:
P28474 dhs 0.179982793 0.744769013 0151011274 0820990629 I M PE=15V=3
PS6375  Acyp2 0.180659331 0743139602 0620301862 0.207396915 Acylphosphatase-2 05=Mus musculus GN=Acyp2 PE=2 5V=2
PS4923  Adprh 0.180857173 0.742664262 045710336 0.339985587 [Protein v I
QOIKR6  Hyoul 0.180933737 0.742 0995139559 0.002116009 Hypoxia up-regulated protein 105=Mus muscult
P61028  Rab8b 0.18053818 0742432289 0521136062 0.283048873 Ras-related protein Rab-88 O5=Mus musculus Gf 1
PEO766  Cdcd2 0.181362044 0741453598 0843567869 0.073879971 C protein 42 lus GN=Cdca2 PE=15)
Qocaa3  sdhb 0.181487426 0741153459 0.552060256 0.258013517 Succinate dehydrogenase [ubiguinone] iron-sulfur subunit, mitochondrial OS=Mus musculus GN=Sdhb PE=1 SV=1
PO4117  Fabpd 0.181990749 0.739950688 0227662648 0642708218 Fatty acid dipocyte 05=M 4 PE=15V=3
Q8GSS7  Hist2h2aal 0.18205617 0.739794599 0540413471 0.267273833 e 2-A 05=M: PE=15V=3
DOMS Dyl 0.182167496 0739529111 0093858814 1027524939 Dynein light chain 2, cytoplasmic OS=Mus musculus GN=Dynll2 PE=1 SV=1
Wvi2  Psmdi3 0.182176821 0739506881 0230054056 0.638170105 265 proteasome non-ATPase regulatory subunit 13 0S=Mus musculus GN=Psmd13 PE=1 SV=1
P1772  Ppia 018281146 0.737996584 0460188217 0337064505 Peptidyl-proly! 05=M; PE=15)
P28738  Kifsc 0.182831129 0.737949858 0407752286 0.389603595 Kinesin heavy chain isoform SC 0S=Mus musculus GN=KifSc PE=1 5V=3
Q9DOM1  Prpsapl 0.182934853 0737703585 028279682 0548525478 protein 1 05=M, p1PE=1 V=1
Q9CWM4  Pfdn1 0.183069738 073738344 061938575 0.20803879 Prefoldin subunit 1 05=Mus musculus GN=Pfdn1 PE=2 5V=1
070439 stx7 0.183340495 07367416 0119330758 0.923247599 Syntaxin-7 05=Mus musculus GN=5tx7 PE=15
035405 Pld3 0.184165395 0734791971 0.886078653 0.052527726 Phospholipase D3 05=Mus musculus G
070378 Eme8 0.184251378 0.734589254 098379516 0.007095319 PE=15V=1
6PB44  Ptpn23 0.184564649 0733851479 0089797858 1046734025 Ty pe 23 05=] lus GN=Ptpn23 PE=1 SV=
Q9CPX8  Ugerll 0.184616765 0733728863 020127248 0,696215602 Cytochrome b-c1 complex subunit 10 05=Mus musculus GN=Uger11 PE=2 SV=1
Q9IMF3 813 0.185116258 0732555437 0441356604 0.355210371 Guanine nucleoti 05=Mus musculus GN=Gng13 PE=3 SV=1

G
P62830  Rpl23 0114998716 0185702246 0731182845 0,000653296 0994473087 0002406572 I protein 123 05=M PE=15V=1
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Accession _Gene Lo i ide _Students T Test in Bumetanide _-Log10T Test in Bumetanide _Log? fold change in Vehicle _Students T Test in Vehicle _-Log10T Test in Vehicle _Description
P25 Ecil 0323142359 0.186815855 0.728586269 -0.037864213 0.59868548 0.222801274 Enoyl-C 1 lus GN=Eci1 PE=15V=2
QBKIED  SbS -0.410716111 0.187202575 0727688182 0.560847332 0251155342 Syn-5 OSeMus sl G5 PEeLS
Q6PEIS  Abhd10 0.262033111 0.187316451 0727424078 0577077116 0.238766147 3 lus GN=ABhA10 PE=2 SV=1
Q3UUGE  Theld2d 0.119046959 0.188351417 0725031109 0502330804 0.299002408 TBC1 v 24.05=M: PE=25SV:
P1060S  Ctsb 0221321888 0.18836436 0725001265 0115843398 0.936128713 Cathepsin B 05=Mus musculus GN=Ctsb PE=15V=2
P15 P2 0151525771 0.189444728 0722517475 0348493776 0.457804974 Isoform 8 of Focal adhesion kinase 1 05=Mus musculus GN=Ptk2
QOWUA3  Pfkp 0.04050865 0.189612827 0722132287 0137650282 0.861194501 pe C OS=M: PE=15V=1
P99024  Tubbs -0.09510317 0.189995488 0721256712 0099871352 1000559071 Tubulin beta-S chain 05=Mus musculus GN=Tubbs PE=15V=1
P61204  Rabbb -0.076536003 0.190012054 072121679 084876514 0.071212466 Ras-related protein Rab-68 05=Mus musculus GN:
PSO39%6  Gdil 0.061957268 0190172525 0720852227 0279143342 055417272
Q8R088  Golph3! 0.29612729 0.190348315 0720450963 0280876034 0551483924 Golgi ik lus GN
Q3UUB-2  Themd 0.106001527 0.190482758 072014433 0693720892 0.158809592 Isoform 2 of Acyl-coenzyme A thioesterase THEM OS=Mus musculus GN=Themd
QOIKSs  Habpd 0.316084424 0.191152058 0718621022 0088034051 1055349314 Intracellufar h protein 4 05=M PE=15)
QsDTY9  Ketd16 0147910143 0191212022 0718482762 0931130011 0.030985478 BTB/POZ d protein KC lus GN=Kctd16 PE=1 5V=2
osa781  Srpk2 077729138 0.191488493 0717857319 0888423338 0.051380042 SRSF protein kinase 2 0S=Mus musculus GN=Srpk2 PE=15V=2
Qocxsa2  Cenpy 103248446 0.191935332 0716845072 0093864516 1027498554  Isoform 2 of Centromere protein V O5=Mus musculus GN=Cenpv
P62843  Rpsls 0125893938 0.192161794 0716332955 053785311 0.269336316 | protein $15 05=Mus musculus GN=Rps15 PE=2 SV:
Q63811 Ppp3r2 0.182791436 0.19241097 0715770172 0416713326 0.380162611 Calcineurin subunit B type 2 05=Mus musculus GN=Ppp3r2 PE=2 5V=3
Qs1234  Sntal 0107716178 0.193870919 0712487331 0328700002 0.483188402 Alpha-1-syntrophin 05=Mus musculus GN=Snta1 PE=15V=1
42337 Pikdca K 0.193991252 0712217854 0644987793 0.190448505 Iph, PE=15V=2
Q8ROY6  Aldh1l1 K 0.194080741 0712017559 0243836296 0612901647 Cytosolic PE=15V=1
Qos920 0.194230185 0.711683367 0.108040518 0.966413341 Py yiase,
Q60967 Papssl 0. 0194371418 0711367597 0771494109 0.112667386 Bifunctional 3" pss1 PE=15V=1
Qopcis  Ergicl 0. 0.195782194 0.70822 0957660777 0.0187883 Endoplasmic reticul lus GN=Ergic1 PE=15V=1
Q8vHQ9  Acotll 0.196312306 0707052476 0615458006 0.210801574 1105=1
500 Ubedb 0.196808943 0.705955172 0422126808 0374557067 Uiauitin conjugaton factor £4 8.0
Q8BHZ0  Famaga 0.196965592 0.705609635 0751418812 0.124117936 Protein FAMA9A 05=Mus musculus GN=Famd9a PE=2 SV=1
Q92aN4  Slc12a6 0. 0.197208611 0705074125 0759007217 0.119754095 Solute carrier family 12 member 6 0S=Mus musculus GN=Slc12a6 PE=15V=2
Q08331 Calb2 K 0.197267497 0.704944465 0165722503 0.780618515 Calretinin 05=Mus musculus GN=Calb2 PE=1 5
P27661  Haafx -0 0.19782557 0703717574 036026968 0.443372286 Histone H2AX 0S=Mus musculus GN=H2afx PE=15V=2
035737 Homphl 0.197865578 0703629752 0325732535 0.487138861 H 05=Mus musculus GN=Hnrnph1 PE=1 5V=3
QSIRUS-3  Citb 0.198545661 07021396 0379014055 0.421344685 Isoform 3 of Clathrin light chain B OS=Mus musculus GN=Cith
00 Ped 0.199614406 0699808118 0610690321 0.21417896: g PE=15V=3
QOROYS  Gabrgl 0.199969499 0699036242 0647973512 0.188442747 b d recept 05=Mus musculus GN= sV
P11404  Fabp3 0.200101876 0.69874884 0206440015 0.685206117 Fatty acid-binding protein, heart OS=Mus musculus GN=Fabp3 PE=15
PBA244  H3f3a 0.200283196 0.698355488 04845544 0.314657458 Histone H3.3 05=Mus musculus GN=H3f3a PE=1 5V=2
Q8BGW13 Fo 0.200514246 0697854766 0.882603559 0.054234325 Isoform 3 of Alpha-ketoglutarate-dependent dioxygenase FTO 05=Mus musculus GN=Fto
Qscon  Agos 0.200607863 0697652049 0373813022 0.427344529. Alkyldihydroxyacetonephosphate synthase, peroxisomal 05=Mus musculus GN=Agps PE=1 SV=1
Pa7199  Cryz 0.2014169 0,695004093 0.800306252 0.09674379 Quinone oxidoreductase OS=Mus musculus GN=Cryz PE=1 SV=1
9 Rpl1g 0.201659534 069538124 0263669964 0578939341 | protein 119 5=V PE=15)
Qoz1R2  Bags 0.201688159 0695319599 0282718714 0.548645443 Large proline-rich protein BAG 05=Mus musculus GN=8ag6 PE=1 SV:
Q8vBv7  Copss 0.201789642 069510113 0821574228 0.085353193 C =M 0ps8 P
Qonus  shabgrl 0.201811456 0695054183 0310420626 0508036839 SH3 d: id-rich-like protein O5=M PE=3 SV=1
Qowel  sfxn3 0.201885959 0.694893886 0441672833 0.354899313 Sideroflexin-3 05=Mus musculus GN=Sfxn3 PE=1 5V=1
Qo1¥s8  Camki 0.201996715 0,694655693 077160069 0.112607393 Calcium/calmodulin-dependent pm(em kinase type 1 0S=Mus musculus GN= Camkl PE=15V=1
6 Rhog 0.202125186 0604379568 034983384 0.456138182 Rho-related SV
Q9DOR2  Tars 0.202489306 0693597907 0671119182 0.173200348 Th ligase, tylop\asrmt 0s=M, PE=15)
Q8KaGS3  Ablim1 0.203751436 0690899322 0152440739 0.816898955 Isoform 3 of Actin-bind protein 105=M
Q031413 Mark3 0.203768519 0690862911 0810238958 0.091386879 Isoform 3 y-regulating kinase 3 05=M:
Q8VE33  Gdaplll 0.204510262 0689284895 0394168402 0.404318193 duced protein 1-like 1 05=M: P11 PE=2 V=1
ascaw1 0.204638451 068901276 0809919834 0.091557966 Uncharacterized protein Clorf198 homolog O5=Mus musculus PE=2 SV=1
Q64737 Gart 0204932723 0.688388689 0.168425853 0773501244 biosynthetic d -3 05=Mus muscul sv=3
083023 Tppl 0.20531929 0.687570246 0660327223 0.180240798 Tripeptidyk-peptidase 1 05=Mus musculus GN=Tpp1 PE=15V=2
Q51187  Tsglol 0.206570484 0684931732 0607341473 0.216567062 Tumor suscep 101 protein OS=M; PE=15V=2
Q9DC1  Mists, 0.206624957 0684817223 029165702 0.535127566 Target of rapamycin complex subunit LST8 05=Mus musculus GN=MIst PE=1 SV=1
Q91v76 0.207033508 0683959358 0.662590745 0.178754634 Ester hydrolase C110rf54 homolog 05=Mus musculus PE=2 SV=1
Qsposo i 0.207106224 0.683806849 0.193625056 0.713038443 Sorcin 05=Mus musculus GN=5ri PE=15V=1
070325 Gpxd 0.207604566 06827631 0889253493 0.05097442 Phospholipid 3
Q620482 Peals 0.207951894 0682037121 0658301184 0.181575364 Isoform 2 of Astrocytic PEA-15 05=M
Qoucs  Ripl 0.200878473 0678032105 0.666969863 0.175893789 RILP-lke protein 1 05=Mus musculus GN=Rilpl1 PE=2 5
P68368  Tubada 0.210207209 0677166492 07090484 0.149324119 Tubulin alpha-4A chain 0S=Mus musculus GN=Tubada PE=1 SV=1
QoWvss  vapa 0210476716 0676795941 0.549079881 0.260364469 d membrane pr protein A O PE=15V=2
Q99P72  Rtnd 0.210915686 067589112 0801997342 0.005827071 Reticulon-4 0S=Mus musculus GN=Rtnd PE=15V=2
Q61137 Astnl 0.210981236 0675756168 0504602418 0.297050673 Astrotactin-1 05=Mus musculus GN=Astn1 PE=2 V=4
DIVXK2  Safb 0211191566 0675323429 0864904373 0.063031907 Scaffold 0s=M: PE=15V:
Qozos1  Bpnt1 0.211283949 0675133494 0350851861 QASHBT216 3(2)5bisphosphate nuleotdase 1 05=Mus musculus =Byt PE<1 V-2
Q3THGY  Aarsdl 0.212023495 0673616011 0611778203 0.213406001 tein Aarsd1 0S=Mus musculus GN=Aarsd1 PE=1 5V=2
asssl7 A2 0.212185106 0673285103 042134688 0375360218 ADP—Hhosy\auan factor 2 05=Mus musculus GN=Arf2 PE=15V=2
Q9QUPs  Hapini 0212757995 0672114111 0643134248 0.191698363 Hyaluronan and proteoglycan link protein 1 0S=Mus musculus GN=Hapin1 PE=2 5V=1
P35505  Fah 021326574 0671078906 0185230135 0.732267257 Fumarylacetoacetase O5=Mus musculus GN=Fah PE=1 SV=
Q2M3X8-3  Phactr 0.213318049 0670972396 0759858533 0.119267255 Isoform 3 of Phosphatase and actin regulator 1 05=Mus musculus GN=Phactr1
Q2PFD7-4  Psd3 021394239 0669703156 0325587637 0.487332094 Isoform 4 of PH and SEC7 domain-containing protein 3 05=Mus musculus GN=Psd3
QoavFe  Ndrg3 0214221173 0.669137606 024235232 0615552818 Protein NDRG3 OS=Mus musculus GN=Ndrg3 PE=1 SV=
18242 Ctsd 0.214403351 0.66876843 0200404416 0,679014163 Cathepsin D OS=Mus musculus GN=Ctsd PE=1 5V=1
Qszais  Efr3b 0.215230108 0.667096977 0.861821081 0.064582887 Protein EFR3 homolog B O5=Mus musculus GN=Efr3b PE=2 5V=2
Q9Cass  Ugerg 0215418773 0666716451 0065542836 1183474769 Cytochrome b-cl complex subunit 8 05=Mus musculus GN=Udcrg PE=15V=3
Q8VDT9  Mrpls0 0.215537502 0.666477154 0466291931 03313421 I protein L50, =M o sv=2
QSZWRG  Synel 0.215078154 0.665590174 0405343732 0.392176538 Nesprin-105=Mus musculus GN=Syne1 PE=15V=2
Q9CRAS  Golph3 0216681823 0664177519 0992950852 0.003072247 Golgi phosphoprotein 3 05=Mus musculus GN=Golph3 PE=15V=1
Qocass  Ndufe2 0.217406324 0662727827 0118930238 0.924707711 NADH dehydrogenase [ubiquinone] 1 subunit C2 05=Mus musculus GN=Ndufc2 PE=15V=1
PO2I04  Hbb-y 0.217443554 0662653463 0995782886 0.001835342 Hemoglobin subunit epsilon-Y2 05=Mus musculus GN=Hbb-y PE=1 SV=2
QOWVA2  Timmgal 0217548113 0662444679 0.525406066 0.279504918 inner membrane Timg A 05=M sv=1
Q91v61-2  Sfxn3 0.218166627 0661211682 0422875416 0.373787562 Isoform 2 of Sideroflexin-3 05=Mus musculus GN=5fxn3
070311 Nmt2 0.218962827 0650629609 0754701808 0.122224609 0s=M; PE=25V=1
P63005-2  Pafahlbl 0219126525 0659305049 0.564274034 0.248509934 Isoform 2 of factor =Mus musculus
Q9D6F9  Tubbda 0219537157 0658491963 0051710135 1286424327 Tubulin beta-4A chain OS=Mus musculus GN=Tubbda PE=1 5V=3
BIRSH2  Gnail 0.219692947 0658183885 0.770300606 0.113339761 Guanine nucleotide-binding protein 0s=Mi PE=2 SV=1
Q8KoTa  Katnall 0.220686949 0656223349 0.642268582 0.192283322 Katanin p60 like 105=Mus musculus GN=Katnall PE=1 SV=1
QOROP3  Esd 0221493977 0654638079 0727418351 0.138215747 S-formylglutathione hydrolase OS=Mus musculus GN=Esd PE=15V=1
PS2503  Ndufs6 0221731289 0654173019 074824573 0.125955753 9 iron-sulfur protein 6, 05=Mus musculus GN=Nd =15v=2
055222 Ik 0221788429 0654061115 0344643394 0.462630041 finked protein lus GN=llk PE=15)
P20060  Hexb 0221941273 0653761927 0637541581 0.195491485 beta 05=Mus musculus GN=Hexb PE=2 5V=2
Q9D892  itpa 0.221983099 0565 0739260871 0.131196993 iphospt 2
QORI Mmp17 0222481808 0652705416 0278114645 0.555776142 Matrix metalloproteinase-17 O
QX8 Rps19 0.222580316 0652513246 0725840456 0.139158829 I protein 519 05=Mus muscul
QORIPO  Psmad 0.222599862 0652475108 0856758492 0.067141582 type-4 05=Mus
23208 Prkch 0222777314 0652129037 0608313814 0.215872321 Protein kinase C eta type OS=Mus musculus GN=
Q8BK63  Csnklal 0.222961927 0651769291 0933480002 0.029894982 Casein kinase | isoform alpha 05=Mus musculus GN=Csnk1al PE=1 SV=2
PB4078  Arfl 02231693 0651365549 0.500320305 0.300751871 ADP-ribosylation factor 1 05=Mus musculus GN=Arf1 PE=15V=2
Q88632 Psmd11 0.223488659 065074451 0951821055 0.021444692 265 proteasome non-ATPase regulatory subunit 11 0S=Mus musculus GN=Psmd11 PE=15V=3
Qs0823 Ak 0.223647397 0650436153 0178118276 0749291518 RAC lus GN=AKt2 PE=15V=1
Q88FZ3  Actbl2 022367447 0650383583 0.587800672 0230763272 ik 2 08=Mus musculus GN=
07A8  Armel 0224467119 0.648847268 0390790875 0.408045584 protein 105=M PE=15)
P10852  Slc3a2 0225443731 0.646961838 0899310736 0,046090222 4F2 cell-surface antigen heavy chain O5=M: PE=15V:
Q3uvco  Ppmih 0.225505843 0646842201 0.755380887 0.121834008 Protein phosphatase 1H OS=Mus musculus GN=Ppm1h PE=1 V=1
035226 Psmda 0.22560021 0646660501 0970197332 0013139924 ase regulatory 4.08=Mus musculus GN: sv=1
o384l Apis 0.225632754 0646597855 0839144034 0.076163489 Apoptosis inhibitor § 0S=Mus musculus GN=ApIS PE=15
QopBEs  Alg2 0.226075181 0645747113 0341804598 0.4662221 Alpha-1,3/1, ALG2 05=Mus musculus GN=Al
QocYH2  Fam213a 0.226161989 0645580385 0.698808265 0.155641967 Redox-regulatory protein FAM213A 05=Mus musculus GN=Fam213a PE=1 SV=.
Qomag  Fii 0.226199349 0.6455 0521059565 0.283112627 Protein flightless-1 homolog OS=Mus musculus GN=Flii PE=1 SV=1
035295 0.226393692 0645135679 0320899496 0.493630965 tivator protein Pur-b lus GN=Purb PE=15V=3
Q60749 Khdrbs1 0.226450775 0,645026188 0.866304442 0.062329459 KH d , RNA-binding, protein 105=M PE=15V=2
strna 0226552293 0644831538 0223775503 0.650187459 Striatin-4 05=Mus musculus GN=5trnd PE=15V=2
PS1174  Acadl 0.226657796 0644629339 0257608289 0.589040166 Long-chain specific acyl- =M PE=15V=2
8848 Trove2 0.226833879 064429208 0536049336 0.270795238 60k =M PE=15V=1
Q62243 Nptxd 0226920528 0644126215 0982667452 0.007593428 Neuronal pentraxin-1 05=Mus musculus GN= Nplx] PE=2SV=1
MO Ubgin2 0.226994555 0,64398456 0914734022 0.038705168 Ubiquilin-2 05=Mus musculus GN=Ubgin2 P
Q88UV3  Gphn 0227033296 0643910446 0357427432 0.44681212 Gephyrin OS=Mus musculus GN=Gphn PE=15)
Q01320 Top2a 0.227060602 0.643858214 0.190066464 0.721094505 DNA topoisomerase 2-alpha 0S=Mus musculus GN= Tonza PE=15V=2
P62918 ol 0227797403 0642451231 0.180460727 0743617298 | rotsi 18 OSet PE:
QoKL Baw2 0227927757 0642202784 0451066493 0.345759433 and protein 2 05=M PE=15V=1
Q9DC71 Mrpsts 0.229010291 0640145001 0114871905 0939786179 I protein 15, 05=Mus musculus GN=Mrps15 PE=2 V=2
QK7 smut 0220173379 0639835833 0575280709 0.240120189 SMU1 05=M PE=25V=2
PSOI71  Hsd17b8 0229971257 0638326441 062049192 0.20100984 Estradiol 17-beta-dehydrogenase 8 05=Mus musculus GN=Hsd1 768 PE=1 5
P977923  Cradr 0.230303055 06377003 0614390272 0.211555669 Isoform 3 of Coxsackievirus and adenovirus receptor homolog 0S=Mus musculus GN=Cxadr
Q8RIV4  Tmedd 0. 0.230882257 0636609441 0.164662421 0783405503 408=M lus GN=Tr sv=1
Qscsaa Grsfl 0.231001155 0.636385848 0677812632 0.168890342 105=M PE=15V=2
Q3usa7  cmpk2 0231256192 063500663 0386144914 0.413249681 UMP-CMP kinase 2, mitochondrial OS=Mus musculus GN=Cmpk2 PE=2 5V=2
Passol 2 -0 023161795 0635227787 0509721376 0.292667154 Cofilin-2 05=Mus musculus GN=Cfl2 PE=1 5V=1
P09528  Fthl 0. 0231910513 0.634679564 024330643 0.613846414 Feritin heavy chain OS=Mus musculus GN=Fth1 PE=1 5V=2
Q8vD375  Sgipl 0232762102 063308773 076978489 O-LL3630618 loform  of SH3-contaning GRE.ke protein 3.nteracting protein 1 0S=Mis muscalus G
Qo1065  Pdelb 0.232938068 063275953 0723379414 0.140633855 C: 3 18 05=Mus musculus GN=Pde1b PE=15V=2
PE2311  Lsm3 0. 0.233601627 0631524136 0550739165 0.250054039 d Sm-like protein L =M lus GN=Lsm3 PE=3 SV=2
Q8C7R4  Ubab 0. 0233679323 0631379715 0221693026 0,654247968 Ubiquitin-like mod = lus GN=Ub:
P82 Aplgl K 0234144513 0630516015 0457290617 0339807709 AP-1 05=Mus musculus GN=Ap1g1 PE=1 5V=3
Q62048 Peals K 0.234283899 0630257556 0.565428302 0.247622457 - lus GN=Pea1s PE=15\
055106 St 0.234910655 0629097285 0268974891 0.570288261 Striatin 05=Mus musculus GN=Strn PE=1 SV=2
QsssM3-3  Arhgapas X 0.234928708 062906391 0802930586 0.095321998 Isoform 3 of Rh protein 44 05=M:
Q61820 Rasi2-9 K 0.234940379 0629042335 027948749 0.553637627 GTP-binding protein Ran, 05=Mus musculus GN=Rasl2-9 PE=2 SV=1
054983 Crym K 0.234960806 0629004576 0228680889 0640753036 mu-crystallin O5=Mus musculus GN=Crym PE=1 SV=1
Q9av7s  Vapb 0.235646275 0627739422 0300022718 0.521545024 Vesicle-associated membrane protein-associated protein B OS=Mus musculus GN=Vapb PE=2 V=3
Q9CRD03  Ociadl 0.236165552 0626783449 0191509245 0.717606207 Isoform 3 of OCIA Mus musculus GN=Ociad1
Q9azas  Haafy 0.236385173 0626379768 0345749774 0.461238095 Core histone macro-H2A.1 S=Mus musculus GN=H2afy PE=15V=3
QoIWK2  Eifsh K 0.236387642 0626375231 0687369327 0.162809851 Eukaryotic translation initiation factor 3 subunit H 05=Mus musculus G
Q7TNRG  Igsf21 -0.130498817 0.237158704 0624960931 0463771827 0.333695637 P o
63213 Gng2 -0.055456422 0.237471265 0624388933 014811771 0.841282647 Guanine nucleotide-binding protein 05=Mus musculus GN=Gng2 PE=2 5V=2
P97390  Vpsds 0.169672858 0.237600629 0624152414 0540700423 0.26704329 Vacuolar 4 =M lus GN=Vps4s PE=1 5V=1

Q9ERG2  Strn3. 0119286389 0238612488 0.622306831 -0.183234018 0268780258 0.570602633 Striatin-3 0S=Mus musculus GN=Strn3 PE=1 V=1
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Q8R127  Scepdh 0.107168926 0.239031343 0621545148 -0.022733098 0824632264 0.083739677 PE=2 5V=
P04925  Prp -0.125676804 0.239042653 06215246 0415751216 0.381166472 Major prion protein 0S=Mus musculus GN=Prnp PE=1 5V=2
P430063  Slcla2 0295421318 0.239284492 0621085448 083513258 0.078244574 porter 2 05=Mus musculus GN=Slc1
QoHw2 N2 -0.116094073 0.239295393 0621065662 0.600053949 0.221809702 Omega-amidase NIT2 0S=Mus musculus GN=Nit2 PE=15
Qoz218  Suclg? 0171708443 0.239461612 0620764098 0353005735 0.45221824 Succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial 05=Mus musculus GN=Suclg2 PE=15V=3
Q9D6NS  Drapl 0177501207 0.240415421 0619037678 0491945117 0.308083346 d corepressor 05=M p1PE=2S)
QSIRU2  Tpmd 0.104661468 0.240540854 0618811151 0913327959 0.039373247 Tropomyosin alpha-4 chain OS=Mus musculus GN=Tpm PE=2 5V=3
P70206  Plnal -0.088763093 0.240636251 0618638946 0934983055 0.029195842 Plexin-A1 0S=Mus musculus GN=Phnal PE=1 SV=1
WVPL  Apim2 0.240845639 0618261213 027999803 0552845024 AP-1 05=Mus musculus GN=Ap1
QOIHU4  Dyncihi 0241811777 0616522552 0806913084 0093173242 1 heavy chain 105=M
QOWUR2  Eci2 0.242229995 061577208 0.566008283 0247177214 Enoyl-C 2, 05=Mus muscul
Q8RS70  Snapd7 0.242561971 0615177286 0825383033 0.083343989 protein 47 05=M
Pag7se brl 0.242596411 0615115629 01436055 0.842556831 Carbonyl reductase [NADPH] 1 05=Mus musculus GN=Cbr1 PE=15V=3
Q8RB Hnrmpl 0.242745819 0614848241 0112801017 0.947686986 L os=M PE=15)
088507 Ctfr 0243511571 0613480397 0153250234 0814573348 Ciiary o p lus GN=Cntr PE=15V=2
P62281  Rpsil 0.244743587 0611288679 0565763238 0.247365276 I protein 511 05=Mus musculus GN=Rps11 PE=1 5V=3
Pasas2  Acadm 0244875162 0611055263 0747303548 0.126450656 Med Y musculus GN=Acadm PE=1 5V=1
Q7Bwe  Ubfdl 0.245191408 0610494752 0292924897 0.533243714 Ubiquitin UBFD1 05=M: PE=15V=2
Q9157 Mrpla7 0.245338606 0610234107 0962525102 0016587936 I protein 137, os=M. PE=25V=1
Qoapa  Tkil2 0.245696223 0.60960152 0063299564 119859928 protein 2 05=M PE=2SV=1
Q540102 Crk 0.245778409 0,609456271 0614433385 0.211525195 Isoform Crk- of Adapter molecule crk 05=Mus musculus G!
Q80vco  Camsap3 0.245787251 0.600440648 0059213309 1227580665 Cal protein 3 05=M:
Q84521 Gpd2 0.246234252 0.608651535 0923518941 0.034554193 Glycerol 05=Mus muscul
Q9ERSS  Dap3 0.24626303 0,608600781 0567981886 0.245665514 I protein 529, lus GN=Dap3 PE=2 SV=1
AM32 Culab 0.246715692 0607803227 0749494215 0.125231715 Cullin-4B 05=Mus musculus GN=Culdb PE=1 V=
055029 Copb2 0.246755576 0607733025 088018595 0.055425568 Coatomer subunit beta’ O5=Mus musculus GN=Copb2 PE=2 SV=2
QgDsvs  Culs 0.247013606 0607279124 0901081804 0.04523578 Cullin-5 0S=Mus musculus GN=Cul5 PE=15V=3
QsBvas  Ppmel 0.247388451 0606620578 0349194685 0.456932375 Protein 10s=M pmel PE=15V=5
PSI8S5  Gss 0.248343347 0604947471 0472691987 0.32542176 Glutathione synthetase OS=Mus musculus GN=Gss PE:
P61924  Copzl 0.248465849 0604733295 0800761305 0.006496921 Coatomer subunit zeta-1 0S=Mus musculus GN=Copz1 P
Q9EQIE Mrplas 0.248744482 0,604246545 0825306991 0.083384476 I protein L46, =M pl46 PE=1 5V=1
ROD  Stx12 0.248914574 0.603949674 0050116966 130001523 Syntaxin-12 0S=Mus musculus GN=Stx12 PE=1 V=1
PS8771  Tpmi 0.249070323 0.603678016 0782977895 0.106250499 Tropomyosin alpha-1 chain OS=Mus musculus GN=Tpm1 PE=1 SV=1
QOERBD  Snap2g 0.24950135 06020271 0673505877 0.17165861 protein 29 05=M P
Q8R307  Vps1s 0.24956794 0602811206 0999348373 0.00028309 Vacuolar d protein 18 homolog OS=Mi ps18 PE=1 5V=2
Q88L97-3  Srsf7 0.249887009 0602256322 0.578802833 0.237469352 Isoform 3
Q8RaNO  Clybl 0.249912652 0602211756 0342227448 0.465685161 Citrate Iy protein, =M ybl PE=15V=:
035658 Clabp 0.25013082 0601832793 019744023 0.7045643; 1 binding proter 05=Mus musculus GN=Clabp PE=15V=1
Q88RO 0250147214 0,601 0189763126 0.721788175 UPFOB00 protein CSorf51 homolog 05=Mus musculus PE=2 SV=1
Q92U Hist3hzba 0.250455992 0601268573 0221548692 0654530809 PE=15)
POB7S2  Gnai2 0251359125 0599705343 0.553466398 0.256908741 Guanine nucleotide-binding protein =M PE=15V=5
Q71M36-4 Cspgs 0.251472004 0599510357 0511656951 0.291021121 Isoform 4 of Chondroitin sulfate proteoglycan 5 05=Mus musculus GN=CspgS
7 Gstms 0.251705926 0.599106559 0730433345 0.136419: us musculus GN=Gstms PE=15)
Q99IR1  Abhd12 0.251886838 0508794525 0527015022 0.278177005 lipase ABHD12 0S=M PE=15V=2
QOIWM1  Strbp 0.252384577 0597937189 0405002364 0.392542442 Spermatid perinuclear RNA-binding protein O bp PE=15V=1
P97783 M1l 0.252495251 0597746786 0.550636055 0.250135355 Protein AF1q O5=Mus musculus GN=Milt11 PE=2 5
PS8682 T 0.252516719 0597709863 0626981245 0.20274545 Tol-like receptor 8 05=Mus musculus GN=Tirg P!
QOWUM3  Corolb 0.253507992 0.5960083; 0086817302 1061393716 Coronin-18 05=Mus musculus GN=Corolb PE=1 V=1
0701333 Dhx9 0.2543889 0504501842 0808066906 0,092552679 Isoform 3 of ATP-dl RNA helicase A 05=M
Q3uvLa  vpsst 0.254528128 0504264217 0071171976 1147690974 Vacuolar protein sorting-associated protein 51 homolog OS=Mus musculus GN=Vps51 PE=2 SV=2
Q9EQUS  Set 0.254781203 0503832462 0302850497 0.518758804 Protein SET 0S=Mus musculus GN=Set PE=1 SV=1
Q912063  Dst 0.254845042 050372381 0471718106 0.326317454 Isoform 3 of Dystonin 0S=Mus musculus GN=Dst
QsBvis  st16 0.255207605 0593106388 0764154279 0.11681895 Syntaxin-16 05=Mus musculus GN=5tx16 PE=15V=3
Q9ai99  Mpst 0.255356359 0502853322 0488426182 0314772393 0s=M
Q8keMs  Commd1 0.25577964 0592134028 009390195 1027325389 COMM domain-containing protein 1 05=Mus musculus GN=Commd1 P
o70589  Cask 0.25665544 0.590649526 0117890564 0.928520955 Peripheral plasma membrane protein CASK OS=Mus musculus GN=Cask PE=15V=2
P62838  Ube2d2 0.256838932 0.590339144 0239860488 0620041288 Ubi £2D2 05=Mus musculus GN=Ube2d2 PE=15)
009131 Gstol 0.25784875 0.588634969 0117267673 0.930821693 0s=M, PE=25V=2
Q622612 Sptbnl 0.25850372 0587533203 0542151182 0.265879591 Isoform 2 of Spectrin beta chain, non-erythrocytic 1 05=Mus musculus G!
P70699 0.258700494 0587202741 0537616537 0269527381 L =M P
Q84522 Histzh2ab 0.258748337 0587122433 0678618244 0.168374469 pe 2-B 0S=Mus muscul
Q9D2MB-2  Ube2v2 0.258843663 0586962462 0711587388 0.147771758 Isoform 2 of Ubid variant 2 05=M
Q2PFD7-3  Psd3 0.250170302 0586414765 0166123624 0.779568603 Isoform 3 of PH and SEC7 domain-containing protein 3 05=Mus musculus GN=Psd3
Q9CPY7  Lap3 0.250207395 0.586201846 0280243013 0552463812 Cytosol lus GN=Lap3 PE=15
Q64524 Histhzbe 0.259630223 0585644753 0221503585 0,654442816 Histone H2B type 2-E 05=Mus musculus GN=Hist2h2be PE=15V=3
Qs0692 st 0.250696542 0.585533833 064231102 0.192254627 type-6 05=M PE=15V=3
0705894 Cask 0.260318367 0.584495188 0121361928 0.915917534 Isoform 4 of Peripheral plasma membrane protein CASK 0S=Mus musculus GN=Cask
Q8VDM6  Hnrmpull 0.260735818 0583799305 0.064050695 1193476153 ik 105=M PE=15V=1
42 Carkd 0.260921534 0.583490077 070622212 0.151058684 lus GN=Carkd PE=15V=1
Q9oNs  Raplb 0.260996697 0.583364989 0712722336 0.147079631 Ras-related protein Rap-1b OS=Mus musculus GN=Rap1b P
PS4g22  Adsl 0.261332968 0.582805798 030243628 0.519366113 Adenylosuccinate Iyase 05=Mus musculus GN=Ads! PE=2 5
Q642133 sf1 0.261686061 058221941 032645156 0.486181251 Isoform 3 of Splicing factor 105=Mus musculus GN=Sf1
P43006  Slcla2 0.262623151 0.580666992 0707100671 0.150518751 v 205-f
Qs6aT9  Nomol 026310725 0579867185 0902123663 0.044733925 Nodal modulator 105=Mus musculus GN=Nomo1 PE=15V=1
QsBMi2  Lars 0.263118063 0579849336 0355038797 0.448624671 ligase, cytoplasmic O5=M Lars PE=15V=2
QSDFW4  Nopss 0.263155909 0579786874 0705043309 0.151784205 Nucleolar protein 58 0S=Mus musculus GN=Nops8 PE=1 5=
29387 Gnb4 0.263917268 0578532192 0648623733 0.188007165 Guanine nucl binding protein 05=Mus musculus GN=Gnba PE=2 SV=4
Q807533 Lphn3 0.264759407 05771486 0.865404544 0.062780829 Isoform 3 of Latrophilin-3 0S=Mus musculus GN=Lphn3
Q9CYS83  Serbpl 0.265300413 0576262074 0723070127 0.14081958 Isoform 3 of Plasminogen activator inhibitor 1 RNA-binding protein 0S=Mus musculus GN=Serbp1
Q9DCs1  Gnai3 0.265457807 0576004497 0995170225 0.002102626 Guanine nucleotide-binding protein G(k) subunit alpha O=M: PE=15V=3
P63046  Sultdal 0.265736763 057554836 0862203715 0.064344779 Sulfotransferase 4A1 05=Mus musculus GN=Sultda1 PE=2 5V=1
Q811P8  Arhgap32 0.26608653 057497711 0283438081 0.54754180: I PE=15V=2
Q9EPI  Arfgapl 0.266342897 0.574558881 0674141056 0.171249223 ADP- factor protein 105=M PE=15V=2
Q61553 Fsenl 0.266421214 0574431197 0459037825 0.338151527 Fascin O5=Mus musculus GN=Fscn1 PE=15V=4
P63001  Racl 0.266647005 0574063291 0.581800003 0.235219563 Ras-related C3 substrate 1 05=M PE=15V=1
BOEKRL  Ptprzl 0.26674179 0573908939 008036575 1094928998 Receptor-type tyrosine-protein phosphatase zeta 05=Mus musculus GN=Ptprz1 P
Q8BVB3  Eifde2 0.267293492 0573011615 0731081068 0.136034463 Eukaryotic translation initation factor 4E type 2 05=Mus musculus GN=Eifd4e2 PE=1 SV=1
A2AWU4  Shroom2 0.267854843 0572100498 0512813669 0.290040407 Protein Shroom2 0S=Mus musculus GN=Shroom2 PE=15V=1
PS3811 Pitonb 0.268534277 0571000271 0922951196 0.03482126: protein beta isoform 05=M pnb PE=15V=2
Q64520 Guk1 0.269290376 0569779167 0892557253 0.049363917 Guanylate kinase OS=Mus musculus GN=Guk1 PE=15V=2
P70697  Urod 0.270125581 0.56843435 0519858734 0.284114655 lus GN=Urod PE=15V=2
Q63810 Ppp3rl 0271330393 0566501555 0529920161 0.275782182 Calcineurin subunit B type 1 05=Mus musculus GN=Ppp3r1 PE=15V=3
PS0247  Ahg 0271799042 0.565752078 0399088793 0.3989304¢ =M PE=15V=3
P63 Histlh3a 0273158428 0.563585396 0423734409 0.372906268 Histone H3.1 0S=Mus musculus GN=Hist1h3a PE=1 5
Q99NBY  Sfab1 0.273186018 0563541533 0172443555 0.763353033 Splicing factor 38 subunit 1 05=Mus musculus GN=5f3b1 PE=1 SV=1
PS04 Acadl 0.273235509 0.563462862 0827322195 0.082325325 Very lus GN=Acadvl PE=15V=3
PS9279  Rab2b 0.274346986 0.561699807 0803544251 0.004990202 Ras-related protein Rab-28 OS="
Q90710 Anxa10 0.275062684 0550149639 0694215099 0.158505945 Annexin A10 0S=Mus musculus GN=Anxa10 P
P18760 il 0.276678655 0.58024344 0470204773 0.327712967 Cofilin-1 05=Mus musculus GN=Cfl1 PE=15V=3
P61021  RabSh 0276704753 0557983381 0547162011 0.261883349 Ras-related protein Rab-58 OS=Mus musculus Gf =15v=1
Q9DB1S  Mrpl12 0.276900311 0557676556 0789184696 0.102821385 I protein L12, =M pl12 PE=15V=2
8722 sbp 0.277704075 0556417748 096950493 0.013409664 Oxysterok-binding protein 1 05=Mus musculus GN=Osbp PE=1 5V=3
P62073  Timm10 0.278047909 0.555880367 0431655348 0.364862874 inner membrane Tim10 05=M PE=15V=1
PEOG70  Nploch 0.279170687 0554130185 0830366817 0.080730014 Nuclear protein localization protein 4 homolog OS=Mus musculus GN=Nploc4 PE=15V=3
85 Dynclil 0.279447964 055369905 0679645764 0167717385 G 1 10s=Mus E=15)
Q8vD13  Hdlbp 0.280064714 0552741606 0597021165 0.224010273 Vigilin OS=Mus musculus GN=Hdlbp PE=1 5V=1
Q3UDE2  TH2 0.280569873 0.551958964 0754684782 0.122234408 protein 12 05=M PE=25V=1
Q8BHN3  Ganab 0.281486114 0550543024 0828741007 0.081581171 idase AB OS=M PE=15V=
0352264 Psmda 0.281617954 0550339661 0787185579 0.103922871 Isoform Rpn10D of 265 proteasome non-ATPase regulatory subunit 4 OS="
P61358  Rpl27 0. 0281725772 0550173423 0799311028 0.097284195 | protein L27 05=M: p127 PE=1
P62835  Rapla 0.282402831 0.549130954 0602789137 0.219834582 Ras-related protein Rap-1A O5=Mus musculus GN=Rap1a PE=2 SV=1
16 Mrps2g 0.282861187 0.548426641 0191105031 0718727879 | protein 28, 05=Mus musculus GN=Mrps28 PE=1 V=1
Q9QUGY  Rasgrp2 K 0.284015439 0.546658051 088043073 0053331757 leasing protein 2 05=M PE=15)
PS4775  Psmed 0. 0.284087355 0.546548096 0.690560638 0.16079818 265 protease regulatory subunit 68 05=Mus musculus GN=Psmcd PE=15V=2
Q9DOL8-2  Rnmt 0.284179925 0.546406604 0384330576 0.415295064 Isoform 2 of
P62717  Rpliga K 0.284777507 0545494317 0976913986 0010143673 I protein L18a OS=Mus musculus GN=Rpl18a PE=1 V=1
083998 Olfm1 0.285418392 0.544518044 0.563283806 0.249272734 Noelin O5=Mus musculus GN=Olfm1 PE=15
Q8c7x23  Emel K 0.286243287 0.54326469 0648143741 0.188328668 Isoform 3 of ER membrane protein complex subunit 10S=Mus musculus GN=Emc1
P47l Psme2 K 0.2865343 0542823382 0789799398 0.102483202 265 protease regulatory subunit 7 05=Mus musculus GN=Psmc2 PE=1 V=
Qgkezs  sfaal K 0.286582337 054275058 0738184212 0.131835248 Splicing factor 3A subunit 1 05=Mus musculus GN=5f3a1 PE=1 5V=1
Q90786 Acads K 0.286832634 0542371439 0.100715887 0.996902018 Isobutyryk =M PE=15V=2
P18 Ube2n K 0.287270352 0541709194 0152352043 0817149152 Ubi 2N 0s=M PE=15V=
P140%4  Atplbl 0.28824056 0.540244907 0744825353 0.127945549 beta-105=M: PE=15V=1
P63330  Ppp2ea K 0.28914667 0538881805 0485897239 0.313455569 phosphatase 2 Ipha isoform 0S=M pp2ca PE=15V=1
QoD3Ps  Plgrkt K 0.28928619 0538672298 0715233451 0.145552182 Plasminogen receptor (KT) OS=Mus musculus GN=Plgrt PE=15
Pa6735  Myolb -0.093047047 0.28970689 0538041176 07161577 0.144991334 =M PE=2S)
P117982  Camk2a 0.290022145 053756884 0933050174 0.030090813 Isoform Alpha KAP of kinase type os=Mi amk2a
P35802  Gpméa 0.290059587 0537512776 0186911874 0728363109 Neuronal ycoprotein M6-a 05=M; pméa PE=1 5V=1
QoDCT8  Crip2 0.290174809 0537340292 0182651777 0.738376099 Cysteine-rich protein 2 05=Mus musculus GN=Crip2 PE=1 SV=1
P630462  Sultdal 0.290184756 0537325406 0871125305 0.05991937 Isoform 2 0s=N
0887383 Birc6 0.290444625 0536936656 0779830222 0.107999938 Isoform 3 of Baculoviral IAP repeat-containing protein 6 05=Mus musculus GN=Birc6
P629%6  Trazb 0.291408716 0535497463 0794938848 0.099666279 protein =M
Q8RITL  Chmp? 0.291440986 0535449373 0543920259 0.264457579 Charged protein 7 05=Mus muscul
Qscles  Osbplil 0.291524946 0535324277 0280820843 0.551556743 Oxysterol p protein 11 05=M
Q9DBR3  Armcs. 0.292368897 0.53406883 0459778535 0337451308 protein 8 05=M PE=25V=2
Qocx3a  sugtt 0.293086329 0533004438 0250139005 0.601818581 Suppressor of G2 allele of SKP1 homolog O5=Mus musculus GN=Sugt1 PE=2 S
QSBRTLS  Clasp2 0.293854559 0531867568 0052749918 1277778214 Isoform 2 of CLIP-associating protein 2 0S=Mus musculus GN=Clasp2
Q3uuo  Gpdil 0.204345743 0531142281 0894230078 0.048546356 Glycerol-3-phosphate dehydrogenase 1-like protein OS=Mus musculus GN=Gpd1l PE=1 5V=2
21619 Lmnb2 0.204837694 0.530416994 0492038888 0.308000572 Lamin-B2 0S=Mus musculus G -
Q9CRBS  Tppp3 029547473 0529479656 0160527073 0.794451714 Tubulin polymerization-promoting protein family member 3 05=Mus musculus GN=Tppp3 PE=1 5V=1
PE1I64  Actla 0.29628632 0.5282884 0652547939 0.185387577 Alpha-centractin OS=Mus musculus GN=Actr1a PE=2 5
QOESNG  Trim2 0.296678827 0527713446 0765738302 0.115019629 Tripartite motif- us musculus GN=Tr
Q8CGK3  Lonpl 0.296823001 0527502449 0833060454 0,079318789 Lon =M
B1AZP23  Digaps 2968459 0527468945 0828454981 0.081731087 Isoform 3 of Disks d protein 4 0S=Mus muscul
Q9D6US  Fam162a 0.297895565 0525935962 0259977243 0.585064665 Protein FAM162A 05=Mus musculus GN=Fam162a PE=2 SV=1
Q3UMRS2 Mcu 0.298056152 052570191 0616138127 0.210321916 Isoform 2 of Calcium uniporter protein, mitochondrial O5=Mus musculus GN=Mcu
QBPOKB-3  Caskinl 0208715163 0524742732 0055715878 1254021021 Isoform 3 of Caskin-1 05=Mus musculus GN=Caskin1

P61222  Abcel 0037515503 0.299159055 0.524097847 006271964 0619316512 0208087341 E member 1 05=Mus lus GN=Abce1 PE=2 SV=1




Bum insignificant, Veh insig.

Accession _Gene Students T Test in Bumetanide _-Log10 T Test in Bumetanide _Log2 fold change in Vehicle _Students T Test in Vehicle _-Log10T Test in Vehicle _Description
Q8BHC4  Deakd 0.135498894 0299187318 0.52405682 -0.010124847 0872195394 0.059386211 Dephospho-CoA kinase domain-containing protein OS=Mus musculus GN=Dcakd PE=2 SV=
PBOSG0  Ptprn2 0.300056632 052279677 0467100104 0.330590036 phosphatase N2 O GN=Ptprn2 PE=15)
Pasg78  Fbp2 0.300226049 0522551629 0.584070087 0233534366 Peptidy-proy| is-rans somerase FKBP2 05=hus musculus G- g2 Pl sVl
Q9924 Iscal 0.300325068 0522408415 0.660688974 0.180002941 Iron-sulfur 1 homolog, N=lscal PE=2 SV=1
Q8BGH7  Cdedse2 0300350212 0522372057 0140312547 0.852903492 CDC42 small effector protein 2 0S=Mus musculus GN=Cdcd2se2 PE=1 5
AGHEIL  Mipep 0.300874856 0521614105 0130169102 0.88549209 peptidase 0S=M, o P
Q61771 Kif3b 0.300895614 0521584143 0649312848 0.187546004 Kinesin-like protein KIF38 OS=Mus musculus GN=Kif3b PE=1 5V=1
QOWUC3  Lysh 0301069212 0521333654 0.70887453 0.149430628 Lymphocyte antigen 6H 05=Mus musculus GN=Ly6h PE=2 SV=2
Q80TL4  Kiaal04s 0.301826168 0520243109 0831304342 0.080192935 Protein KIAA1045 OS=Mus musculus GN=Kiaa1045 PE=2 5V=2
Q8Ke80  Mtal 0.301969187 052003737 0885957584 0.05258707 Metastasis-associated protein MTAL 05=Mus musculus GN=Mta1 PE=15V=1
asa7s  Dis3l 0.302154658 0519770707 0447869956 0.34884807 0s=M, PE=15V=1
P63011  Rab3a 0.302246699 0519638433 0574692632 0.240564371 Ras-related protein Rab-3A O5=Mus musculus GN=Rab3a PE=1 SV=1
Q615843 Fxrl 0302353137 0519485521 0869246585 0.060857007 Isoform B of Fragile X mental retardation syndrome-related protein 1 0S=Mus musculus GN=Fxr1
035250  Exoc? 0.302508401 051926256 0957558695 0.01883459; 708=Mus, PE=15V:
czaa Nsflic 0303127213 0518375073 0432765254 0.363747616 NSFL1 cofactor p47 05=Mus musculus GN=Nsfllc PE=1 V=1
Qscrse vpss2 0.304689982 0516141825 0457370396 0.339731949 Vacuolar d protein 52 homolog OS=Mi ps52 PE=2 V=1
Q13 Nfst 0.304755035 0516049111 028643008 0542981375 G , 0s=M
008997  Atoxt 0.304980072 0515728538 0303530338 0517797895 Copper ATOX1 05=Mi
P4g678  Lmna 0305312737 0515255077 0874804745 5808387 Prelamin-A/C OS=Mus musculus GN=Lmna PE=1 5V=2
P26883  Fkbpla 0.306217807 0513969558 0258960718 OSBETSSI05 Peptidyprollclutran soerase FBPLA OS-us s GNeFLbpla 1 V=2
QY3 Ubevi 0.308818929 0.51026087 0261837492 0581968168 E2 variant 1 05=Mus Ibe sv=1
P67984  Rpl22 0.309417437 0500455215 0987020115 0.005670037 I protein 122 05=M: PE=15)
Qocant  Trapt 0.300697104 0.500062856 0088714167 1052007019 Heat shock protein 75 kDa, mitochondrial O5=Mus musculus GN=Trap1 PE=1 SV=1
PS9Ga8  Fxyd7 03105191090 0507911669 0338000877 0.470954987 lat lus GN=Feyd7 PE=2 5V=1
QB0 Rgs17 0.310863567 0507430175 0376793891 L423896147 Regulator ofG-protein sgnaing 17 0S<Mus musculs GN=Rs17 PExd
Q8BHA3  Wasf2 0.310923464 0507346503 0635137727 0.19713209 h syndrome pr 205=M: PE=15V=1
Q8261 Sptbnl 031220355 0505562163 0482820029 0.316213912 Spectrin beta chain, non-erythrocytic 1 05=Mus musculus GN=Sptbn1 PE=1 SV=2
P32022  Ranbpl 0313210003 0504164377 0.587898702 0.230697499 =Mus N sv=2
QozaX1  Hompf 0.313748054 050341896 0800285278 0.006755173 Heterogeneous nuclear ribonucleoprotein F OS=Mus musculus GN=Hnrmpf PE=15)
o70194  Eif3d 0315374226 0501173802 0861023139 0.064985177 Eukaryotic translation intiation factor 3 subunit D O5=Mus musculus GN=Eif.
P70333  Homph2 0315892935 0.500460087 0.506497405 0.295422776 Heterogeneous nuclear ribonucleoprotein H2 O inrnph2 PE=2 SV=1
P11 Rpl37a 03170684 0.498847039 0288061011 054051552 | protein 1372 0S=Mus muscul
62204 Calml 0.317802064 0.497843286 05692504 0.24468979. Calmodulin 05=Mus musculus GN=Calm1 PE=1 5V=2
Q9z0F7  Sncg 0.318203967 0.49720441 0844626293 0.073335403 Gamma-synuclein O
Q99KK2-2  Cmas 0318326673 0.497126969 0.108502485 0.964560316 Isoform 2 of mas
Q8BYMS  Nign3 0318951216 0.496275737 0452883817 0.344013198 Neuroligin-3 05=Mus musculus GN=Nign3 P
Q8NZC7  Sec23ip 0.319066843 0.496118324 0581527484 0.23542975: =Mus muscul
P62270  Rpsi8 0319382617 0.495688725 0982734457 0.007563816 405 ribosomal protein 518 O5=Mus musculus GN=Rps18 PE=1 5V=3
Q99K01-4  Pdxdcl 0.319794499 0.495129011 0300573017 0.52205001 Isoform 4 of tein 1 N=Paxdcl
Q8veTo  Tmxi 031999033 0.494863146 0749151844 0.12543014: lated protein 105=M PE=15V=1
Q91M3  sf3b3 0320184412 0.494509815 0140153541 0.853395926 Splicing factor 38 subunit 3 05=Mus musculus GN=53b3 PE=2 SV=1
ascia7  Docks 032019955 0.494579283 0057114698 1243252117 Dedicator of cytokinesis protein 3 05=Mus musculus GN=Dock3 PE=1 V=1
055125 Nipsnapl 0.320596381 0.494041439 0.688135459 0.162326063 Protein NipSnap homolog 105=Mus musculus GN=Nipsnap1 PE=1 SV=1
P83510  Tnik 0320724693 0.493867602 0.686800542 0.163169371 Traf2 and NCK-interacting protein kinase 0S=Mus musculus GN=Tnik PE=1 SV=2
Q61753 Phgdh 032092202 0.493509265 093883296 0027411672 lus GN=Phgdh PE=15
Q9D1A2  Cndp2 0321252007 0.493154151 0793340431 0.100540412 Cytosolic non-specific dipeptidase 05=Mus musculus GN=Cndp2 PE=15)
Q3TYDs  Lmtk2 0321284113 0.493110749 0.563064749 0.249441661 =M mtk2 PE=15V=3
Q9DBLL  Acadsh 0321442246 0.492897046 0672102412 0.172564506 specific acyl-Con 0s=M PE=15V=1
Q8Ka113  Pitrm1 0322825795 049103177 0.709582084 0.148996808 Isoform 3
P31785  Dbi 032202872 0.490893329 073550075 0133358427 Acyl-Co-binding protein OS=Mus musculus GN=Db PE=1 5V=2
Q8BMAG  Srp68 032299638 0.490802386 0360019579 0.443673881 Signal recognition particle subunit SRP68 05=Mus musculus GN=Srp68 PE=2 V=2
P70202 n 0324572923 0.488687714 0070828452 1149792249 Latexin O5=Mus musculus GN=Lxn PE=1 5
P62315  Snrpdl 032469626 0.488522713 0907860038 0.0419811 Smalln $mD105=M P
055128 Sap1s 0.325014364 0.488007445 042300243 0.353505669 0s=Mi PE=15V=1
Q9D3s8  Acpl 0325038502 0.488065193 0205885703 0.636373811 Low moleculr welght phosphotyrosine protein phosphatase 0S-Mus musculus GN=ACpL PE=1 5V=3
Q8BNW9  Kbtbd11 0325611612 0.487300116 0986394124 0.005949523 Kelch repeat and protein 11 05-M 1PE=15V=3
P62492  Rablla 0325749361 0.487116427 0210232698 0677299736 Ras-related protein Rab-11A OS=Mus musculus GN=Rab11a PE=15
QsviMo  Irgq 0.325799404 0.487049714 0777774011 0.109146573 Immunity-related GTPase family Q protein OS=Mus musculus GN=Irgq P
Q8BWTS  Dip2a 0326117794 0.486625504 0228260265 0,64155256 Disco-interacting protein 2 homolog A OS=Mus musculus GN=Dip2a P
Q9EQZ6-3  Rapgefd 0.326365088 0.486296305 0803886438 0.004805298 Isoform 3 of 40
Q926 Fmnlt 0.326585693 0.486002845 0497128045 0.303531735 Formin-like protein 105=Mus musculus GN=Fmnl1 PE=1 SV=
Q60770 Stxbp3 0327514537 0.484769419 0.580052598 0.235859302 protein 3 05=M 3 PE=1 V=
Q64133 Maoa 0328890313 0.482048917 0579967396 0.23650642 A 05=Mus musculus GN=Maoa PE=1 V=3
Q62083 Pick 032908287 0.482604724 082306499 0.084565871 PRKCA-binding protein OS=Mus musculus GN=Pick1 PE=1 5V=2
Q63850 Nup62 0331615392 0.47936532 067185236 0.172725781 Nuclear pore glycoprotein p62 05=Mus musculus GN=Nup62 PE=1 5V=2
Qsas11 Top2b 0331979205 0.47888912 0341673592 0.466388587 DNA topoisomerase 2-beta 05=Mus musculus GN=Top2b PE=15)
Q8VHIE  Wasf3 0.33248096 0478233221 0064891312 1187813443 Wiskott-Aldrich syndrome protein family member 3 0S=Mus musculus GN=Wasf3 PE=2 SV=1
070551 Srpk1 -0.050483065 0333222154 0477266132 0312273454 0.505464933 SRSF protein kinase 1 0S=Mus musculus GN=Srpk1 PE=15V=2
Pas376  Akribl K 0333330175 047712537 0292015767 0.534593699 Aldose reductase 05=Mus musculus GN=Akr1b1 P
Q01097 Grinzb K 0.333354958 0.477093081 0958944604 0.01820648 Glutamate receptor ionotropic, NMDA 28 Of
Q7Tsi3 Pppérl 0.334356854 0475789769 0697637982 0.156369883 1 N=Ppp6r1 PE=15V=1
P62334  Psmes K 0334729763 0.47530567 0734613582 0.133941046 265 protease regulatory subunit 108 OS=Mus musculus GN=Psmc6 PE=1 SV=1
P70318  Tiall K 0335028438 0.474918327 0.661664493 0.17936217 Nucleolysin TIAR O all PE=15V-=
Q8CH77-4  Navi 0335429463 0.474308792 0138485229 0.858596547 Isoform 4 of Neuron navigator 1 05=Mus musculus GN=Nav1
Q6IR34-3 Gpsm1 K 0.335080693 0473685678 0059469599 1.225704992 Isoform 3 of G-protein-signaling modulator 105=Mus musculus GN=Gpsm1
PS4726  Rad23a 0336255263 047333001 0709699939 0.148925232 UV excision repair protein RAD23 homol PE=15V=2
Q60625 lcams 0336564328 0472931916 0164431345 0.78401538; I lus GN=icams PE=15V=2
QSURWE-3 Myhid K 0.337198005 0.472114888 0774530678 O.L10961376 Isoform 3 f Myosin14 O5=Mus musculus GN=-Myh14
asexz1  Tma 0.337905951 0.471204159 0.539089585 0.268339059 Protein o PE=15V=2
035926 Cdksr2 K 0.338306516 0.470689638 0.502548389 0.298822115 kinase 5 activator 2 0S=M; dkSr2 PE=3 5V=2
PS7722 Pebp3 K 0339260772 0.469466355 0601319466 0.220894737 Poly(rC)-binding protein 3 05=Mus musculus GN=Pcbp3 PE=2 5\
QzEs  Copgl K 0.330405266 0.469281424 0252112011 0.508406464 Coatomer subunit gamma-1 05=Mus musculus GN=Copg1 PE=2 5
Q52095 Daxdy K 0330827024 0.468742088 011554403 093725249 0s=M, =15v=2
Qscesa2  Myef2 K 0.340015317 0.468501519 0826338031 0.082842259 Isoform 4 of Myelin expression factor 2 05=Mus musculus GN=Myef2
C2Y3-2 Ubevi K 0.340221974 0.46823764 0976963426 0.010121694 Isoform 2 of Ubia variant 1 05=M
Q8R361 Rablifips 0.340720915 0.467601206 0695125584 0.157936727 Rab11 family-interacting protein 5 OS=Mus musculus GN=Rab11fips PE=15V=2
Qowume  Corole K 0.340738144 0.467579247 0987818504 0.005322843 Coronin-1C 05=Mus musculus GN=Coro1c PE=1 SV=2
Qsc7es  cstfa K 0341781702 0.466251192 0272334015 0.564898111 Cleavage stimulation factor subunit 2 tau variant OS=Mus musculus GN=Cstf2t PE=1 5V=2
008638 Myhil K 0.341956616 0.466028989 0771511737 0.112657463 Myosin-11 0=Mus musculus GN=Myh11 PE=15V=1
Pl4685  Psmd3 K 0.342597399 0.465215939 0612151316 0.213141213 265 proteasome non-ATPase regulatory subunit 3 05=Mus musculus GN=Psmd3 PE=15V=3
Qocves  Bha 0.343822804 0.463665323 0820425031 0.085060622 Biiverdin reductase A OS=Mus musculus GN=Blvra PE=2 SV=1
Q6Po0s  Fkbp1s 0344042203 0.463388167 0737900569 0.131996858 FK506-binding protein 15 05=Mus musculus GN=Fkbp15 PE=1 V=2
P14733 Lmnbl 0.344071838 0.463350872 081784611 087328408 Lamin-B1 0S=Mus musculus GN=Lmnb1 PE=1 V=3
P70696  Histlh2ba 0. 0344518771 0.46278711 0634639541 0.197472873 Histone H2B type 1-A 0S=Mus musculus GN=Hist1h2ba P
QooKHE  Stk24 0.345063931 0.462100434 081123794 0.030851747 Serne/threonine-protein iase 24 0S-Mus musculus G
Q3UFY7-4  Nisc3b K 0.345146574 0.461996433 0995909001 0.001780343 Isoform 4 of ph
008914 Fazh -0.032313846 0.346094756 0.460804981 0327641588 . 78 Fatty-acid amide hydrolase 105
Q99LD8  Ddah2 -0.364521047 0.346120059 0.460773231 0708151404 0.149873879 N(G), lus GN=Ddah2 PE=1 5V=1
ROAO  Pex1d aNUMI 0.346593507 0.460179577 025035687 0.601440487 Peroxisomal PEX14 05=M PE=15V=1
Q61081 Cde37 0059625322 0.346692976 0.460054958 0878388965 0.056313129 Hsp90 co-chaperone Cdc37 05=Mus musculus GN=Cdc37 PE=2 SV=1
QBNV83-3 U2surp 0.132650083 0.347449458 0.459108361 0334453434 0.47566434 Isoform 3 of U2 snRNP-associated SURP motif-containing protein OS=Mus musculus GN=U2surp
088342 dr1 0013233744 0.347754674 0.458727024 0447025534 0.34966767 WD rep: 0s=Mus sv=3
Q9EQ20  Aldh6al 0.060736424 0.348436529 0.457876321 0834666305 0078487118 acylating], =M PE=15V=1
8456 Capnsl 0077182632 0.348974525 0.457206275 0058603308 1.232077866 Calpain small subunit 1 05=Mus musculus GN=Capns1 PE=2 SV=1.
QBKaPB3  Hecwl -0.070096497 0349133315 0.457008708 0814647388 0.089030331 Isoform 3 of £3 ubiquitin-protein ligase HECW1 O5=M:
P62075  Timm13 0052897841 0.349653165 0.456362536 0527781884 0277545521 inner membrane Tim13 05=M
Q99LY9  Ndufss 0.106778262 0350041712 0.4558802 0868079147 0.061440676 iq iron-sulfur protein 5 0S=Mus musculus GN=Ndufs5 PE=1SV:
Q880242 Ralgapb -0.067285806 0.350425039 45540487 0077072925 1113008158 Isoform 2 of protei
Q99LBs  Matzb 0.184507102 0.350806832 0.454931957 043748961 0.350032257 Methionine adenosyltransferase 2 subunit beta 05=Mus musculus GN=Mat2b PE=2 SV=1
Q9OKK2  Cmas 0075037121 0.351178041 0.454472648 0097233018 101218221 lus GN=Cras PE=1 5V:
PS0429 rsb 0182134722 0.351574206 0.453982996 0872258013 0.050355032 Arylsulfatase B 05=Mus musculus GN=Arsb PE=2 V=3
Q9CPTa  D17Wsul04e -0.070660781 0.351579564 0.453976377 0819801185 0.086291458 N=D17 =2 5v=1
QOIMS23 Minkl K 0351727873 0.453793214 07612547 0.118470013 Isoform 3 of Misshapen-like kinase 1 05=Mus musculus GN=Mink1
QIDENO  Eeflg K 0.351905992 0.453573339 013406216 0.872693788 Elongation factor 1-gamma 0S=Mus musculus GN=Eef1g PE=1 5V=3
Q606343 Flot2 0.351969717 0.453494701 0233935038 0,630904725 Isoform 3 of Flotilin-2 0S=Mus musculus GN=Flot2
Q9CWEO-2  Mtfril 0.352236876 0453165179 0521469007 0.282771498 Isoform 2 regulator =Mus
COX8  Mrps36 035319922 0.451980264 048752032 0311999261 I protein 36, 05=Mus musculus GN= =15v=1
0359272 Ctand2 K 0.353652758 0.451422051 0959981129 0.017737304 Isoform 2 of Catenin delta-2 05=Mus musculus GN=Ctnnd2
QgDCR2 351 K 035418428 0.450770718 0176645728 0752896862 AP- 05=Mus musculus GN=
Q8Koca  Cypsial K 0.354272885 0.450662086 034982076 0.45614298 Lanosterol 14-alpha demethiaseO5-Mus musculus G
Qo140 Sec23a -0 0.354441739 0.450455141 0135969604 0.866558167 Protein transport us
P35282  Rab2l 0356021231 0.448524102 0111578859 0.952418084 Ras-related protein Rab-21 0S=Mus musculus GN=Rab21 PE=1 5V=4
P12849  Prkarlb K 0.356123688 0.448399138 0117520116 S2SBST7E eAMP.dependent roten kiness ype Lbets tegulatory SubunitOS=Hus sl GNiPrlarth PEx2 2
P10637  Mapt K 0.356764148 0.447618796 0721450074 0141793176 d protein tau O
21126 Ublda K 0.356890303 0.447465252 0187610435 0.72674301 Ubiquitin-like protein 4A 0S=Mus musculus GN=Ubl4a PE=2 5V=1
Q809 Coksr2 K 0.356062463 0.44737745 0.136996666 0.863290002 Connector enhancer of kinase suppressor of ras 2 0S=Mus musculus GN=Cnksr2 PE=1 V=1
Q80UG2  Plnad 0357371822 0.446879694 0826341647 0.082840359 Plexin-A4 0S=Mus musculus G
QORIC6  Dgke 0.357538594 0.446677072 0328414157 0.483578129 [ PE=25V=1
Q9Z2W0  Dnpep 0.350032448 0.4448663 096237707 0.016654733 =M pep PE=25
Q80TL4-2  Kiaa104s 0.350611555 0.444166362 0946697131 023788935 oform 2 of roten KIAAIDAS OSeMus s GNeKi1045
Q67038 Candl 0.350996697 0.443701484 0617437787 0.209406795 Cull d d protein 105=Mus musculus GN=Cand1 PE=2 V=2
035066 Kif3c 0.360182 0.443477994 097752172 0.009873584 Kinesin-like protein KIF3C OS=Mus musculus GN=Kif3c PE=15V=3
QoDaHg  Cul2 0361414315 0.44199465 0297890009 0.525044062 Cullin-2 05=Mus musculus GN=Cul2 PE
CY45  Neamt2 0.361448337 0.441953769 0833750436 0078963926 d 0s=M, PE=25V=1
Q8BHN3-3  Ganab 0.361709283 0.441640385 0740270535 0.130609536 Isoform 3 of Neutral alpha-gl AB 05=Mus musculus GN=
035927 Ctond2 0361792493 0.441540448 0955411853 0.019809375 Catenin delta-2 0S=Mus musculus GN=Ctnnd2 PE=1 5V=1
P486783  Lmna 0362222257 0.441024868 0605801715 0.217669501 Isoform C2 of Prelamin-A/C O5=Mus musculus GN=Lmna
P08226 poe 0362577822 0.440508764 0778897417 0.108519737 Apolipoprotein E 0S=Mus musculus GN=Apoe PE=1 SV=
QOIKNE  Noval 0.36395959 0.438946833 0329331477 0.482366758 Nova-105=Mus musculus GN=Noval PE=15V=2
Q61033 Tmpo 036431928 0.438517845 0.260600069 0.584010474 d polypeptide 2, isoforms alph =M po PE=15V=4
Q7ixe T2 0.364749355 0.438005467 0569775554 0.244296188 Talin-2 05=Mus musculus GN=TIn2 PE=1 5V=3
Q90287 Beas2 0.364862262 0.437871054 0426928099 0.349762 o lus GN=8« sv=1
BIRYS6  Rbm2S 0.365848268 0.436698997 0783041849 0.106215027 RNA-binding protein 25 0S=Mus musculus GN-Rom25 PE=1 V=2
Q9DIY  Lamtors 0.367102909 0.435212174 0382556413 0.417304513 Ragulator ORS O PE=25V=1
Q51233 Lept 0.367152458 0.43515356 065344621 0.184790156 Plastin-2 O5=Mus musculus GN=Lcp1 PE=1 5V=4
054829 Rg57 0.367442063 0434811129 0616462576 0.210093283 Regulator of G-protein signaling 7 0S=Mus musculus GN=Rgs? PE=15\
Q88az4  Ralgapb 0.368622793 0.433017814 0502411124 0.298940753 Ral beta 05=Mus =15v=2
070503 Hsd17b12 0.105494085 0.36951351 0.432369678 0047195656 0576971921 0.238845322 Estradiol 17-beta-dehydrogenase 12 05=Mus musculus GN=Hsd17b12 PE=2 SV=
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QOERS8  Spock2 0073147712 0.369536587 0.432342557 -0.106409473 0363414764 0.439507433 Testican-2 0S=Mus musculus GN=Spock2 PE=2 V=1
Q99K10  Nign1 037054412 0.431160074 0247711486 0,606053855 Neuroligin-105=Mus musculus GN=Nign1 P
P35278  Rabsc 0371149933 0.430450614 0651526779 0.186067729 Ras-related protein Rab-5C 05=Mus musculus GN=RabSc PE=15V=2
27601 Gna13 037134227 0.430225612 0544812185 0.263753188 Guanine nucleotide-binding protein =M PE=15V=1
Q9D1P4  Chordel 0371641652 0.429875618 0422071741 0.374613724 Cysteine and histidine-rich domain-containing protein 1 05=Mus musculus GN=Chordc1 PE=15V=1
Q7MEY33  Picalm 0.371696436 0.429811603 0851337043 0.069898469 Isoform 3 assembly
Qscan7  pgm2i1 0372393483 0.428097928 0485193468 0.314085055 Glucose 1, =M PE=15V=1
P14869  Rplp0 0372528181 0.428840869 0.501640677 0.299607254 protein PO O5=M: o sv=3
P62774  Mtpn 0373653435 0427531021 0.409851008 0.387373992 Myotrophin OS=Mus musculus GN=Mtpn PE=15V=2
Q00915 Rbpl 0.373708856 0.42746661 0162960348 0.787918057 I protein 105=M PE=25V=2
Q8BNUO  Armcs 0373777603 0427386725 092470191 0.033998245 protein 6 05=M PE=2SV=1
0880 Timms0 0.374420566 0.426640304 0972442507 0.012136066 inner membrane I sv=1

QoIF0-3  Prmtl 0114872227 0.374641088 0.426384594 0892628987 0.049329014 Isoform 3 of Protein arginine N-methyltransferase 105=Mus musculus GN=Prmt1
P97496  Smarccl -0.051754086 037490109 0.426083296 0.108743645 0.963596113 SWI/SNF complex subunit SMARCC1 0S=M PE=15)
52012 Tial -0.100345109 0.375239658 0.425691269 0337207687 0.471986637 Nucleolysin TIA-1 05=Mus musculus GN=Tial PE=1 SV=1
Q82376 Snmp70 -0.079667068 0375858171 0.42497 0293145017 0532917483 U1 small I sv=2
Pagass  Ppp3cc 037692534 0.423744665 040531035 0392212306 phosphatase isoform 0S=M: pp3cc PE=2 V=1
QOIVRE  Brki 0376081231 0.423680271 0618045167 0.208979785 Protein BRICK1 0S=Mus musculus GN=Brkl PE=2 SV=1
Q9QUR7  Pin1 55 0.377640017 0422921991 0929343066 0.031823937 Peptidyl-prolyl isomerase 10s=M PE=15V=1
Q62003 srsf2 0225910281 0377730591 0.422817842 0.559651495 0.252082331 h spl
Qsceys  Detna 0.378403967 0.422044319 0926237743 0.023999733 Dynactin subunit 4 O

23 Mpe2 0378731973 0.421668029 0732314458 0135302392
QaKUs2  Uncida 0.37886766 0.421512464 0.680792756 0.166985074 Protein unc-13 homolog A 05=Mus musculus GN=Unc13a PE=1 5
PS9325  EifS K 0378977138 0.421386989 0.887494969 00518341 505=M =15v=1
Q64337 Sqstm1 0. 0.379636852 0.420631636 0601250502 0.220944548 Sequestosome-105=Mus musculus GN=Sqstm1 PE=1 SV=1
Q51136 Prpfab -0 0.379858763 0.420377851 0837435415 0.077048677 Serine/threonine-protein kinase PRP4 homolog OS=Mus musculus GN=Prpfab PE=15V=3
QoaFg  Psipl 0.380624 0.419503142 0702142521 0.153574725 PC4 and SFRSL-interacting protein OS=Mus musculus GN=Psip1 PE=15V=1
PE3163  Snrpn K 0.380064335 0.41911568 023805205 0623328074 Small protein N 0=Mi pn PE=2 V=1
Q7TsYe3  Celfa K 0.381548349 0.418450422 0854318081 0.068380402 Isoform 3 of CUGBP Elav-like family member 4 05=Mus musculus GN=Celf4
Qsk27  Mrpla7 0. 0.381690985 0.418288007 0907823511 0.041998574 | protein L47, os=Mi PE=25V=2
Q9op18  Dtd1 0382144734 0.41777212 095122381 0021717287 v 105=M PE=15V=2
QezZWX6  Eif2s1 K 0.382275421 0.417623625 042463713 0.371982034 Eukaryotic translation iniiation factor 2 subunit 1 05=Mus musculus GN=Eif251 PE=15V=3
QoDCBa-2  Arpp21 -0.197720448 0.382764015 0.417068898 0.646421959 lated pp21
Q908 Ptms -0 0.383015415 0.416783747 0251367064 lus musculus G
Q8PeX1  Snx6 0.383287466 0416475382 0920132619 Sorting nexin-6 OS=Mus musculus GN=Snx6 P
Q8RSC5 Actrib K 0.383969813 0415702018 0962004972 0.016822684 Beta-centractin OS=Mus musculus GN=Actr1b PE=
QOERD7  Tubb3 -0 0.384066469 0.415593607 0215702469 0.666144885 Tubulin beta-3 chain OS=Mus musculus GN=
Q80631 Grb2 -0 0.384138701 0.415511937 0.668724345 0.174752866 Growth protein 2 05=M sv=1
Q9can2  Commda K 0.384485492 0.415120043 0732406167 0.135248007 COMM domain-containing protein 4 OS=Mus musculus GN=Commd4 PE=2 5V=1
P62827  Ran K 0.384553235 0.415043531 0262995561 0.580051582 GTP-binding nuclear protein Ran 0S=Mus musculus GN=Ran PE=1SV:
Q8gFHO  Pkpd -0 0.38465302 0.414930854 055977056 0.251989946 Plakophilin-4 05=Mus musculus GN=Pkpé PE=1 SV=1
30275 Ckmtl 0.384720353 0.414854838 0830483503 0.08066899 Creatine kinase U-type, mitochondrial OS=Mus musculus GN=Ckmtl PE=1 V=1
P106372  Mapt K 0.386123866 0.413273354 0777486606 0.109307084 Isoform Tau-A of b d protein tau 0S=M
Q91X97  Neald 0.386129925 0.413266539 0418820088 0.377972496 Neurocalcin-delta OS=Mus musculus GN=Ncald PE=1 5V=4
Q8BK64  Ahsal K 0.386764896 0.412552951 0281790094 0550074278 heat shock protein 108=M PE=25V=2
P28GSE  Atn10 K 0.387026687 0.412259088 0891548301 0.049855123 Ataxin-10 05=Mus musculus GN=Atxn10 P
Q606052 Myl6 K 0.38754443 0.411678501 0782361148 0.106592725 muscle of Myosin =M
0887123 Ctbpl 0.388087728 0.411070091 0273254246 0.563433081 Isoform 3 of C-terminal-binding protein 1 0S=Mus musculus GN=Ctbp1
Q54437 Adh7 -0.076815848 0.388369748 0.410754607 0.196418968 0.706816574 lass 4 05=Mus musculus GN=Adh7 PE=2 5V=2
QoD8sa  Rexo2 0104537257 0.388658534 0410431792 0.183983089 073521997 ol =M PE=15V=2
QPAs  Hsdi2 0.389513758 0.409477198 0.644672221 0.190661043 protein 2 05=M PE=15V=1
P107112  Tceal 0137227453 0.390190992 0.408722761 0358788182 0.445161871 Isoform 1 of Transcription elongation factor A protein 105=Mus musculus GN=Tceal
Q61937 Npm1 0391002875 0.407820049 0901244698 0.045157277 Nucleophosmin OS=Mus musculus GN=Npm1 PE=1 SV=1
Qscasa-1  Myef2 0.391180481 0407622823 089123359 0.050008454 Isoform 3 of Myelin expression factor 2 05=Mus musculus GN=Myef2

5 Ndufab 039121633 0.407583026 0184193279 0.7347262: 1 b = lus GN= =15v=1
70122 Sbds -0.108940196 0.391725406 0.407018261 0297154967 0527017006 protein SBDS O5=M: PE=15V=4
QoIS vd 0.392183586 0.406510587 0271823764 0.565712578 Isovaleryl-CoA PE=15V=1
Qae2  Gltp 0.392260384 0.406425551 0713315016 0.146718085 Glycolipi 05=Mus musculus GN= =2 5v=3
Q9ERUY  Ranbp2 K 0.302886752 0.405732615 0.158020882 0.801260783 £3 SUMO-protein ligase RanBP2 05=Mus musculus GN=Ranbp2 PE=15V=2
070456 Sfn K 0.393407294 0.405157592 0393054519 0.405547206 14-3-3 protein sigma 05=Mus musculus GN=5fn PE=1 5V=2
Q8ROS4-2  Cacnbd. 0393611921 0.404931757 0436230033 0.360275478 Isoform 2 of Vo acnbd.
Q9D1G5  Lrres7 0.393905664 0.404607775 0323233081 0.490482989 Leucine-rich reps
Q9125 Mrps2s 0.30401876 0.4044831 0214232167 0669115319 I protein 25,
Q6R891-2  Ppplrdb -0.046487164 0.304319641 0.40415159 0715867071 0.145167614 Isoform 2 of Neurabin-2 05=Mus musculus G|
P61759  Vbpl K 0395326275 0.403044319 0.555881887 0.255017477 Prefoldin subunit 3 05=Mus musculus GN=Vbp1 P
Q3UHDS  Snx27 -0.084: 0.396278653 0.401999322 0485197428 0.31408151 Sorting nexin-27 05=Mus musculus GN=5nx27 Pl
Q80605 Myl6 -0 0396279247 0.401998671 080471522 0.004357784 Myosin light polypeptide 6 0S=Mus musculus GN=Myl6 PE=15
Qua8V7  Kiaalass 0.39639329 0.401873705 0922323562 0.035116697 LisH domain and HEAT reps rotein KIAA1468 O5=Mus muscull PE=15V=1
P11798  Camk2a 0.396685682 0.401553475 0053224874 1273885361 d protein kinase type I lus GN=Camk2a PE=15V=2
P62250  Ywhae K 0.396747617 0.401485673 0773836877 0.111350578 14-3-3 protein epsilon OS=Mus musculus GN=Ywhae P
Q61545 Ewsrl K 0.397662013 0.400485894 0.814860661 0.088916648 RNA-binding protein EWS OS=Mus musculus GN=Ewsr1 PE:
Q88687 Enoph1 0.397786059 0.400350442 0091896119 1036702831 Enol 108=Mus musculus GN=Enoph1 PE=2 5
QoDePs  Calmi3 0.397883599 0.400243963 0639154273 0.194394303
QSSRX1-5  Tom1l2 0.308475252 0.399508647 0.160556792 0794371319
Q9azx73 s 0.399138746 0.308876112 0890525159 0.050353807 Isoform 3 of Serine racemase O5=Mus musculus GN=Srr
Q9QUMI  Psmas K 0399522155 0.308459132 0937528472 0.028015534 v = lus GN= =15v=1
P62748  Hpcall 0.39958194 0.398394149 0280433683 0.546018975 Hipp: protein 105=M
Qocuez  Smela 0.400221231 0.397699876 0707820388 0.15007141 Structural PE=15V=4
035136 Neam2 0.400465137 0.397435286 0090351986 1044062296 Neural cell adhesion molecule 2 0S=Mus musculus GN=Ncam2 PE=2 5V=1
Qocass  Usel 0.400882535 0.396982864 0489623879 0.31013741 Vesicle transport protein USEL 0S=Mus musculus GN=Use1 PE=2 SV=1
QBPGB6-3  Naaso 0401542719 0.396268245 01277761 0.893550372 Isoform 3 of N-alph: lus GN=Naa50
Q8863 Itch 0401567713 0396241213 0161636303 0791461092 €3 ubig ligase Itchy OS=M:
62322 Lsms K 0.401615632 0.396189392 0813200703 0.089802255 d Sm-fke protein = PE=35V=2
P97797  Sirpa 0.402681371 0.395038461 093322373 0.030014227 Ty P PE=15V=1
Q8892 Ren2 -0.00871791 0.402751901 0.394962401 0501080885 0.300084364 Reticulocalbin-2 05=Mus musculus GN=Ren2 PE=2 SV=
Q9IWa3  Yars -0.034048673 0.403052946 0.3046379 0891354309 0.049949632 Ty ligase, cytoplasmic O5=M: PE=25V=3
P26369  U2af2 -0.022505141 0.403397816 0.304266458 0728401934 0.13762891 Splicing factor U2AF b M PE=15V=3
Q88605 Hnrmpa3 0.082018272 0.4034782 0304179925 0861528129 0064730538 A3 05=M, PE=15V=1
P4G638  Rabllb K 040377533 0.393860219 0613492835 0.212190505 Ras-related protein Rab-118 0S=Mus musculus GN=Rab11b PE=1 5V=3
035503 Psmd14 -0 0.404042604 0393572839 0805198788 7 265 proteasome non-ATPase regulatory subunit 14 05=Mus musculus GN=Psmd14 PE=1 5V=2
P973004  Nptn 0.404687583 0.392880121 005804597 1236227925  Isoform 4 of Neuroplastin OS=Mus musculus GN=Nptn
PB4228  Histlhab 0.405052251 0.39248895 0392675092 0.405065651 Histone H3.2 05=Mus musculus GN=Hist1h3b PE=1 5V=2
Qocavs  Ywhab K 0.406263846 0391191824 0808179877 0.002491967 14-3-3 protein beta/alpha 05=Mus musculus GN=Ywhab PE=15V=3
QU011 Npepps 0.40685326 0.390562199 028798986 0.540622803 v lus GN=Npepps PE=15\
P10637-5  Mapt K 0.407603185 0.389762431 0777486606 0.109307084 Isoform Tau-D of Microtubule-associated protein tau O5=Mus musculus GN=Mapt
Q9760 Prpst 0.408385801 0.388929366 0437036272 0.350482517 Ribose-phosphate pyrophosphokinase 1 0S=Mus musculus GN=Prps1 PE=15V=4
Q80TvV8  Claspl -0.039539368 0.409204149 0.387964464 0093890752 1,027377182 CUIP-associating protein 105=Mus musculus GN=Clasp1 PE=1 V=
QoDcza  Apoo 0.135607891 0.409771415 0.387458341 0850356092 0.070399172 Apolipoprotein O 05=Mus musculus GN=Apoo PE=2 V=1
Q9I1XV3  Baspl 0.041081573 0410761823 0.386409927 0531748709 0.274293555 Brain acid soluble protein 1 05=Mus musculus GN=Basp1 PE=15V=3
PO9SA1  Myla 0.193092443 0.411842486 0.385268853 0729985734 0.136685627 Myosin light chain 4 0S=Mus musculus GN=Myl4 PE=2 5
3 Gars -0.04641357 0411974172 0.38513001 046755628 0.330166105 Glycine--tRNA ligase O5=Mus musculus GN=Gars PE=1 SV=1

Q8R4E6  Purg 0,050252405 041215428 0.384940186 0279743521 0553239963 I lus GN=Purg PE=2 5V=1
QSOTRL  Lphn1 -0.067618325 0412167633 0.384926116 059381339 0.226350014 Latrophilin-1 05=Mus musculus GN=Lphn1 PE=15)
Q9CaF3  Nudt21 0.050652609 0.41248063 0.384596441 0765760674 0.115006941 Cleavage and p subunit 5 0=Mi PE=15V=1
Q9CREL  Ndufb7 0.008055464 0.412928011 0.384125655 0.560755542 0.251226425 iq 1b PE=15V=3
Q3THK7  Gmps 0114733426 0413320314 0.383713249 0177541236 0.750700761 GMP synthase [ hydrolyzing] OS=Mus musculus GN=
Q3UYH7  Adrbk2 . 0.413334361 0.383698489 06629051 0.178548639 p 2 08=Mus musculus GN=Adrbk2 PE=2 5V=2
Q9IXD7  Creld1 0050591238 0413381791 0.383648657 0159119729 0.798275969 Cysteine-rich with EGF-like domain protein 1 05=Mus musculus GN=Creld1 PE=2 5\
QoCcPWa  Arpes -0.036244628 0.413801208 0.383208246 0398766529 0.399281302 Actin-related protein 2/3 complex subunit 5 0S=Mus musculus GN=ArpcS PE=2 5\
QoS3 Lamtor2 0079729781 0.415752404 0.381165231 0696333825 0.157182508 Ragulator complex protein LAMTOR2 0S=Mus musculus GN=Lamtor2 PE=15V=1
Q9173 Tomm? -0.156996394 0.416047096 0.380857505 067430435 0.171144038 Mitochondrial import rec TOM? homolog OS=M: PE=35V=1
P37040  Por 0.416306812 0.380586483 0974325096 0.01129611: v 2y =15v=2
QsRiIs3  Brsk 0.417059248 0.379802244 0393917276 0.404594972 Isoform 3 protein kinase BRSK1 0S=M
P973003  Nptn 0.418211774 0.378603745 0330425049 0.480927037 Isoform 3 of Neuroplastin O5=Mus musculus GN=Nptn
Qspgi7  Ckmt2 0.418699955 0.378097086 0399589326 0.398386122 Creatine kinase S-type, mitochondrial OS=Mus musculus GN=Ckmt2 PE=1 SV=1
Q9105 Erpas 0.419515943 037725153 0146449137 0.834313183 Endoplasmic reticulum resident protein 44 0S=Mus musculus GN=Erpad PE=15V=1
Q9cas Myl 0.419894724 0.376859583 0424348926 0.372276893 Myosin regulatory light polypeptide 9 OS=Mus musculus GN=Myl9 PE=15\
Qsovl  Tdrkh 0.420461015 0.376274266 0969933332 0.013258116 Tudor and KH d protein O5=M:
Qo200 Psma7 0.420726953 0.375099665 0812574621 0.0901367 05=Mus muscul
PS3994  Rab2a 0.42 0375057738 0635305856 0.197017141 Ras-related protein Rab-2A 05=Mus musculus Gf
PS1163  Uros 0.422331647 0.374346374 042327762 0.35332419 I
055137 Acotl 0.422629899 0.374039782 0.565419434 0.247629268 Acy 108=Mus muscul
Qocaw1  Ykts 0423332621 0373318265 0.378050405 0.422450292 homolog YKT6 0S=M PE=2SV=1
P26638  Sars 0423074422 0.372660343 0518283089 0.285432962 Serine—tRNA ligase, cytoplasmic OS=Mus musculus GN=Sars PE=2 5\
Q80TM-3  Nisch 0.424708074 0.371909482 0681134876 0.166766882 Isoform 3 of Nischarin OS=Mus musculus GN=Nisch
QSBWMO  Piges2 0425391429 0371211265 0692419473 0.159630727 E synthase 2 05=M PE=15V=3
Q920063 Msi2 0.425827797 0370765992 0597088208 0.223961506 Isoform 3 of RNA-binding protein Musashi homolog 2 05=Mus musculus GN=Msi2
Q80737 Csnk2al 0.426877889 0.36969634 0.166316036 0.779065875 Casein kinase Il subunit alpha 05=Mus musculus GN=Csnk2a1 PE=1 5V=2
Q8VCD6  Reep2 0.427674234 0.368886914 0.980496977 0.008553741 Receptor exp protein 2 05=M PE=25V=2
QUZ2We  Gria3 0.428685725 0.367860978 0295830711 0.52894353 Glutamate receptor 3 05=Mus musculus GN=Gria3 PE=1 5V=2
24288  Beatl 0.428690958 0.367855677 0535247464 0.27144538; d-ch cytosolic O5=M: PE=25V=2
QSCHT1  Ngef 0.428718849 0.367827422 0251437811 0.509569412 Ephexin-1 05=Mus musculus GN=Ngef PE=15V=1
Q61151 Ppp2rse 0.429444961 0.367092489 0887207391 0.051930795 Serine/threonine-protein phosphatase 2A 56 kDa regulatory p
Q80TR12  Lphnl 0.429547847 0.366988454 0610027475 0.214010343 Isoform 2 of Latrophilin-1 0S=Mus musculus GN=Lphn1
P630%4  Gnas 0.429667141 0.366867858 0980213677 0.008679242 Guanine nucleotide-binding protein G(s) subunit alpha isof musculus GN=Gnas PE=15V=1
Qa1 Mets2 0.42755871 0.366778181 079925206 0.097316236 Malignant 0s=M, PE=2SV=1
Pa2859  Htt 0.43037306 0.366154922 0500478172 0.300614859 Huntingtin OS=Mus musculus GN=Htt PE=1 5V=2
009111 Ndufb1l 0.430530003 0.365096578 0.564552568 0.248295613 iq 11 0s=M 1PE=15V=2
QoavBl  Ciica 0431203627 0.365317595 0720393276 0.142430349 Chloride 408=M lus GN=Clicd PE=1 5V=3
Qgcams  Gind 04314948 0.365024434 0803724 0.004893063 Glutaredoxin-3 05=Mus musculus GN=GIra PE=1SV=1
Q8BWSs  Gprin3 0431530201 0.364988805 0.669003977 0.1745713 G pr 308=Mus musculus GN= P
Q99L13  Hibadh 0431682116 0.364835943 0624323753 0.204590141 3-hydroxyisobutyrate dehydrogenase, mitochondrial OS=Mus musculus GN=Hibadh PE=1 SV=1
PEBS10  Ywhah 0.432472398 0.364041606 0491865493 0.308153645 14-3-3 protein eta 05=Mus musculus GN=Ywhah PE=15
Pa1216 Acsil 0432680243 0.363832935 0.589500048 0.229508862 Long-chain-fatty-acid-CoA ligase 1 05=Mus musculus GN=Acsl1 PE=15)
QORIT22  Sael 0.433105124 0.363406678 026931597 0.569737894 Isoform 2 of SUMO-activating enzyme subunit 1 0S=Mus musculus GN=Sae1
Q80TV8-2  Claspl 0433534613 0.362076223 011066258 0.95509921 Isoform 2 of CLIP-associating protein 105=Mus musculus GN=Clasp1
Q9CRI6  Ppid 0.436332788 0.360182151 0.658595638 0.18138115 Peptidyl-prolyl cis-trans isomerase D 05=Mus musculus GN=Ppid PE=15V=3

Q9ES97-S  Rtn3 0052207117 0436342049 0360172933 0069154514 0297268015 0.526851816 Isoform 5 of Reticulon-3 OS=Mus musculus GN=Rtn3
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Q606684 Hnrmpd 0.106734255 0.436356287 0.360158763 -0.082139415 0495870745 0.304631514 Isoform & I 00.05=
Q8BLK3  Lsamp -0.048899318 0.436526648 0.35098924 0405769612 0.39172048 Limbic system-associated membrane protein OS=Mus musculus GN=Lsamp PE=1 5
Q60668 Hnrmpd 0.106301837 0.43703839 0.350480413 0495870745 0.304631514 Heterogeneous nuclear ribonucleoprotein DO 0S=Mus musculus GN=Hnrnpd PE=1 5V=2
Q60676 PppSc 0.068919727 0.437460687 0.350060969 0497803387 0302042153 = I ppSC PE=15)
Qw8 Griad 0.110799859 0437511423 0.350010603 0872995511 0.058987989 Glutamate receptor 4 05=Mus musculus GN=Griad PE=1 5V=2
70429 vl 0.087353587 0.438969523 0.357565631 0255073234 0503335111 protein O5=M B
AZAHC3  Camsapl 13601186 0.439265471 0357272933 0137607729 0861357172 Cal protein 1 05=M; amsap1 PE=15V=1
Q6R891  Ppplrdb -0.038688658 0.439397749 0357142172 0546487275 0.262419946 Neurabin-2 05=Mus musculus GN=Ppp1r9b PE=15V=1
055234 Psmbs 005119548 0.44013294 0.356416127 0614696562 0211339216 type-5 05=M PE=15V=3
oogses  Cita 0.12680383 0.440894777 0.355665046 0298217663 0.525466638 Clathrin light chain A 0S=Mus musculus G
Q61733 Mrpsa1 0.174414984 0.440943881 0.355616679 0.156214866 080627764 | protein 531, N=Mrps31 PE=2 V=1
Q9CT10  Ranbp3 0038471197 0.441038421 0.355523556 0498015832 0.302756851 305=Mus muscul sv=2
Q3UHC7-3  Dabip -0.09686866 0.441725798 0.354847236 0355043036 0.449719001 Isoform 3 of Disabled homolog 2-interacting protein OS=Mus musculus GN=Dab2ip
Qsxvs  Arenl 0.061336078 0.442682175 0.353907965 0812505712 0.090125474 Coatomer subunit delta O5=Mus musculus GN=Arcn1 PE:
Q64336 Tbrl 1426545008 0.442721314 0.353869569 0872478226 0.059245403 T-box brain protein 1 05=Mus musculus GN=Tbr1 PE=15V=2
P854 Ywhag -0.098831247 0.443037596 0.353559419 0586771035 0.231531333 14-3-3 protein theta 05=Mus musculus GN=Ywhag PE=15
P68254-2  Ywhag -0.098940456 0443157316 0.353442077 058223689 0.234900281 Isoform 2 of 14-3-3 protein theta O5=Mus musculus GN=Ywhag
Q99K48-2  Nono 0.234450895 0.44398304 0.352633619 0583753098 0.233770132 Isoform 2 of Non-POU d 05=Mus musculus GN=N
Q80UM3  Naals 0.038359815 0.444434281 0352192449 0.838900669 0.05114237 N-al 15, Nata lus GN=Naa15 PE=15V=1
Q9pees  Tomma20 0084337772 0.445330635 0351317428 0.844957881 0073164939 =M sv=1
Q08093 Cnn2 0.053138002 0.445866163 0.350795485 0779778411 0.108028793 Calponin-2 05=Mus musculus GN=Cin2 PE=15V=1
0351362 Neam2 0.031405399 0.446066779 0.350600119 011517794 0.938630693 molecule 2 05=Mus muscul
QssPQ7  Sgsm1 0.268415914 0.446357652 0350317015 0116408119 0.934016729 Small G protein signaling modulator 1 05=M
Q9161 Rablb 0.055806267 0.446479943 0.350198046 075723007 0.120771632 Ras-related protein Rab-18 O5=Mus musculus GN=Rab1b PE=1 SV=1
Qowu2s  Pfdns 0076295159 0.446679901 0.350003589 0935361501 0.029020509 Prefoldin subunit 5 05=Mus musculus GN=Pfdn5 PE=1 V=
U lagap2 -0.22636974 0.447458407 0349247328 0072642232 113881082 Ras ik 1QGAP2 05=Mus musculus GN=lqgap2 PE=1 SV=2
P69S66  Ranbpg -0.137878603 044752716 0.349180603 0714555288 0.145964163 9 08=Mus musculus GN=Ranbp PE=15V=1
P16332  Mut 0.448591871 0.348148601 0.540585367 0267135714 oA mutase, =M PE=15V=2
PE3101  Ywhaz K 0.449218296 0.347542564 0675816176 0.170171417 14-3-3 protein zeta/delta OS=Mus musculus GN=Ywhaz PE=1 SV=1
QORIR2  Trim3 K 0.449377715 0.347388469 0084070893 1075354338 Tripartite 3.08=Mus musculus GN=Trim3 PE=1 SV=1
Q9CRD2  Emc2 K 0.451167821 0.345661884 0512811014 0.290042656 0s=M, PE=2SV=1
Q80TKO  Kiaa1107 0.452050476 0.344813069 0742335147 0.129399977 Uncharacterized protein KIAA1107 OS=Mus musculus GN=Kiaa1107 PE=2 SV=5.
20357 Map2 - 0.452074885 0.34478962 0.50404463 0.297531008 Microtubule-associated protein 2 Of v=2
Qomg  Rpl3 0. 0.452002547 0.344772653 0.832006493 0079873284 I protein 138 05=M
P43275  Histlhla 0452270171 0.344602055 0482989721 0.316062112 Histone H1.1 0S=Mus musculus GN=Hist1h1a PE=1 SV=2
070310 Nmt1 K 0.45277287 0.344119604 0403554092 0.3040982 PE=15V=1
Qo517 seg2 -0 0.453054514 0.343849539 0713804838 0.146420513 Secretogranin-2 5=
P16546  Sptanl 0.453436031 0.343483973 0342349959 0.46552972 Spectrin alpha chain, ythrocytic 1 05=M: PE=15V=4
Q9am7  Mpi 0.453550689 0.343374169 0595730838 0.224949918 Mannose-6-phosphate isomerase OS=Mus musculus GN=Mpi PE=2 SV=1
PSOSS0  Pa2gd -0 0.454673288 0.34230056 0328273691 0483763922 protein 2G4 05=M; PE=15)
QOIWTO  Cbs K 0.454980977 0.342006761 0090722588 1042284568 Cystathionine beta-synthase OS=Mus musculus GN=Cbs PE=2 5\
a7mas  owbl 0.454997052 0341991417 0461273456 0.336041536 Ubiquitin thioesterase OTUB1 05=Mus musculus GN=Otub PE=1 5V=2
055013 Trappe3 0455392732 0.341613905 0769257149 0.113928459 Trafficking protein particle complex subunit 3 05=Mus musculus GN=Trappc3 PE=15V=1
Q6384 Mapk3 K 0.457935447 0339195738 074990438 0.12499411 Mitogen-activated protein kinase 3 05=Mus musculus GN=Mapk3 PE=15V=5
089112 Lancll 0.458122689 0339018199 086364385 0,063665315 LanC-ke protein 1 0=Mus musculus GN=Lancl1 PE=15
Q9Deso  Crot K 0.458394913 0.338760211 0058122689 1235654301 ] =M rot PE=15)
Qo2 s K 0.450333048 0337872307 0781968098 0.106810965 Sorting nexin-4 05=Mus musculus GN=Snxd PE=2 V=1
Q9D1L0  Chehd2 K 0.450530258 0.337685887 0.669167989 0.174464843 Colled-coil-h I-helix d protein 2, hehd2 PE=2 SV=1
Q99Ka8  Nono 0.450816593 0337415361 0803434395 0.09504958 Non-POU protein O5=M
QSOWC7  Agfe2 0.460741776 0.336542408 0936433191 0.028523202 Arf-GAP domain and FG rep: 208=Mus
P26645  Marcks 0.461073625 0336220721 0260254065 0584602479 lanine-rich C- I
Qovers E 0.461430875 0.335893349 0312533105 0505103973 membrane protein C1orf95 homolog 05=M
QOIHGE-3  Reanl 0.461828112 0.335519634 0119083221 0.924149427 Isoform C of Calcipressin-1 05=Mus musculus GN=Rcan1
QORIT2  Sael 0. 0.462206332 0335164109 0412431372 0.384648307 10s=M PE=15V=1
Q8BHC1  Rab3oh 0.46259209 0.334801797 0521885404 0.28242485 Ras-related protein Rab-398 0S=Mus musculus GN=Rab39b PE=2 SV=1
Q60648 Gm2a K 0.462878664 0.334532837 0073791297 1131994856 tivator 05=M
61022 Chpl K 0.463523395 0333028301 0434677551 0.361832788 Calcineurin 8 homologous protein 1 0S=Mus musculus GN=Chp1 PE=15V=2
Qocxus  Eiftb 0.463998734 0.333483205 0974344488 0011287467 1b OS=Mus musculus GN=Eif1b PE=2 5V=2
Q8BU0  lars K 0.464193805 0.33330066 0652437268 0.185461239 ligase, I =25v=2
ABH630 0.46467989 0332846122 0182452231 0.738850821 UPF0364 protein C6orf211 homolog 0S=Mus musculus P
Q92281 0. 0.465219401 0332342183 0858100353 0.06646192 UPFO183 protein C160rf70 homolog 05=Mus musculus PE=2 V=2
P39a47  Tipl -0.144100008 0.46643064 0331212029 0311008124 0.507102608 Tight junction protein Z0-1 05=Mus musculus GN=Tjp1 PE=15)
003061 Psmb1 0.466745733 0330919643 0349337072 0.456755324 type-105=M PE=15V=1
Q9CRB2  Nhp2 0.46695887 0330721371 0339018719 0.469776321 H/AC 0s=M; PE=2SV=1
Q9189 Mrpi28 0.466975131 0.330706247 0936610049 0.02844077 | protein L28, =M pI28 PE=2 5V=3
QeNss2  Dgkb -0 0.467631766 0.330095995 0926525279 0.023867783 Diacylglycerol kinase beta OS=Mus musculus GN=Dgkb PE=2 5V=2
27773 Pdia3 0.469195961 0.328645735 0.760015089 0.119177785 Protein disulfide-isomerase A3 05=Mus musculus GN=Pdia3 PE=15V=2
Q97109 Vars 0.469708083 0328171966 0599507466 0.222205404 Valine--tRNA ligase 05=Mus musculus GN=Vars PE=2 SV=1
Q023573 Ankl -0.108252244 0.469754019 0328129496 0388835123 0.410234513 Isoform Er3 of Ankyrin-1 0S=Mus musculus GN=Ankl
PS39963  Cnbp -0.260205591 0.47049104 0327448643 0172368012 0.763543328 Isoform 3 of Cellular nucleic acid-binding protein OS=Mus musculus GN=Cnbp
QSPGF7  Exoc8 0.179132536 0.470585513 0327361447 006181683 1208893269 0s=Mus PE=15V:
QBPHOB-2  Erc2 0032217849 0.47084112 0327125616 0999893393 4.63014€-05  Isoform 2 of ERC protein 2 05=Mus musculus GN=Erc2
Apbb1 0.054065425 0471512675 0.326506629 0270633156 0.567618998 Amyloid beta Ad precursor protein-binding family 8 member 105=Mus musculus GN=Apbb1 PE=15V=3
1 Hmgb2 -0.128875002 0.471907144 0326143048 0912996265 0.039530999 High y 82 05=M;
Q8BNUO-2  Armcs K 047213738 0325031615 0.169326864 0.771274134 Isoform 2 of Armadillo reps rotein 6 05=Mus
P61963  Dcaf? K 04724329 0.325659866 095976934 0.017833128 DDBI1- and CUL4-associated factor 7 O5=Mus musculus GN=Dcaf7 PE=2 SV=1
QoiKFs  Purll 0472706179 0.32540872 0813000472 0.089909202 ol protein 105=M PE=15V=3
Q9DAWS  Cnn3 -0 0.472803806 0325319036 0926456651 0.033174896 Calponin-3 05=Mus musculus GN=Cin3 PE=15V=1
Q3u1gs  Rars2 0473070918 0325073749 0.538000624 0.269217221 Probabl ligase, lus GN=Rars2 PE=15\
asazm2  Cesap K 0.475080546 0323232753 0202414154 0,693759123 Centriole, cilia and spindle-associated protein O5=Mus musculus GN=Cesap PE=2 V=1
P38060  Hmeel 0.475805774 0322570292 0407413647 0.389964428 oAlyase, I sv=2
Pa7915  Rpl2g -0 0475893331 0322490382 0961435466 0017079861 I protein 129 05=M: PE=25)
035459 Echl 047649228 0321944131 0713614099 0.146536578 Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial O5=Mus musculus GN=Ech1 PE=1 SV=1
QsM8N4  Sdr3gul K 0.476824964 0321641015 0962639924 0.016536131 Epi 05=Mus muscul
Q8PEOL  Snmp40 -0.102962586 0.477291566 032121624 0524626444 0.280149822 US small 0s=Mus
P33175  Kifsa -0.045: 0.480007351 0318752111 0594992793 0.225488294 Kinesin heavy chain isoform 5A 0S=Mus musculus G
QozIwe  stk39 0.058018514 0.480694603 0318130754 0875521688 0.057733091 proll protein
AIKGF7-3  Plcb2 -0.045815537 048123021 0317647117 0349461432 0.456600748 Isoform 3 of . 05=Mus musculus GN=Plcb2
Arfs 0.481669054 0317251255 0637177876 0.195739312
P63005  Pafahlbl 0.481760974 0317168383 0634136936 0.19781695 Platel PE=15V=2
QOWTRS  Cdh13 0.481897435 0.317045386 0342333301 0.465550738 Cadherin-13 Os:
Q64475 Histih2bb 0.481967519 0316082229 0.64063486 0.193389433 Histone H2B type 1-8 05=Mus musculus GN=Hist1h2bb PE=15V=3
QoiKag  Shaglb1 0.482145389 0316821982 0.500512442 0.300585122 Endophilin-B1 OS
PSa071  Idh2 0482231672 0316744269 0475851923 032252817
P63216  Gng3 0.482449696 0.316547963 0150218955 0823275263 Guanine nucl N=Gng3 PE=15V=1
P23818  Grial 48403069 0315127101 091777897 0.037261898 Glutamate receptor 1 05=Mus musculus GN=Grial PE=1 SV=1
P70207  Plna2 0.484455511 0.314746099 0442800385 0.353694923 Plexin-A2 0S=Mus musculus GN=Phnia2 PE=1 V=
Q3TEA-3  Hplbp3 0.485158554 0314116307 0513194653 0.289717877 Isoform 3 of Heterochromatin protein 1-binding protein 3 05=Mus musculus GN=Hp1bp3
QBROH7-4  Gnas 0.485175042 0314101548 0.964608078 0.015649105 Isoform XLas-4 of p forms XL N=Gnas
QoKsL  Mygl 0.485201981 0314077434 0187815651 072626822 protein MYG1, lus GN=Myg1 PE=15V=1
Q51011 Gnb3 0.485449889 0.313855594 089372768 0.048794791 Guanine nucleotide-binding protein G()/G(S)/G(T) 05=Mus musculus GN=Gnb3 PE=15V=2
Q63829 Commd3 0.485760029 0313578224 0537684675 0.269472342 COMM domain-containing protein 3 0S=Mus musculus GN=Commd3 PE=2 5V=1
P355E5  Aplml 0046152727 0.485794376 0313547517 0141551539 0.849085404 AP-1 complex subunit mu-1 0S=Mus musculus GN=Ap1m1 PE=15V=3
P165462  Sptanl 0.024630094 0.486656085 0312777882 0326621786 0.460144144 Isoform 2 of Spectrin alpha chain, non-erythrocytic 1 05=Mus musculus GN=Sptan1
QsBwe  Eif2a 0.061141294 0.487068958 0.312409508 0344241437 0.463136854 b1y PE=25)
Qoazss  Vps29 0.069835783 0.488140506 0311455153 067005746 0.173305014 Vacuolar d protein 20 0S=Mus muscul B
PS9999  Arpcd 0.488926258 0.310756638 0617202013 0.200508709 Actin-related protein 2/3 complex subunit 4 OS=Mus musculus GN=Arpcd PE=15V=3
QoS8 Ppaa3 0.489087154 0310613743 0290967149 0.536156041 Protein tyrosine phosp! e IVA3 05=M: pda3 PE=15V=1
P12658  Calbl 0.489354074 0310376792 0643497239 0.191453312 Calbindin OS=Mus musculus GN=Calb1 PE=1 5V=:
PaBa2S  Gstp2 0.489414817 0.310322887 009500619 1021836883 P20s=M p2 PE=2 5V=2
035609 Scamp3 0489782203 0.3 0328366203 0.457963985 Secretory carrier-associated membrane protein 3 05=Mus musculus GN=Scamp3 PE=15V=3
Q9DASY  Gng12 870409 0.300918794 0872120355 0059419095 Guanine nucleotide-binding protein N=Gng12 PE=15V=3
QoON7  syt12 0.490709066 0300175018 0.666562562 0.176159082 Synaptotagmin-12 OS=Mus musculus GN=Syt12 PE=2 SV:
Qsa67a  Srm 0.490756553 0.309133892 0935842641 0.028797171 Spermidine synthase OS=Mus musculus GN=Srm PE=2 SV=1
P62874  Gnbl 0.491045844 0.30887796 0762472968 0.117775549 Guanine nucleotide-binding protein G()/G()/G(T) 05=Mus musculus GN=Gnb1 PE=15V=3
A2M05-3  Ndorl 0.491839663 0.308176452 0165925014 0.780085781 Isoform 3 of NADPH-dependent diflavin oxidoreductase 1 0S=Mus musculus GN=Ndor1
P977972  Sirpa 0491952271 0.30807703 0316797902 0.499217704 Is0form 2 of T protein phosphatase non-recept us musculus GN=Sirpa
PSg774  Tpm2 0.494226821 0.30607369 0661103017 0.179730861 Tropomyosin beta chain OS=Mus musculus GN=Tpm2 PE=1 5
Q9OIX3  Gorasp2 0.494446713 0.305880506 0870666977 0.060147927 Golgi Iy protein 2 05=M p2 PE=15V=3
Q99IX32  Gorasp2 0.495342084 0.305004773 0911796443 0.040102106 Isoform 2 king protein 2 05=Mus musculus GN=
P29758 at 0.495034129 0.304576004 0992906238 0,003091761 Ornith =M PE=15V=:
Q920P5-2  AKS 0.49503529 0.304574987 0679315593 0.167928417 Isoform 2 of Adenylate kinase isoenzyme 5 05=Mus musculus GN=AKS
65 Tmsbdx 0.496569536 0.304019927 0715714245 0.145260339 Thymosin beta-4 05=Mus musculus GN=Tmsbdx PE=1 SV=1
Q7TSYe7  Celfa 0.496581382 0.304009568 0644732402 0.190620503 Isoform 7 of CUGBP Elav-like family member 4 05=Mus musculus GN=Celfd
Qo0a93  Cpe 0.49672892 0.303880555 0484901737 0.31434626 Carboxypeptidase € 05=Mus musculus GN=Cpe PE=15V=2
QBVE70  Pdcd10 0.496751338 0.303860955 0282881008 0.54839621 Il death protein 10 05=M PE=15V=1
Qscioa  Pygb 0.497610427 0303110528 0509769289 0.292626332 Glycogen brain form OS=M; PE=15V=3
87 Actrl0 0.498495112 0.302339096 0066721001 1175736863 Actin-related protein 10 0=Mus musculus GN=Actr10 PE=15V=2
Q8BWG8  Arrb1 0.498543418 0302207013 0281304328 0.55068466 Beta-arrestin-1 05=Mus musculus GN=Arrb1 PE=1 SV=
Qg2 Pacst 0.498667812 0.302188664 0984611302 0.006735183 acidic cluster 108=Mus muscul
PEOS21  Gabarapl2 0.499384708 0.301564761 0208891124 0.680080014 Gamma-aminobutyric acid receptor-associated protein-like 2 O abarapl2 PE=15V=1
Qs6a07  Sen 0.499494494 0.301469295 091882296 0.036768161
assvia  Qdpr 0.499859939 0301151668 0218435045 0.660677683 Dihydropteridine reductase OS=Mus musculus GN=Qdpr PE=
A2ZANOSS  Ubrd 0500921645 0.300230202 0815045344 0.088818229 Isoform 5 of £3 ubiquitin-protein ligase UBRA 0S=Mus musculus GN=Ubr4
Q88767 Ndrgs 0501503729 0.299725834 0921074034 0.035705461 Protein NDRG4 O5=Mus musculus GN=Ndrg4 PE=1 5V=1
Q9OKK7  Dpp3 0501691482 0.299563272 0.144306989 0.840712635 Dipeptidyl peptidase 3 05=Mus musculus GN=Dpp3 PE=2 V=2
QsUKs  Rable 0501755255 0.29950807 0511482788 0.291168976 Rab-like protein 6 0S=Mus musculus GN=Rabl PE=15)
70372 Elavit 0502771192 0.208629614 0197120132 0.705269019 ELAV-like protein 1 05=Mus musculus GN=Elavl1 PE=1 5V
QsBwy3 et 0502889217 0.298527676 0910747817 0.040601861 Eukaryotic release 108=Mus musculus GN=Etf1 PE=15V=4
P22599  Serpinalb 0.503058449 0.208381553 0.103683655 0.984289701 Alpt psin 1-2 05=M PE=15V=2
Q9z1F9 ba2 0.503243566 0.208221769 0078913666 1102847779 0s=M; PE=15V=1
Q64478 Histih2bh 0.504927384 0296771075 0.640649571 0.193379461 Histone H2B type 1-H OS=Mus musculus GN=Hist1h2bh PE=15)
P31 Wars 0.504988431 0.296718571 0.669164642 0.174467015 o ligase, cytoplasmic O5=M PE=15V=2
QsvDMa  Psmd2 0505136908 0.296590899 0118720442 0.925474496 265 proteasome non-ATPase regulatory subunit 2 05=Mus musculus GN=Psmd2 PE=1 V=1
P16627  Hspall 0505620785 0.296175082 0852404233 0.069354402 Heat shock 70 kDa protein 1-like 05=Mus musculus GN=Hspall PE=2 5V=4
Q8PDLO Dynclli2 0.506744276 0.295211149 0932985871 0030124933 Liight 205=M PE=15V=2
Qa3 Miec 0507508191 0.204556944 0443002195 0.3535059 Malectin 05=Mus musculus GN=Mlec PE=2 5V=2

QUM76  Arpc3 0035723105 0507734178 0.294363601 0000915034 0991439471 0.003733795 Actin-related protein 2/3 complex subunit 3 05=Mus musculus GN=Arpc3 PE=15V=3
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Q9aXY6  Ehd3 0020116723 0510271474 020219871 0063520349 0324307969 0.463052925 EH domain-containing protein 3 0S=Mus musculus GN=Ehd3 PE=15V=2
P32883 ras 0510429166 0.292064518 0861675396 0.064656308 GTPase KRas 0S=Mus musculus GN=Kras PE=15)
P2547  Impdh2 0510828822 0.291724607 0848322572 0.071438977 - 2 08=Mus musculus GN=Impdh2 PE=15V=2
P600A1 st 0511728218 0.290960634 0602679415 0.219913642 Somatostatin OS=Mus musculus GN=Sst PE=2 SV=1
Q99M87-3  Dnaja3 0512263575 0.290506524 0454037199 0.342908564 Isoform 3 of Dnal homolog subfamily A member 3, mitochondrial OS=Mus musculus GN=Dnaja3
Q99PVO  Prpf8 0512731918 0.290109647 0679012678 0.168122117 80s= o sv-
Q8BMI3  Eiflax 0513111101 0.289788589 0963355708 0016213325 1, I sv=3
0885693 Hnrmpa2b1 051501812 0.288177491 0407036351 0.390366804 Isoform 3 I
Qs Tt 0516572735 0.28686852 0347230798 0.450381761 CCARN) N=Trt1 PE=15V=1
Q00898 Serpinale 0517852869 0.285793613 0123644074 0.907826693 Alpt psin 1-5 05=M
0U6  Ddx17 0517906003 0.285749055 0.560736792 0.251240948 Probable helicase DDX17 0S=M 7 PE=2 SV=1
Qo736 Yest 0517986558 0.28568151 01141512 0.942519517 Ty kinase Yes 05=M:
Q8ves?  sisfa 0518548319 0.28521077 0756465363 0121210953 h splicing factor 4 0S=Mus muscul
QBOXA6  Reps2 0519324104 0.284561519 0342198279 0465722179 Ral d Eps 2 08=Mus musculus GN=Reps2 PE=1 5V=1
a7 sie 0519464742 0.284443924 0.608853167 0.21548743 Serine racemase O5=Mus musculus GN=Srr PE=15V=1
Q61768 Kifsh 0519670659 0.284271803 0909078925 0.04139841 Kinesin-1 heavy chain OS=Mus musculus GN=Kifsb P
Q3nze  Famosa 0.520280948 0.283762077 0.56813048 0.24554503 Protein FAMIBA 05=Mus musculus GN=Fam98a PE=2 SV=1
Q61831 Mapk10 0520436319 0.283632403 0562524151 0.249858827 Mitogen-activated protein kinase 10 0S=Mus musculus GN=Mapk10 PE=1 SV=2
Q99PT1  Arhgdia 0520742722 0.283376791 080528172 0.004052159 inhibitor 1 05=M PE=15V=3
Qocza22  Carkd 0520906271 0.283240415 0547715686 0.261444821 Isoform 2 of ATP-d =M arkd
PA7809  Map2ks 0522691682 0.281754412 0.644242387 0.190950705 d protein 0S=Mus musculus GN=Map2ké PE=1 5V=2
Q6065 Cep170 0.523224684 0281311775 0941013594 0.026404103 C of 170 kDa O5=M; ep170 PE=15V=2
Q9DOL8  Rnmt 0524197204 0.2805053 0567767679 0.245829334 mRN lus GN=Rnmt PE=1 5V=1
Q32MW3  Acot1o 052447498 0280275225 0711725802 0.14768729 Acy 10, 0s=Mus sv=1
P35285  Rab22a 0.524945647 0.279885661 0637865355 0.195270986 Ras-related protein Rab-22A O5=Mus musculus GN=Rab22a PE=1SV-=:
035344 Kpna3 0525741307 02792279 0071456025 1145961147 Importin subunit alpha-4 0S=Mus musculus GN=Kpna3 PE=15)
083053 Corola 052579906 0279180195 042916138 0.367379367 Coronin-1A 0S=Mus musculus GN=Corola PE=1 SV=5
QoW1 stkas 0526898931 0.278272682 0635005731 0.197222355 Serine/threonine-protein kinase 25 0S=Mus musculus GN=Stk25 PE=15V=2
Q623933 Tpds2 0526918866 0.278256251 0219052284 0,650452214 Isoform 3 of Tumor protein D52 0S=Mus musculus GN=Tpd52
Q8VCHO  Acaalb 052728713 0277952829 0278136195 0.555742491 3-ketoacyl-CoA thiolase B, peroxisomal OS=Mus musculus GN=Acaalb PE=1 SV=1
Qgk1s  Lyma 0528026031 0.277344666 0893504271 0.0489033 protein 4 05=M [
QsaTo Dpy30 0528357524 0.277072104 0255721027 0.502233559 Protein dpy-30 homolog OS=Mus musculus GN=Dpy30 PE=1 5V=1
Q80960 Kpnal 0528921317 0.276608929 0517010178 0.286500907 Importin subunit alpha-5 0S=Mus musculus GN=Kpnal PE=1 5V=2
P61982  Ywhag 0529788767 0.275897254 0815025833 0.088828626 14-3-3 protein gamma O5=Mus musculus GN=Ywhag PE=1 5V=2
PBA075  Hpca 0529963706 0275753871 020379406 0.69080848 Neuron-specific calcium-binding protein hippocalcin OS=Mus musculus GN=Hpca PE=15V=2
Q@RS74  Prpsap2 0530105953 0275637319 0.580176489 0.236439875 protein 2 05=M, p2 PE=15V=1
QSF2E7  Nufip2 0530360027 0275429216 0205992368 0.686148871 Nuclear fragile X 2 08=Mus musculus GN=Nufip2 PE=1 SV=
P04370-4  Mbp 0531359995 0274611146 087027463 0.060343677 Isoform 4 of Myelin basic protein 05=Mus musculus GN=Mbp
Q81086 Ankfyl 0532703374 0.273514553 039627044 0.402008323 Ankyrin repeat and FYVE 108=Mus musculus GN=Ankfy1 PE=2 V=2
PS6380  Nudt2 0533296765 0.273031051 0993352257 7 Bis(s" I lus GN=Nudt2 PE=1 5V=3
PS2800  Efnb2 0533453428 0.27290349 0413199656
P13020  Gsn 0533727755 0.272680213 0767828547
P328832  Kras 0535069423 0.271589866 0881450252
Qsows7  Mtdh 053500652 0.271567874 0964717282 0.015599942 Protein LYRIC O5=Mus musculus GN=Mtdh PE=15V=1
QowuBa  Detné 0536319884 0.270576101 0737425094 0.132282 o =15v=1
PI352  Gpxl 053645121 0.270469771 0814158318 0.089291136 105=M
QsPAK3  Prmts 0536610732 0.270340646 0689125021 0.161701981 Protein PE=25V=2
QOERKA  Csell 0537065492 0.269972751 0917626802 0.03733391 Exportin-2 05=Mus musculus GN=
a7maKo  Avn2l -0.073490012 0537071764 0.269967679 049178961 0.308220651 Ataxin-2-like protein OS=Mus musculus GN=Atn2I PE=1 V=1
QsMsNO  Coripl. 0.538582144 0.268748049 0699574267 0.155166174 CB1 cannabinoid recep protein 105=M nrip1 PE=15V=1
QOK8  Apam1 0.030973987 0538746761 0.268615328 0.153665035 0813424941 AP- 05=Mus musculus GN=Ap3m1 PE=15V=1
21107 Tpm3 0.042630354 0538748182 0.268614182 0772489262 0.112107549 Tropomyosin alpha-3 chain OS=Mus musculus GN=Tpm3 PE=1 5V=3
QOR020  Zranb2 0024618626 0539099495 0.268331075 0627610095 0.20231008 protein 2 05=M,
Q8OXNO  Bdh1 0.034803373 0539504373 0.268005031 0.558490277 0.25284383 D-be
Pdiad 0,034706051 0540201042 0.267444583 0632792005 0.198739017 Protein disulfide-isomerase A4 05=Mus musculus GN=Pdiad PE=15V=3
Q9D883  Chmpab 0031071515 0.54093059 0.266858458 0.545555076 0.263161399 Charged dy 4b O5=M: hmpab PE=15V=2
Q9D338  Mrph9 -0.060273881 0542184023 0.265853284 0171996451 0.764480514 I protein L19, 0s=M: B
Q810045 Nrcam 0542234555 0.265812809 0125100827 0.902739821 Isoform's
BIAZP2  Digapd K 0542434468 0.265652722 0849885186 0.070639741 Disks protein 4 05=M
P70208  Plna3 K 0.54268588 0.265451478 0330025544 0.480269708 Plexin-A3 0S=Mus musculus GN=Phna3 PE=1 5V=2
Qgcave  Mapiicab 0543067591 0.265146114 0737586323 0.132187145 Microtubule-associated proteins 1A/18 light chain 38 0S=Mus musculus GN=Map1lc3b PE=1 V=
P31938  Map2kl 0.544939266 0.263651897 0501650192 0.299599018 Dual specificty mitogen-activated protein kinase kinase 105=Mus musculus GN=Map2k1 PE=1 5
035691 Pnn K 0545803299 0.262963844 0885980423 0.052575875 Pinin 05=Mus musculus GN=Pnin PE=1 5V=4
P70168  Kpnbl 0546799072 0262172231 0420202711 0.376541149. Importin subunit beta-105=Mus musculus GN=Kpnb1 PE=15V=2
Q90832 Dnajba 0.548085728 0.261151507 0051045414 1202043273 Dnal homolog subfamily 8 member 4 05=Mus musculus GN=Dnajbd PE=2 5
Q9024 Cedea7 K 0548112199 0.261130532 0814635442 0.089036699 Coled: 47 08=Mus musculus GN=Ccdcd7 PE=2 V=2
POS0A1  Pgk2 0. 0.548657565 0.260698628 0094630694 1023967974 kinase 2 05=M s
Qspces  Miff 0.549355301 0.260146681 0991624301 0.003652839 0s=M, PE=15V=1
Q7827 Neplla 0. 0549871289 0.250738956 0960708101 0.017408547 Nucleosome assembly protein 1-fike 4 0S=Mus musculus GN=Nap114 PE=1 5V-
Q9avRs  Acot2 K 055037715 0.250339605 063003051 0.200638419 Acy 2, lus GN=
Q8NZLO  Soga3 K 0551210832 0.258682257 0397434352 0.400734598 Protein SOGA3 05=Mus musculus GN=Soga3 PE=2 V=2
P10518  Alad 0551498376 0.258455762 0647235002 0.18893740: =M PE=15V:
Qgcams  Txndc1? 0.52022364 0.257335844 0841796461 0.074792904 Thioredoxin protein 17 05=Mus musculus GN=Txndc17 PE=1 V=
P238193  Gria2 0553184068 0.257130336 040198702 0.395787969 Isoform 3 of Glutamate receptor 2 05=Mus musculus GN=Gria2
Qsk21  Afip2 0553210287 0257109752 0536034237 0.270807471 Arfaptin-2 0S=Mus musculus GN=Arfip2 PE=2 5V=2
Qgote7 L7 0553717188 0.256711996 0071485601 114578143 Leucine-rich rep: 7 08=Mus musculus GN=Lrrc7 PE=1 5V=2
Qopcs1  Pmpea 0554229653 0.256310242 0839283048 0076091549 p Ipha OS=Mi PE=15V=1
103 Pahb K 0554353175 0.25621346 0508919735 0.293350707 Protein disulfide-isomerase OS=Mus musculus GN=Pahb PE=15V=2
PS4761  Ephbd 0.54663178 0.255970664 0581317102 0.2355869 Ephrin type-8 receptor 4 0S=Mus musculus GN=Ephb4 PE=1 5V=2
Qosias  Rac2 K 0554993403 0255712179 0232550003 063348365 Ras-related C3 substrate 2 05=M PE=2SV=1
PO7901  Hsp90aal K 055508178 0.255643028 0201754537 0.69517669 Heat shock protein HSP 90-alpha 05=Mus musculus GN=Hspg0aa1 PE=15
Q9ES974  Rtn3 0555116798 0.255615631 0289986187 0.537622688 Isoform 4 of Reticulon-3 05=Mus musculus GN:
PS4823 D6 0.152457997 0555616639 0.255224757 0129700974 0.887026629 Probable
Q9IXU3  Pipakac 0.113924907 0.556233598 0.254742782 0997176596 0.0012279: hosphate 4-k o 05=Mus muscul
Q9CYRO  Ssbpl 0120041778 0557086078 0.254077695 00618257 1208830055 d I
008967 Cyth3 0.117083998 0557122468 0.254049327 0.895300074 0.04803138 Cytohesin-3 05=Mus musculus GN=Cyth3 PE=1 SV=1
P62812  Gabral 0557176452 0.254007247 0282946084 0548206312 b 0s=M, PE=15V=1
Q8CBE3 Wdr37 05580132 0.253355528 0.166269523 0.77918735 WD rep: 37 08=Mus musculus GN=Wdr37 PE=2 V=1
P631S8  Hmgbl 0558644095 0.252864788 0471502377 0.326516113 High v 8105=M; PE=15V=2
Q3TBW2  Mrpl10 0.50349954 0.252316394 0539407253 0.26808321 I protein L10, sv=2
Q80TS36  Lphn3 0.560264198 0.251607129 0371525585 0.430011273 Isoform 6 of Latrophilin-3 0S=Mus musculus GN=Lphn3
Q03958 PfdnG 0.560683766 0.251282018 0843260596 0074038193 605=M =2 5v=1
Q8CAYS  Acat2 0561434697 0.250700751 0943144855 0,0254216 AcetyhC: lus GN=Acat2 PE=15V=2
QO7133  Histthit 0562124726 0.250167311 0799284832 0.007298429 Histone H1t 05=Mus musculus GN=Hist1h1t PE=1 SV=4
P26049  Gabra3 0562743257 0.2496897 0225089552 06476446 b d recept =M PE=15V=1
Q8CHO9  Sugp2 0.563688897 0.248960519 0738185018 0.131834244 SURPand protein 2 05=M PE=25V=2
P043709  Mbp 0.235855035 0565359625 024767521 0880202544 0.055372976 Isoform 9 of Myelin basic protein 05=Mus musculus GN=Mbp
008582 Gtpbpl 0.06453645 0.565083613 0.247196143 0400726989 0.397151407 GTP-binding protein 1 05=Mus musculus GN=Gtpbp1 PE=15V=2
QSPOK9  Nrxn3 0027151309 0.566079691 0247122426 0827650026 0.082153267 Neurexin-3 05=Mus musculus GN=Nrn3 PE=1 5V=2
P043705  Mbp 02377232 0.56¢ 2 0.24687335 0869471925 0.060744437 Isoform 5 of Myelin basic protein 05=Mus musculus GN=Mbp
23819 Gria 0,041050429 0.566636032 0.246605813 0275767764 0.550456502 Glutamate receptor 2 05=Mus musculus GN=Gria2 PE=1 5V=3
Q61335 Beapal 0.082899035 0566996725 0.24641945 0715846636 0.145180012 B-cellreceptor-associated protein 31 05=Mus musculus GN=Bcap31 PE=1 SV=4
Q8vcM8  Neln 0.568643489 0.245159929 0565112263 0.247865268 Nicalin O5=Mus musculus GN=Ncln PE=2 5V=2
PS3657  PKIr 0.569191686 0.244741452 0515866156 0.287462963 Pyruvate kinase PKLR OS=Mus musculus GN=PKlr PE=2 V=1
Q69ZW3  Ehbp1 0.569262491 0.244687431 0.864000453 0.063440793 EH domain-binding protein 1 05=Mus musculus G|
Q971832 Plcbl 0569700246 0.244353593 0746106995 0.127198888 Isoform B of £
Q8BHI7  Gabras 0570600329 0.243667982 0345653344 0.461359238 d recept
QBCECS  Nkiras 0570999933 0.243363943 0771220485 0.112816375 NF-kappa-8 inhi protein 105=M
P97470 ppdc 0571058259 0.243319583 0470430492 0327504536
Gabra2 0571929359 0.242657609 0347072944 0.45957924 b d =M
Q9ERIS  Rdh14 0572728538 0242051177 079721311 0.008425568 Retinol dehydrogenase 14 05=Mus musculus GN=Rdh14 PE=2 SV=1
Q9EQUS3  Set 0573688237 0.241324055 0717330191 0.14428089 Isoform 3 of Protein SET OS=Mus musculus GN=Set
Q614112 Hras 0574314367 0.240850319 0830227099 0.080803095 Isoform 2 of GTPase HRas 0S=Mus musculus GN=Hras
Q6PsE4  Uggtl 0574385201 0.240796758 0994354202 0.002458887 M
QoDBWS  Psmd12 0575476515 0.239972395 0363480299 0439519123 12 08=Mus
QscPa Markd 0576283307 0.239363961 0674550154 0.17097996 MAP/microtubule affinity-regulating kinase 4 OS=Mus musculus GN=Marké PE=1 V=1
P70296  Pebpl 057711527 0238737434 0947288128 0.023517906 protein 105=M
Qoa¥3  Dnajc7 0577560051 0.238402854 0093112817 1.030990534 Dnal homolog subfamily C member 7 0S=Mus musculus G
60487 Pdxp 0577678306 0238313942 0309583444 0.509222273 Pyridoxal phosphate phosphatase O5=Mus musculus GN=Pdxp PE=1SV:
Qso0162  Dx17 0578679022 0.237562261 0230098018 0.636391746 Isoform 2 of Probable ATP-dependent RNA helicase DDX17 0S=Mus musculus GN=Ddx17
Paga28  Thea 0.578836961 0.237443785 0095366977 1020601985 AOS=Mu
P30677  Gnald 05795564 0.236904294 0572047454 0.242567943 Guanine nucleotide-binding protein 0s=M: PE=15V=2
P04370-13  Mbp 0580209478 023634782 0910431754 0.040752603 Isoform 12 of Myelin basic protein 05=Mus musculus GN=Mbp
P35235  Ppnil 0.580503706 0.236195003 0115027445 0.93919852 tase non- tus musculus GN=Ptpn11 PE=15V=2
Qocaso  Pels 0581505918 0.23537865 0618543547 0.20862972 6-phosphogluconolactonase OS=Mus musculus GN=Pgls PE=2 V=1
Q608753 Arhgef2 0.5820627 023503023 0877650364 0.056678463 Isoform 3 of
Q802383 Shank2 0582449796 0.234741503 0920058837 0.03575978 Isoform 3 of SH3 and multpl protein 2 05=M,
P62830 Gnb2 0.582713259 0.2345451 0.774904164 0.110752005 Guanine nucl G(1)/G(S)/G(T) 0S=Mus. lus GN=Gnb2 PE=15V=3
Q641P0  Actr3b 0583331301 0.234084719 0579167981 0.237195456  Actin-related protein 38 05=Mus musculus GN=Actr3b PE=2 SV=1
Q92004 Vpsis 0583357377 0.234065306 0529210417 0.276371616 Vacuolar d protein 16 homolog OS=Mi ps16 PE=15V=3
Q3UHDI-2  Agap2 0.583638657 0.233855951 0089274148 1049274287 Isoform 2 of Arf-GAP with GTPase, ANK repeat and PH d protein 2 05=M
QOEPWO-2  Inppéa 0583774876 02337546 0575010861 0.240323952 Isoform 2 of Type | inositol 3, phosp! =M
PSO172  Hsd11bl 0.584500501 0233215112 009919673 1.003502645 Corticost isozyme 105=M 1b1 PE=15V=3
Q3umdas  Ppplr7 0584529098 0.233193865 0.686384506 0.163432528 Protein phosphatase 1 regulatory subunit 7 05=Mus musculus GN=Ppp1r7 PE=15
Q9D6Is  Ndufv2 0.585046724 0.232809 0.645965018 0.189791 9 flavoprotein 2, PE=15V=2
QT2 Sorbs2 0585081145 0.232783898 0382571485 0.417287403 Sorbin and SH3 Mus musculus GN=Sorbs2 PE=15V=2
QB40R3  Hepacam 0586201747 0.231952891 09950814 0001748772 I PE=15)
Q9caro  Mrpli 0586348149 0.231844422 0.484768087 0314465978 I protein L11, os=Mi 1PE=25V=1
Q6068 Cdes 0587014729 0.231351001 0763017841 0.117465307 C ik 05=Mus musculus GN=CdcS| PE=1 5V=2
Q641P02  Actr3b 0587102244 0.231286259 0472200847 0.325782195 Isoform 2 of Actin-related protein 38 OS=Mus musculus GN=Actr3b
Q8872 Mrps27 0587315821 02311283 0.286728063 054252979 I protein 527, lus GN=M
QOEPWO  Inppéa 0588239052 0.230446147 0676323652 0.169845424 Type linositol 3, h =
P63260  Actgl 0588878293 0.220974454 0267652072 0.57242939. Actin, cytoplasmic 2 05=Mus musculus GN=Actg1 PE=15)
Q387222 Osbp 0.589596861 0.229444837 0065730861 118223068 Isoform 2 of 108=Mus musculus GN=Osby
QOWV32  Arpclb 0.590038649 022011954 0.56920832 60098 Actin-related protein 2/3 complex subunit 18 0S=Mus musculus GN=Arpclb PE=2 5V=4
035215 Dat 0590120145 0.229059559 0072118432 1141953723 D-dopach lus GN=Ddt PE=15)
Q031732 Enah 050158608 0590167065 0.22902503 0676955679 0.169439764 Isoform 1 of bled homolog 05=Mus musculus GN=Enah
Q9ETOL  Pygl -0.039412758 0.590276588 0.228944422 0302443057 0519356381 Glycogen liver form OS=M: PE=15V=4




Bum insignificant, Veh insig.

Accession _Gene Lo Students T Test in Bumetanide _-Log10 T Test in Bumetanide _Log2 fold change in Vehicle _Students T Test in Vehicle _-Log10T Test in Vehicle _Description
008579 Emd 0.049031029 050047486 0.228798588 -0.079681485 0699515575 0.155202612 Emerin 05=Mus musculus GN=Emd PE=1SV=1
Q9DIMO  Sec13 0.592448585 0227349333 0851383417 0.069874813 Protein SEC13 homolog OS=Mus musculus GN=Sec13 PE=2 SV-=
QOR1P3  Psmb2 0503514771 0.226568468 0296601687 0527826383 type-2 05=M PE=15V=1
PS7724  Pebpd 0504209521 0.22509462 0062419023 1.204683031 Poly(rC)-binding protein 4 05=Mus musculus GN=Pcbpd PE=2 5
QIwg  Ralb 594404428 0.225017964 0850910444 0.055068241 Ras-related protein Ral-8 05=Mus musculus GN=Ralb PE=2 SV=1
Q9avio  Dnaja2 0504914028 022554579 0391977718 0.4067386: Amember 2 05=M PE=15V=1
a7isct  Prrcza 0595225637 0225318372 0728994707 0.137275625 Protein PRRC2A 05=Mus musculus GN=Prrc2a PE=1 SV=1
Q8vDk1  Nitt 0596015337 0.224742564 0511999697 0.290730296 Nitrilase homolog 105=Mus musculus GN=Nit1 PE=2 5V=2
088741 Gdapl 0596950718 0.224061521 0825185158 0.0834485 G
Q8VHHS  Agap3 0.597034948 0.224000247 0798387196 0.007786436 Arf- ., ANK repeat and PH rotein 3 05=Mus
QOI¥ES  Ipog 0597312447 0.223798435 0.585980027 0.232117186 Importin- 05=Mus musculus GN=lpo PE=15V=3
P36536  Sarla 0597574826 0.223607706 0635635097 0.196791516 GTP-binding protein SAR1a 0S=Mus musculus GN=Sarla PE=2 SV=1
P2604: dx 0597895481 0223374729 0.063603698 1196517636 Radixin 05=Mus musculus GN=Rdx PE=1 SV=
Q92085 Fdps 0597977029 0223315499 0285549297 0544318905 lus GN=Fdps PE=15
P61200  Cops2 0.599624747 0222120452 0.568005348 0.245578767 C 0s=M, 0ps2 PE=15V=1
Q6A0AY  FAM120A 0599795851 0.221996503 0647286428 0.188903499 Constitutive coactivator of PPAR-gamma-like protein 1 05=Mus musculus GN=FAM120A PE=1 5V=2
QsBv1  Psmds 060073038 0.221320404 0692208877 0.150706373 lus GN=Psmds PE=15V=4
P35283  Rabl2 0601878523 0.220491154 0238240216 0,622984926 Ras-related protein Rab-12 0S=Mus musculus GN=Rab12 PE=15V=3
27612 Plaa 0602019231 0.220389635 0812684567 0.090077988 protein O5=M PE=15V=4
Q9oKP3  Cryl 0602449247 0.220079534 0733064369 0134857889 Lambd-crysalin homolog 05=Mus musculus GN=Cryl PE=2 Sv=3
P043707  Mbp 0604738578 0218432325 0879463597 0.055782132 Isoform 7 of Myelin basic protein 05=Mus musculus GN=Mbp
088737 Bsn 060532268 0.218013054 0895205586 0.048077217 Protein bassoon OS=Mus musculus G 15v=4
Q84105 Spr 0.605794954 0217674389 086430239 0063289065 Seplapteri eductase 05=Mus musculus GN=Spr =1 5V=1
Q8zP3 Ube2o 0.6066157 0.217086354 0819947534 0.086213936 enzyme £2 0 05 PE=15V=3
QSPHO8  Erc2 0.609079836 0215325778 0592413251 0.227375236 ERC protein 2 05=Mus musculus GN=Erc2 PE=2 5V=2
Q80U7  Rab3gapl 0610697491 0.214173864 0694777654 0.158154158 Rab3 =M PE=2 SV=4
Q8R326  Pspcl 061078504 0214111609 0897495558 0.046967692 Paraspeckle component 105=Mus musculus GN=Pspcl PE=1 V=1
QoDsVe  Syapl 0610811243 0.214092078 0434187853 0.36232233; protein 105=M sv=1
Q8185 Cphad 0612158656 0.213136005 0468163298 0329602636 Complexin-3 05=Mus musculus GN=Cpha PE=1 5V=1
29533 Veaml 0613082685 0.212480949 0510438557 0.292056528 Vascular cell adhesion protein 1 05=Mus musculus GN=Vam1 PE=15V=1
QgRas  Cadmd 0613135603 0.212443465 0913708885 0.039192152 Cell adhesion molecule 4 O=Mus musculus GN=Cadmd PE=1 5V=1
Q8R180  Eroll 0613187152 0.212406954 0.659016904 0.181103445 ERO1-like protein alpha OS=Mus musculus GN=Erol PE=1 SV=2
Q921E2  Rab3l 0614813918 021125631 0649920425 0.187139814 Ras-related protein Rab-31 0!
P61967  Aplsl 0615682898 0.210642909 0175267357 075628961 AP-
PS6395  Cybsa 0616037731 0.210392687 0067548114 1170386774 Cytochrome b OS=Mus musculus GN=Cyb5a PE=1 5
Qopes2  Tprgll 0616238679 0.210251046 062878333 0.20149898 Tumor protein p63-regulated gne L-fke protein 05=Mus musculus GN=Tprg1l PE=15V=1
QoI09  Wdri3 0616535776 0210041718 0480512449 0.318295356 WD N=Wdr13 PE=1 5V=
CXT8  Pmpch 0617683125 0.200234264 0793677159 0.100356118 Mitochondrial-processing pepudase subunit beta OS=Mus musculus GN=Pmpcb PE=2 V=1
QsDIcO Smarca2 0619059041 0.20826793 0807235694 0.0929996: 0s=M, PE=15V=1
008583 Alyref 0619242889 0.208138972 089458859 0.048376645 THO complex subunit 4 O5=Mus mustu\us GN=Alyref PE=15V=3
0705032 Hsd17b12 0619250674 0.208133512 0.187050077 0.728042108 Isoform 2 of Estradiol 1 1205=M 7b12
QOIVR7  Mapllc3a 0619497219 0.207960639 0782372616 0.106586359 Microtubule-associated proteins 1A/18 light chain 3A 05=Mus musculus GN=Map1ic3a PE=15V=1
Q88R63  Fam177a1 0619671434 0.207838524 0.774605385 0.110919488 Protein FAM177A1 05=Mus musculus GN=Fam177a1 PE=2 5
QZE7 Tsnax 062054746 0.207224998 03424422 0.465412721 protein X 05=Mus musculus GN=Tsnax PE=1 SV=1
Q51686 Chis 0.620674084 0.207136388 0963037453 0.016356823 Chromobox protein homolog 5 0S=Mus musculus GN=Cbx5 PE=1 5
Q61425 Hadh 0620968097 0.206930712 0530783997 0.27508218 Hydroxyacy
P81 Actal 0016895019 0621257313 0.206728486 0289174726 0.538839667 Actin
P043708  Mbp 021525799 0621289444 0.206706025 0909586403 0.04115604 Isoform 8 of Myelin basic protein O
Qsreos Qi 0.075926805 062155288 0.206521917 0865988224 0.062488014 Protein QIL1 0S=Mus musculus GN=Qil1 P
Q9DeIs  Ndufbs -0.107930872 0622151984 0.20610351 0.114050048 0.94290109 1beta PE=15V=1
70302 Stim1 -0.049885733 0622271061 0.206020395 0484243865 0.314935872 Stromal interaction molecule 1 0S=Mus musculus GN=Stim1 PE=15V=2
Q906162 Ndufv2 0622379679 0.205044596 0.550562524 0.250193354 Isoform 2 of NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial O5=Mus musculus GN=Ndufv2
QUEPN1-2  Nbea K 0622728836 0.205701023 0496844042 0.303779914 Isoform 2 of Neurobeachin 0S=Mus musculus Gf
Q99PLS-11  Rrbpl K 0623050757 0.205476572 0389526442 0.409463056 protein 105=M
Q8R1B4  Eifc K 0623071544 0.205462083 0425822731 0.350837792 Eukaryotic translation intiation factor 3 subunit C OS=Mus musculus GN=Eif3c PE=1 SV=1
Q8676 Akr7a2 0623233059 0.205349518 0455071765 0.341920109 Aflatoxin 81 member 2 05=Mus musculus GN=Akr7a2 PE=1 5V=3
QsBW1  Prune -0 0623750258 0.204989262 0767852289 0.114722317 Protein prune homolog 05=Mus musculus GN=Prune PE=2 SV=1
Q6PGN3-3  Delk2 0,624202004 0.204674881 0955535652 0.019753105 Isoform 3 of Serine/threonine-protein kinase DCLK2 O5=Mus musculus GN=Dclk2
QOROPY  Uchll K 0626231511 0.203265083 0772749655 0.11196118 Ubiquitin carboxyl-terminal hydrolase isozyme L1 05=Mus musculus GN=Uchl1 PE=1 5V=1
P12815  Pdcds K 0626910437 0.2027945 074131966 0.12999448; Il death protein 6 05=M: PE=15V=2
Q90243 Cedea? -0 062724439 0.202563214 0363696467 0.439260918 Isoform 3 of I protein 47 05=M cdca7
Q90ps  Aks K 0628050158 0.202005671 0895540835 0.047914606 Adeny 505=M PE=25V=2
Qo2aws  Pyerl K 0628215601 0.201891282 0.149644839 0824938257 Pyrrol y 1, 0s=M PE=25V=1
Q9DCN2  Cybsr3 0.030963038 0628241937 0.201873076 0205545721 068709156 hrome bs reductase 3 05=M VbSr3 PE=15V=3
Qgscaw2  Arlgb -0.017013406 0628284231 0.20184384 0111658111 0.95210972 -like B OS=M: lus GN=Arigb P
QsPols  Ecm29 -0.061832172 0629377651 0.201088683 053491258 0271717188 rotessome-assoited protein ECM29 hamolog 05=Mus musculus G
Q9oLFa  Ricb -0.038807885 0629659673 0.20089412 0263940073 0.57849466 PE=25V=1
Q613013 Ctnna2 0013523061 062994896 0.200694637 0523484184 0.281096435 Isoform 3 of Catenin alpha-2 0S=Mus musculus GN=Ctnna2
088201 znf326 063035768 0.200412952 0930526471 0.03127126; =M N=Znf3;
Qo715 Cacna2d3 0.630456114 0.200345139 056356322 0.249057358 I I
QSPEBS  Mobd 0630719908 0.200163461 017430474 0.758466618 MOB-lke protein phocein 05=Mus musculus GN=Mobd PE=15
P70195  Psmb7 0630845061 0.200077293 0941819989 0.02603209 type-7 05=M PE=15V=1
QBPHZ2-4  Camkad 0.068573829 0631347714 0.199731387 0.652448755 0.185453593 Isoform 3 of Kinase type
BOF284  Nigndl -0.07508589 0631455786 0.199657053 0383467413 0.416271536 Neuroligin 4-like O5=Mus musculus GN=NIgna| PE=1 5V=
PSS258  Rabsa 0.030588737 0631636042 0.199533096 0504929166 0296765543 s rlated protelnRab-8A S=Mus museuhis G~fshf PE-L =2
QSPHZ2  Camkad 0.068253498 0632207907 0.199078256 0662056313 0.179105069 C: protein kinase type I =M amk2d PE=1 5V=1
Q9CRSL  Atpévigl K 063277645 0.198749692 0614784044 0.211277412 V-type proton ATPase subunit G 105=Mus musculus GN=Atp6v1g1 PE=2 V=3
Q9DBCO  Selo K 0634023661 0.197894534 0.692683482 0.150465168 Selenoprotein O 0S=Mus musculus GN=Selo PE=2 V=4
Q8VEH3  Ariga 0634176057 0.197790159 081551744 0.088566747 factor-like protein 8A 0S=M PE=25V=1
26041 Msn 0635862726 0.196636632 0127422706 0.894753176 Moesin 05=Mus musculus GN=Msn PE=15V=3
P97471  Smada K 0636485183 0196211702 055962309 0.252104375 Moth h M Jlus GN=Smadd PE=1 5V=2
Q9N Mtor K 0636712752 0.196056452 0710707387 0.14830917 M PE=15V:
Qoz0H3  Smarchl K 063770365 0.195381008 0080041402 1096685313 d regulator of chr family B member 105=Mi PE=15V=1
Qscas7  pexsl K 0637834412 0.195202054 0.580392704 0.236278055 PEXS-related protein OS=Mus musculus GN=Pex5| PE=15V=2
Q61655 Ddx19a -0.067181664 0637980785 0.195192401 0.763200049 0.11736161 DDX19A 05=M: sv=2
Q02819 Nucb1 0639245642 0194332224 0813040611 0.089887761 Nucleobindin-105=Mus musculus GN=Nucb1 PE=15V=2
Q8BYRS-7  Cadps2 063044942 0.194193802 0490371481 030474755 Lcform 7 of Calcim:-dependent screion acthator 2 0S=Ms stk GN=Cadps2
Q8RO7L  Itpka -0.059700579 0639953692 0.193851451 095413819 0.020388721 3-kinase A 5= pa PE=2 5V=1
0703053 Atn2 0640469783 0.193501355 0379038269 0.421316939 Isoform 3 of Ataxin-2 05=Mus musculus GN=Atxn2
Q643322 Syn2 0641588295 0.192743568 0263401254 0.579382162 Isoform llb of Synapsin-2 0S=Mus musculus GN=Syn2
Q9QUHO Gl 064242513 0.192177479 072247836 0.141175157 Glutaredoxin-105=Mus musculus GN=Glrx PE=1 5V=3
P63017  Hspag -0.015307665 0643327075 0.191568171 0987249509 0.005573074 Heat shock cognate 71 kDa protein 05=Mus musculus GN=Hspa8 PE=1 SV=1
WV96  Timm10b 0643335791 0.191562287 0474884842 0323411693 inner membrane Tim10 B OS=Mus musculus GN=Timm10b PE=2 SV=1
Q8Koz7  Tacol 0643618523 0.191371465 0481655466 0.317263507 Translational acti 108=Mus musculus GN=Taco1 PE=15)
Q9aXV0  Peskin 064506476 0.189791174 0888361717 0.051410165 PraSARS 05=Mus musculus GN=Peskin PE-L 5V=2
Q8713 Cede132 -0.053658217 0646230923 0.189612265 0393307118 0.405268194 Isoform 3 of C I d protein 132 05=M, cde132
P61750  Arfa 0.646864716 0.189186537 0951325538 0.021670844 ADP-ribosylation factor 4 05=Mus musculus GN=Arf4 PE=1 SV=
055057 Pde6d 0.647705454 0.188622446 0932524724 0.030339645 Retinal rod rhodop 3,5cyclic GN=Pde6d PE=15V=1
Q6PDQ2  Chd4 0647922293 0.188477077 082345134 0.08436205 protein 4 05=M hd4 PE=15V=1
P28656  Naplll 0647998983 0.188425676 0943020015 0.025479089 Nucleosorme assembly protein 1-like 105=Mus musculus GN=Nap1l1 PE=1 5V=2
Erh 0648048517 0.188392479 071318535 0.146797586 Enhancer of rudimentary homolog OS=Mus musculus GN=Erh PE=1 SV=1
P628SE  Rps28 0648316462 0.188212051 0296820993 052749221 I protein 528 05=Mus musculus GN=Rps28 PE=2 SV=1
8K400  Stxbps 0648338782 0.188197999 0423463162 035314245 protein 5 05=M p5 PE=15V=3
QoziKs  Arihl 0.649365386 0.187510865 0306474391 0.51360581 E3 ubia ligase ARIH1 05=Mus musculus GN=Arih1 PE=15V=3
Q51016 Gng? 0650690263 0.186625692 0978508164 0.009435547 Guanine nucleotide-binding protein 05=Mus musculus GN=Gng7 PE=2 5V=2
Q9CPva-2  Gloda 0651395555 0.18615521 0332907026 0.477677038 Isoform 2 of protein 4 05=M
Q8BFU3S  Rnf214 0651460428 0.18611196 0358897033 0.445030132 Isoform 5 of RING finger protein 214 05=Mus musculus GN=Rnf214
BOEIA23  Cttnbp2 0.652485824 0.185428919 0558453323 0.25301312 Isoform 3 of Cortactin-binding protein 2 05=Mus musculus GN=Cttnbp2
Q92208 Lires9 065252252 0.185404495 0444898275 0.351739278 Leucine-rich repe 59 08=Mus muscul sv=1
Q8VHS13  Rbm39 0652541929 0.185301577 0121606367 0.915043686 Isoform 3 of RNA-binding protein 39 0S=Mus musculus GN=Rbm39
QOERF3  Wdr61 0652921003 0.185139301 0767974269 0.114653331 WD rep: 6105=Mus musculus GN=Wdr61 PE=2 V=1
Q9D061-3  Achds 0652082609 0.185008385 0110784935 0.955519294 Isoform 3 of Acyh-C: 6 08=Mus musculus GN=Acbd
P80 Gad2 0654194105 0.184293374 0199530433 0699971267 205=M PE=25V=1
Q91X96  Rabif 0655610576 0.18335405 0292186456 0524329919 Guine nuclotids exchangs factr MSSA OSsMus s GN=Rabit 2 5V
QoDBL7  Coasy 0655777476 0.183243504 0835288343 0.07816357 N=Coasy PE=1 5V=2
Dol st7 0655787289 0.183237006 0720872566 0.142141502 Syntaxin-17 05=Mus musculus GN=5tx17 PE=1 SV=1
QSOYN3  Beas 0655818158 0.183216563 0749843256 0.12502951 Breast carcinoma-amplified sequence 1 homolog 05=Mus musculus GN=Bcas1 PE=2 V=3
Q8BHE3  Atcay 0656089821 0.1830367 0728587281 0.137518414 Caytaxin OS=Mus musculus GN=At sv=1
Q7813 Bax 065617399 0.182980988 0297075011 0.527132562 Apoptosis regulator BAX OS=!
P20483  Sag 0657572053 0.182056653 0175700944 0755203659 S-arrestin OS=Mus musculus GN=Sag PE=1 SV=1
Q99L04  Dhrs1 0658394823 0.181513593 091675382 0037747272 105=M PE=25V=
Q62159 Rhoc 0.658845934 0.18121613 097582763 0.010626889 Rho-related RhoC 05=Mus musculus GN=Rhoc PE=1 5V=2
Q9CaFy  Peyoxt 0650588019 0.180727282 0.978006959 0.00965805: =M PE=15V=1
P16045  Lgalsl 0660614113 0.180052153 0907979285 0.04192406 Galectin-1 05=Mus musculus GN=Lgals1 PE=15V=3
Q8vER  Mrps23 0661774555 0.179289935 0434260824 0.362249348 I protein 523, lus GN=Mrps23 PE=15\
Qg4 Gins 0662100791 0.179075893 0573572113 0241411972 Gl protein 5, PE=15)
D020 Nisc3a 0663327639 0.178271906 0907304025 0.042247162 Cytosolic 5-nucleotidase 3A 05=Mus musculus GN=Nt5c3a P
QORO0Q7  Piges3 0.665287572 0.176990589 0381697849 0.418280288 E synthase 3 05=M PE=15V=1
Qscces vpss3 0665355152 0.176946476 0.5850359 0.232149892 Vacuolar d protein 53 homolog OS=Mi ps53 PE=2 V=1
Q91Ma  Golga2 0665839899 0.176630184 0.468940046 0.328882679 Golgin subfamily A member 2 0S=Mus musculus GN=Golga2 PE=2 5
P35436  Grinza 0666147141 0.176429832 0306506239 0.513560681 Glutamate receptor ionotropic, NMDA 2A 05=Mus musculus GN=Grin2a PE=1 5V=2
Q8PD03 Ppp2rSa 0670312701 0173722551 0955954938 0.019562579 Serine/threonine-protein phosphatase 2A 56 kDa regulatory Ipha isoform 0S=M p2r5a PE=2 SV=1
Qo8 sernt 0672171894 0.172519651 0391981007 0.406734876 Secernin-1 05=Mus musculus GN=Scrn1 PE=1 SV=1
Qgolba  Gpsi 0673333602 0171769712 0398726385 0.399325025 C 105=M:
Pa7738  Aldh2 0674258741 0171173415 0871032158 0.059965811 Ald 05=Mus musculus GN=Aldh2 PE=15V=1
120233 App 0674292419 0171151723 0.180568042 0.743359112 Isoform APPTS1 of Amylid beta A4 protein 05=Mus musculus GN=ADD
Qxe9  Drg2 0674523924 0.171002642 0426015117 0.3705749 protein 2 05=M
P62317  Snrpd2 0675329805 0.17 3 0557087963 0.254076225 Small 5m D2 05=M:
Q9oKi3  Eme3 0676203298 0.169922715 0605250735 0.21806467: 305
QBCHG7  Rapgef2 0677065773 0.16936914 0621395385 0.206631977 Rap guanine nucleotid 208=Mus
P28028 raf 0677577897 0.169040769 0068858315 116204361 Serine/threonine-protein kinase B-raf OS=Mus musculus GN=Braf
QoR1P4  Psmal 0677621391 0.169012893 0213120761 0,67135590: type-10; I
P20341  Pabpcl 0678175363 0.168657992 063801415 0.195169689 protein 105=M
QSPARS-4  Gapvdl 0678257254 0.168605553 0895643473 0.047864835 Isoform 4 of and N=Gapvdl
Qskaoe  Plcl2 067834866 0.168547028 0486612894 031281638 ke protein 2 05=M
Q99NB8  Ubaind 0.680443434 0.167207973 0.696942684 0.156802937 Ubiquilin-4 0S=Mus musculus GN=Ubqind PE=15V=1
Q99K70-2  Rrage 0680781082 0.166992521 0847954558 0.071627421 Isoform 2 of protein C 0S=Mus musculus GN=R
P62806  Histlhda -0.034740477 0.681282866 0.166672534 0062130874 0228135884 0,641806399 Histone Ha 05=Mus musculus GN=Hist1hda PE=1 5V=2
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Qozov1  Detn3 -0.027014136 0683637071 0.165174395 0075745463 0741501228 0.129835416 Dynactin subunit 3 0S=Mus musculus GN=Dctn3 PE=2 SV=2
Qowuss  Pygm 0.019064036 0,683800786 0.165070404 0081146436 1090730551 Glycogen muscle I sv=3
088653 Lamtor3 -0.035304873 0684277197 0.164767933 0508148768 0.294009123 Ragulate LAMTOR3 O5=M; amtor3 PE=15V=1
QsBizI-4  Ankslb 0053421264 0684317733 0.164742206 0661211648 0.179659504 Isoform 4 of Ankyrin repeat and sterile alpha motif domain-containing protein 18 0S=Mus musculus GN=Anks1b
Qovas  Rpnl -0.05328643 0.68772541 0.162584929 0497320341 0.303355918 Dolichyl 1 N=Rpn1 PE=15V=1
Q90829 lah1 -0.03063784 0687858159 0.162501107 0969159707 0.01360465 hydrol 1 homolog OS=Mus musculus GN=lah1 PE=1 SV=1
Q62178 Semada 0081623233 068789189 0.16247981 0818382332 0.087043755 Semaphorin-4A 05=Mus musculus GN=Semada PE=15\
Q9D7N3  Mrpsd 0.164435592 0.687899084 0.162475269 0923514433 0.034556313 I protein 59, 05=Mus muscul sv=3
QssFas  Wdrs2 0.062766251 0688257049 0.162249332 025042118 0.58509457 WD 82 05=Mus musculus GN=Wdr82 PE=1 5V=1
Qazs0  LinTa -0.021426029 0689432301 0.161508373 0053173424 1274305373 Proten n-7 homolog A OS=Mus musculus GN-Lin7a PE=1 5V=2
Q8PGL7  Fam21 0.065034149 0689580475 0.161415044 0391371426 0.407410885 0s=M; =15v=1
Qsa010  Crk 0.04405933 0691307187 0.160328928 0573188222 0.241702742 Adapter molecule crk OS=Mus musculus GN=Crk PE=1 V=1
054991 Cntnapl 0073372536 0691509953 0.160145045 0073049918 1136380266 C d protein 105=Mus musculus GN=Cntnap1 PE=2 V=2
Q8CH77  Navi 0692225147 0.150752628 0205527661 0.68712721 Neuron navigator 1 05=Mus musculus GN=Nav1 PE=1 5V=2
Pas377  Akribg 0692604205 0.150514876 0339205668 0.469536899 protein 2 05=M PE=15V=2
Q88YP3  Rhof 069269235 0.150459609 0.866908398 0.06202679 Rho-related GTP-binding protein RhoF OS=Mus musculus GN=Rhof PE=2 V=1
Q88IZ1-S  Ankslb 0693223221 0.150126898 0621836362 0.206323886 Isoform 5 of Ankyrin repeat and sterile alpha motif domain-containing protein 18 0S=Mus musculus GN=Anks1b
Pa7791  Gsr 0.694517984 0.158316504 0613712047 0.212035352 3 =M =15v=3
QsPw1  Ber 0695073503 0.157969267 0990499223 0.004145861 Breakpoint cluster region protein OS=Mus musculus GN=Ber PE=15V=3
Qszaos4  Cnot 0696164562 0.157288088 0633818064 0.198035387 Isoform 4 of CCRA-NOT transcription complex subunit 1 0S=Mus musculus GN=Cnotl
v6 Iif2 0.696253098 0.157232859 0314836209 0501915325 K 208=M: PE=15V=1

088745 Scrgl 0.698422836 0.155881569 076311632 0.117409259 protein 105=M PE=25)

WIMs  Ruvbl2 0,69935869 0.155300024 047233106 0325753495 RuvB ke 2 05=Mus musculs GN=Ruvbl2 PE=2 SV=3
P1727  Ap2a2 0699729311 0.155069933 0722191537 0.141347605 AP-2 M 222 PE=15\
QOESTS  Anpazb 0.699732004 0.155067703 0354720083 0.450102102 Acidic leucine-rich nuclear phosphoprotein 32 family member B O5=Mus musculus GN=Anp32b PE=15V-=:
Q9CWSO  Ddah1 0701673774 0.153864756 0248009159 0.605374708 N(G)N(G)-dimethylarginine dimethylaminohydrolase 1 05=Mus musculus GN=Ddah1 PE=1SV-=
Q9DOL83  Rnmt 0.702016368 0.153652762 0593002298 0.226943624 Isoform 3 of =M
Q031734 Enah 0.703556104 0.152701265 0.744851491 0.127930309 Isoform 3 of Protein enabled homolog 05=Mus musculus GN=Enah
QoDezs  Eifk 0.704029655 0.152409047 0670918905 0.173320971 Eukaryotic translation intiation factor 3 subunit K OS=Mus musculus GN=Eif3k PE=15V=1
Q51239 Fta 0704411719 0.152173427 030857605 0510637784 Protein 05=Mus musculus GN=Fnta PE=15V=1
QOIKK7-2  Tmod2 0.704868658 0.1518018 0104793413 0.979666017 Isoform 2 of Tropomodulin-2 05=Mus musculus GN=Tmod2
P19324  Serpinhl 0705651723 0.151409594 0306949505 0.512933062 Serpin H1 05=Mus musculus GN=Serpinh1 PE=1 5V=3
Q9CQEL  Nipsnap3b % 0.151190018 0646791318 ipsnap3b PE=15V=1
Q8R4 Bph 0.707052394 0.150548403 0.105284817 sv=1
P33 Pcbpl 0707821899 0.150076005 097076584 0.012885514 Poly(rC)-binding protein 1 05=Mus musculus GN=Pcbp1 PE=1 SV=1
Q8kops  Gfm1 0.708124689 0.149890264 0388940439 0.4101169. Elongation factor G, mitochondrial O=Mus musculus GN=Gfm1 PE=2 SV=1
Q8BFYE  Pefl 0708639462 0.149574667 034721295 0.450404085 Peflin OS=Mus musculus GN=Pef1 PE=2 SV=
Q@RsI9 Alsips 0.700096106 0.1492949 0641919221 0.19251962 PRA1 family protein 3 05=Mus musculus GN=Arl6ipS PE=15V=2
P43274  Histlhle 0.700586956 0.148994377 0630772891 0.20012698  Histone H1.4 05=Mus musculus GN=Hist1h1e PE=15V=2
PEO764  Rac3 0709602879 0.148984631 0439980466 0.356557721 Ras-related C3 botulinum toxin substrate 3 0S=Mus musculus GN=Rac3 PE=1 SV=1
PS2479  Uspl0 0710151862 0.14864877 0625104573 0.204047324 Ubiquitin carb 10 05=Mus muscul sv=3
QoIMAL  Uspla 0.710595554 0.148377514 0394684845 0403749549 Ubiauitin carboy terminal hydrolase 14 05=Mus musculus GN=Usp14 PE=1 5V=3
Qocsa2  Prps2 0711081999 0.148080315 0552575624 0.257608277 2 08=Mus musculus GN=Prps2 PE=15V=4
Pag61s  Cdks 0712439813 0147251819 0691608996 0.160139367 Cyclin-dependent kinase 5 OS=Mus musculus GN=Cdks PE=1 SV=1
P43277  Histihid 0712877375 0.146985169 0579325747 Q23707717 Haling L3 05-Mus muschs GHeHitth1d Pe-1 5=
ascgss  Myef2 0713215843 0.146779018 0837360156 0.077087708 factor 2 05=Mus N=Myef2 PE=1 V=1
PS84 Histlhic 0.713485086 0.1466151 0.605365099 0.217982621 Histone H1.2 0S=Mus musculus GN=Hist1h1c PE=1 5
97372 Psme2 0713726471 0.146468196 0694503517 0.158269274 05=Mus musculus GN=Psme2 PE=2 SV=4.
Q8BFU3-4  Rnf214 0.041689092 0713935569 0.146340981 0542372407 0.265702413 Isoform 4 of RING finger protein 214 05=Mus musculus GN=Rnf214
Qoczas2  Nsflic 0023213203 0713967022 0.146321848 0081226348 1090303071 Isoform 2 of NSFLL cofactor p47 O=Mus musculus GN=Nsfl1c
23591 Tsta3 0.048223816 071398389 0.146311587 0.68378841 0.165078265 GDP-L-fucose synthase OS=Mus musculus GN=Tsta3 PE=2 SV=3
QssHo4  Pck2 -0.053320567 0715072989 0.145649627 0724141819 0.140176371 [6TPl, =M PE=15V=1
Qo218 Dpp6 0018797943 0715135498 0.145611664 0741526293 0.129873445 Dipeptidy! ik 6 08=Mus musculus GN=Dpp6 PE=15V=1

8842 fra2 0.003492558 0717710553 0.144050668 0483548387 0.315560061 ptor alpha-2 05=Mus =
Q80v24  Prickle2 081331 0717743261 0.144030876 0369586351 0.632264076 prckee proten 2 05Mus musculus G
Qa2 Msta 0028337821 0717771394 0.144013854 0.860006145 0.065498446 kinase MST4 05=M PE=2 SV=1
o8gas4 Vil 0.054418388 0719019842 0.143259125 0294130094 0.531460539 Vesicle transport through interaction with t-SNAREs homolog 18 05=Mus musculus GN=Vtilb PE=1 V=1
Q9aXK3  Copg2 -0.022007453 0719442838 0.143003706 0313240054 0.504121463 Coatomer subunit gamma-2 05=Mus musculus GN=Copg2 PE=2 5
P14131  Rpsl6 0.06469014 0719711747 0.142841409 018563552 0.731338921 405 ribosomal protein 16 05=Mus musculus GN=Rps16 PE=2 SV:

5 icu3 -0.040617204 0720377799 0.14243968 0288127005 0540416036 C: protein 3,
Q3rFa1  Spryd7 0722120144 0.14139054 0372047565 0.428352225 SPRY d protein 7 05=M
Q99LPs  Grpell 0722690327 0.141047758 0840280718 0.075570951 GrpE protein homolog 1, mitochondrial OS=Mus musculus GI
Q51316 Hspad K 0723741268 0.140416663 0106167735 0.974007449 Heat shock 70 kDa protein 4 05=Mus musculus GN=Hspad PE=1 SV=1
Q8603 Eri3 K 0.724645008 0.139874695 007356219 1133345349 Isoform 3 of ERIL exoribonuclease 3 0S=Mus musculus GN=Eri3
PS634  Coxl7 K 0725545265 0.139335488 0891335144 0.04995897 perone O=M ox17 PE=3 5V=2
PEOBA3  Eifdal -0 0725050583 0.139092042 0.980085905 0.008735856 Eukaryotic nitiation factor 4A-1 0S=Mus musculus GN=Eif4al PE=1 SV=1
Q7137 Ikbkap -0 0.726020964 0.139045455 0763324244 0.117290944 Elongator complex protein 1 05=Mus musculus GN=Ikbkap PE=2 5V=2
Q3UHDY  Agap2 0726700427 0.138644585 01145443 0.941026516 Arf- ., ANK repeat and PH 2 08=Mus musculus GN=Agap2 PE=2 SV=1
Q8ca374  Pexsl 0. 072678157 0.138506094 0691789071 0.160026304 Isoform 4 of PEXS-related protein OS=Mus musculus GN=Pexs!
Qoz062  Spk3 K 07271322 0.138386623 0387992257 0.411176942 SRSF protein kinase 3 0S=Mus musculus GN=Srpk3 PE
QM7 Pmm2 K 0727134295 0.138385372 0184042101 0735082817 0s=M,
Q92200 Pdpki K 0728019435 0.137857026 0570731562 0.24356811 d protein kinase 1 05=M Ipk1 PE=15V=2
Pagess  Fdxl 0728528673 0137553351 0433461901 0.363049069 Adrenod M PE=15V=1
P35803  Gpméb 0729257708 0137118972 023673681 062573421 Neuronal Mé-b 05=M PE=15V=2
QsgfEs  Famesa K 0729553238 0.136943011 0427825767 0.368733062 Protein FAMISSA 05-Mus musculus GN=Fam5a PE=1 Sv=2
Q9EQQS-2 Mgeas K 0730237501 0.136535844 0470900263 0.327062767 Isoform 2 NCOAT Os=
QsgeD2  Grm7 -0.198129883 0731751958 0.135636107 0738454018 0.131676542 705=M: PE=25V=1
asceN2 el 0731900592 0.135547902 0280315003 0.552352262 Protein SCAI OS=Mus musculus GN=Scai PE=1 5V=2
QBPHOB-4  Erc2 0733004248 0.134840188 0736038496 0.133099471 Isoform 4 of ERC protein 2 0S=Mus musculus GN=Erc2
Qe2351 e 0733257333 0.134743585 0125314244 0.901999562 Transferrin receptor protein 1 05=Mus musculus GN=Tfrc PE=1 V=1
Q9oKIs  Detn2 0733281032 0.134729549 0062346842 1.20518554 Dynactin subunit 2 05=Mus musculus GN=Detn2 PE=1 SV-=:
QocPx6  Atg3 0734249704 0.13415622 0.743665504 0.128622363 Ubiquitin-like-conjugating enzyme ATG3 05=Mus musculus GN=Atg3 PE=1 SV=1
Q9CYSB4  Serbpl 0734762425 0.133853061 0274938042 0.560765165 Isoform 4 of Plasminogen activator inhibitor 1 RNA-binding protein OS=Mus musculus GN=Serbp1
Q3UGYs  Arfgef3 0735518933 0.133406144 0.637008056 0.195855075 Brefeldin N=Arfgef3 PE=15V=1
Q9caas  Lsm7 0736207994 0.132946382 0079074683 110196254 UG snRNA-associated Sm-like protein LSm? 0S=Mus musculus GN=Lsm? PE=3 SV=1
Q80224 Negrl 0737043656 0.132506788 0.698765842 0.155668333 Neuronal growth regulator 10S=Mus musculus GN=Negr1 PE=1 SV=1
Q3TXUs  Dhps 0737138332 0.132451004 0775860242 0.110216502 v =M ps PE=2 5V=2
99028 Ugerh 0737913552 0.131994514 0271697639 0.565914135 Cytochrome b-c1 =M jqerh PE=1 5V=2
Q80 Nifall 0738053634 0131912077 0461341639 0.335077346 Putative GTP cyclohydrolase 1type 2 Nif31 05=Mus musculus GN=Nif3l1 PE=1 5V=4

P19157  Gstpl K 0.738244496 0.131799782 0053713635 1269915457 P10s=M p1PE=15V=2
Q1H9  Coa? 0738866835 0131433827 0438184208 0.358343278 Cytoch 7 08=Mus musculus GN=Coa? PE=2 SV=1
PO4627  Araf K 0739140812 0131272817 042646803 0.350209634 Serine/threonine-protein kinase A-Raf OS=Mus musculus GN=Araf PE=2 V=2
Q9DB27  Mets1 073960836 0.130998188 0557482426 0.253768819 Malignant 105=M PE=25)
Q9OMN1  Kars 0741214547 0.130056066 0391000695 0.40782247 Lysine--tRNA ligase 05=Mus musculus GN=Kars PE=15\

7101 Eif3g 0741484162 0.129898121 0855492526 0.06778378 Eukaryotic translation initation factor 3 subunit G 0S=Mus musculus GN=Eif3g PE=1 5V=2
QBPOKB-4  Caskinl 0742522116 0.129290607 0051981794 1284148733 Isoform 4 of Caskin-105=Mus musculus GN=Caskin1

WVIS  Gabbrl 0.744676061 0.128032607 0624824292 0.204242094 butyric acid type 8 108=Mus musculus GN=Gabbr1 PE=15V=1
008807 Prdud 0. 0744728591 0.128001973 0120487602 0.919057639 Peroxiredoxin-4 05=Mus musculus GN=Prdxd PE=1 SV=1
AASR2 Arfgef2 0.74501987 0.127832185 0865815393 0.062574697 Brefeldin 2 08=Mus musculus GN=Arfgef2 PE=15V=1
Q9QuIo  Rhoa K 0.745258642 0.127692979 0.839969534 0.05062486 Transforming protein RhoA O5=Mus musculus GN=Rhoa PE=1 SV=1
Q9oKYa  Gak 0.74526256 0.127690696 0821445054 0.085421481 Cyclin-G-associated kinase OS=Mus musculus GN=Gak PE=1 5V=2
P309993  Ctond1 K 0.745460054 0127575623 0304195221 0.516847613 Isoform 3 of Catenin delta-1 05=Mus musculus GN=Ctnnd1
BOV2NI3  Ptprs K 0745460219 0127575527 0276711529 0.557972747 Isoform 3 of Receptor-type ty = p

G2 Cchm K 0.745478087 0.127565118 0483800196 0315325881 105=Mus musculus GN=Chm PE=2 SV=1

PSS302  Lrpapl K 0.746688529 0.126860521 0869130435 0.060910544 Alpt d protein OS=Mus musculus GN=L sv=1
Q8BHSB3  Sybu K 0747318561 0.126494231 0113564899 0.9447583 Isoform 3 of Syntabulin O5=Mus musculus GN=5ybu
Q9QXK3-4  Copg2 K 0747982687 0.126108454 0315688373 0.500741413 Isoform 4 of Coatomer subunit gamma-2 05=Mus musculus GN=Copg2
Q8VHHS-2  Agap3 07 a 0.125815103 0944215244 0.024928992 Isoform 2 of Arf-GAP with GTPase, ANK repealand d protein 3 05=M
Q8668 Wdr26 0.748542524 0.125783523 0471827121 0326217099 WD 260 1=Wdr26 PE=2 SV=
0705892 Cask 0748594031 0.12575364 013370629 0873848162 Isoform 2 of eripheralplasma membrane protein CASK OS=Mus musculus GN=Cask
P68033  Actel 0.749025826 0.125503208 0.288876657 0.539287551 Actin, alpha cardiac muscle 1 05=Mus musculus GN=Actc1 PE=15V=1
Q97183 Plcb1 0749123 0.125446869 0794186101 0.100077718 : beta-1 05=M. PE=25V=2
PISS08  Sptb 0.749894839 0.124999636 0982806692 0.007531895 Spectrin beta chain, erythrocytic OS=Mus musculus GN=

CWHG  Psmag 0751017528 0.124349927 049037045 0.3004757 like 0= I
QS8R5 Adap2 0752262028 0.123630859 0587506432 0.230087374 Arf-GAP with dual PH d protein 2 05=M PE=25V=1
Q06335 Apip2 0752335188 0.123588625 0583720479 0.233788374 Amyloid-like protein 2 0S=Mus musculus GN=Aplp2 PE=15V=4
0884852 Dynclil 0752427418 0.123535388 0.548010289 0.261211288 Isoform 18 of G 1 lus GN=Dynclil
008529 Capn2 0752805533 0123317198 0734832016 0.133811398 Calpain-2 catalytic subunit O5=Mus mustulusGN:CaanP 25v=4
035621 Pmm1 0753489719 0.122022669 0382854614 0.416966114 105=M s
Q809963 Ppp2rse 0.753905434 0.122683126 0229815444 0,638620789 Isoform 3 of Serine/threonine-protein phosphatase 2A 56 kDa regulatory. p

8 K2 0754180489 0.122524707 0918420654 0.036958358 Kinesin light chain 2 05=Mus musculus GN=Kic2 PE=1 SV=1

Pag771  CoxTa2 0754996471 0.122055079 046401219 0.33347061 G 72, 0s=M ox7a2 PE=15V=2
PS50 Rab7a 0755112385 0.121988429 0981271597 0.008210772 Ras-related protein Rab-7a 05=Mus musculus GN=Rab7a PE=1 5V=2

WVKa  Ehd1 075637053 0.121265401 0264950645 0.576835019 EH domain-containing protein 1 0S=Mus musculus GN=Ehd1 PE=15V=1
Q8CGz0  Cherp 0756619759 0121122321 0488537403 0314672693 C: protein O5=M: herp PE=15V=1
Q63932 Map2k2 0757042282 0.120879887 0620560308 0.207216006 Dual specificty mitogen-activated protein kinase kinase 2 0S=Mus musculus GN=Map2k2 PE=1 SV=2
P63037  Dnajal 0758195971 0.120218528 0979961062 0.008791181 Dnal Amember 1 05=!
Q91X193  Osbplla 0758435228 0.120081503 0886714827 0.05221603 Isoform 3 of lated protein 1 05=Mus
Q88618 Necabl 0758893257 0.119819306 0344580523 0.462697932 N-terminal EF-h protein 105=M
Q8R3S6  Exocl 0750334167 0.119567058 0533126864 0273169433 105=M PE=15)
Q3UMRS  Mcu 0750541811 0.119448314 034488602 0462324409 C: protein, =M
Qgomin et 0750725123 0.119343512 0260738732 0.58379445 ELI v 105=M
QozoHs  Ciip2 7604233 0.118944584 0777897653 0.109077539 CAP-Gly protein 2 05=Mus musculus GN=Clip2 PE=15V=
Q9OKN9  Clint1, 0.760965704 0.118634916 0949835894 0,022351423 Clathrin interactor 1 05=Mus musculus GN=Clint1 PE=15
Q608755 Arhgef2 0761091654 0.11856304 0930395316 0.031332485 Isoform 5 of 208=m
Q80X85  Mrps7 0.762824368 0.117575482 0547876756 0261317124 | protein 7, 05=Mus musculus GN=Mrps7 PE=2 V=1
Q8BMK4  Ckapd 0762048134 0.117504985 0777500444 0.109299354 Cytoskels 4 408=M lus GN=Ckap4 PE=15V=2
PO7310  Ckm 0763741326 0.117053709 0064152598 1192785749 Creatine kinase M-type OS=Mus musculus GN=Ckm PE=1 5V=
008586 Pren 076427351 0116751193 099680487 0.001350639 34, h d dual-sp protein phosphatase PTEN 05=Mus musculus GN=Pten PE=1 SV=1
P62309  Snrpg 0764645232 0.116540015 0247591964 0,606263456 Small n =M pg PE=15V=1
Q8VEDY  Lgals! 764884552 6404 0232501855 0633573578 lated protein O5=Mus musculus GN=Lgals| PE=2 5\
Q8C7M33 Trimo 0020877227 0765642138 0115074173 0436449575 0.360065925 Isoform 3 of E3 ubiquitin-protein ligase lus GN=Ty
QUERR7  Sepls 0.040829846 0766848943 0.115200176 0423719796 0.372921246 15 kDa selenoprotein OS=Mus musculus GN=Sep15 PE=1 5
QQERTO  Ppplria -0.032555978 0767748893 0.114780801 0.690077568 0.161102089 Protein phosphatase 1 regulatory subunit 1A 0S=Mus musculus GN=Ppp1ria PE=2 V=1
Q3UTIZ4  Sorbs2 0.060865993 0.767762566 0.114773067 0719017541 0.143260514 Isoform 4 of Sorbin and SH3 protein 2 05=M:
Q61035 Hars -0.02886941 0767973109 0.114653987 0896789846 0047309318 ligase, lus GN=Hars PE=2 5V=2
P61027  Rabl0 0.02266734 0.768330044 0.114452184 0485900544 0.313444571 Ras-related protein Rab-10 0S=Mus musculus GN=Rab10 PE=1 5V=1
P97823  Lyplal 0114807722 0.768710636 011423711 -0.068242455 0657295649 0.182239243 Acyl-protein thioesterase 1 05=Mus musculus GN=Lypla PE=15)




Bum insignificant, Veh insig.

Accession _Gene Lo i ide _Students T Test in Bumetanide _-Log10T Test in Bumetanide _Log? fold change in Vehicle _Students T Test in Vehicle _-Log10T Test in Vehicle _Description
P62305  Snrpe -0.054855364 0769389832 0.113853558 0.060160041 0891933565 0.049667492 Small E0s=M pe PE=2 SV=
POCGA9  Ubb 0770111495 0.113446394 001719311 0.780020687 0.107888868 Polyubiquitin-B OS=Mus musculus GN=Ubb PE=2 SV=1

Q61627 Grid1 K 0770764929 0.113078054 0284310159 0122000931 0.91360482 Glutamate receptor ionotropic, delta-1 05=Mus musculus GN=Grid1 PE=1 SV=2
Q60870 Reeps -0.0: 0770968751 0.112963224 0085013405 0457404747 0.339699333 Receptor expr protein 5 0f PE=15V=1

P369933  Ppmib 07728953 0.111826388 0066761165 0761874344 0.118116651 Isoform Beta-3 of Protein phosphatase 18 05=Mus musculus GN=Ppm1b
QBPHZB-3  Kenipd K 077303895 0111798624 0292600567 0.533724836 Isoform 3 protein 4 05=M
Q8PDGS  Smarce2 0773090203 0.11176983 0129687364 0.887102336 SWI/SNF bunit SMARCC2 05=M PE=15)
Qo4s  Nudi K 0773313902 0.111644182 006927415 1150428795 105=Mus musculus GN=Nudt3 PE=15V=1
QOWTX6  Cult K 0773718204 0111417134 0583135896 0.234230224 Cullin-1 05=Mus musculus GN=Cull PE=1 SV=1
Q92208 Mthfd1 K 0774022289 0.111246556 0.19064664 0.719770845 C nthase, cytoplasmic OS=M: PE=15)
P628S5  Rps26 K 0774231921 0111128927 0995761362 0.001844729 I protein $26 05=Mus musculus GN=Rps26 PE=2 V=3
Q9ONF2-3  Nsmf K 0774254536 0111116242 0826862052 0.082566939 Isoform 3 of NMDA receptor synaptonuclear signaling and neuronal migration factor OS=Mus musculus GN=Nsmf
Qe sx2 0774777851 0.110822803 0263846338 0.578648928 Syntaxin-2 05=Mus musculus GN=5tx2 PE=15
Q8K3e3 e 0775063977 0.110662447 0370304206 0.431441356 Protein LZIC OS=Mus musculus GN=Lzic PE=15V=1
Q8VHs1  Rbm39 K 0.775649805 0110334312 0278336555 0555429753 39 05=Mus muscul sv=2
Qomv23 P2 001 0.776242754 0.110002421 0122801832 0.910795156 Isoform 3 of Profilin-2 05=Mus musculus GN=Pfn2
Q7TMYE3  Huwel 0.776959098 0.109601844 0460469776 0.336798871 Isoform 3 of £3 ubiquitin-protein ligase HUWEL OS=Mus musculus GN=Huwe1
Q9R0QE  Arpela -0 0777176721 0.109480216 067750192 0.169031781 Actin-related protein 1A 05=Mus musculus GN= =15v=1
QOWTL7  Lypla2 -0 07779524 0.109046953 035048697 0.455328123 Acyl-protein thioesterase 2 05=Mus musculus GN=Lypla2 PE=15V=1
Q8RS70-2  Snapd7 0.778073505 0.108979373 0753488272 0.122923503 Isoform 2 d protein 47 0S=Mus musculus GN=Snap4
Q5103 Nin 0. 0.77852497 0.108727453 0571751319 0.242792824 Ninein O5=Mus musculus GN=Nin PE=2 5V=3
Q620593 Vean K 077927141 0.108311257 0596150663 0.224643969 Isoform V2 of Versican core protein 05=Mus musculus GN=Vcan
Q62388 Ten K 0779709914 0.108066944 0894854139 0.048247749 Translin Os=
Qssles  Eeal K 0781180708 0.107248491 0052492018 1279906727
Qoz2u1  Psmas 0.005900495 0.782632986 0.106441852 0084696739 1072133313
POCGSO  Ubc 0.026101566 0.783660673 0.105871947 0.766993526 0.115208302 Polyubiquitin-C 0=Mus musculus GN=Ubc PE=1 5V=2
Q9CaEs  Rgs1o 0784173828 0.105587657 0.886874246 0.052137956 Regulator of G-protein signaling 10 05=Mus musculus GN=Rgs10 PE=2 SV=1
P238192  Gria 0.785629806 0.104782 0571414899 0.24304844 Isoform 2 of Glutamate receptor 2 05=Mus musculus GN=Gria2
Q7TPM1 Prrc2b 0.786087777 0.104528957 0538348429 0.26893655 Protein PRRC2B 05=Mus musculus GN=Prrc2b PE=1 SV=1
QBPCPS3  Mf 0786339111 0.104390123 0.563526265 0.249085837 Isoform 3 of Mitochondrial fission factor 0S=Mus musculus GN=Mff
P62484  Abi2 0.786508435 0.104296615 0359203576 0.444550547 Abl interactor 2 05=Mus musculus GN=Abi2 PE=2 SV=
QoIMIE  Cdeazepd 0787888031 0.103535497 0463374301 0.334068056 Cdca2 effector protein 4 05=Mus musculus GN=Cdcd2epd PE=15V=1
Qscie7  repl 0.788978179 0.102935008 0540933349 0.266856243 Prolyl endopeptidase-like 05=Mus musculus GN=Prepl P
088952 LinTc 0789137708 0.102847204 0479500371 0.319202901 Protein lin-7 homolog C OS=Mus musculus GN=Lin7c P
8C460  Eri3 0789701272 0.102537163 0.697049677 0.15673627 ERI1 exoribonuclease 3 05=Mus musculus GN=Eri3 P
Q80817 Naca 0791334813 0.101639728 0845166055 0.073057491 Nascent polypeptid: d lus GN=Naca PE=1 V=1
Qoz1ss  Sept3 0791417776 0.101504199 0836586203 0077489302 I 05=Mus musculus GN=Sept3 PE=1 5
Qo266 Seltl 0791481669 0.101559139 0442486689 0.35409979  Protein sel-1 homolog 1 0S=Mus musculus GN=Sel11 P
63321 Rala 0.791685974 0.101447049 0943822304 0.025109764 Ras-related protein Ral-A 0S=Mus musculus GN=Rala PE=15V=1
1di1 0793070125 0.10068841 075520687 0.121934068 I o PE=25V=1
Q61191 Hefel 0.793104586 0.100669539 0353048762 0.452165307 Mus musculus GN:
Qov2 P2 -0.011038561 0795202468 000047313 0.140004151 0.853859087
QoI7  Roh1 0029170438 0.796050194 0.099059548 0.764046223 0.116880367
Q8VHIS  Mark1 -0.016450126 0796112417 0.099025603 0828882404 0.08150708 Serine/threonine-protein kinase MARK1 05=Mus musculus GN=Mark1 PE=1 5V=2
Q62086 Pon2 -0.044268477 07964593 0.008836412 0659387357 0.180859384 Serum paraoxonase/arylesterase 2 05=Mus musculus GN=Pon2 PE=15
Q8BKC5  Ipos. 0.034479269 079765247 0.008186286 0760615142 0.118835033 Importin-5 OS=Mus musculus GN=IpoS PE=15
Q8RS50-3  Shakbp1 -0.091368119 079771055 0.008154664 0206907887 0684222954 Isoform 3 of SH3 108=Mus musculus GN=Sh3kbp1
07724 Alb 0021318589 0.798616858 0.097661526 0443493014 0.353112336 Serum albumin 05=Mus musculus GN=Alb PE
Q78lEs  Fbxo22 -0.015495258 0.798904016 0.097505396 0472492552 0.325605033 F-box only protein 22 0S=Mus musculus GN=Fbx022 PE=
P12367  Prkar2a 0.019064339 0.79954504 0.097157066 0919800672 0.036302028 cAMP-dependent protein kinase type llalpha regulatory subunit 05=Mus musculus GN=Prkar2a PE=15V=2
Cybst 0022239859 0800355023 0006717325 0137235397 0.862533858 Cytochrome bs type B 0S=Mus musculus GN=CybSb PE=1 SV=1
Q9D6E4  Tredb -0.175890542 080235778 0.095631932 0.645836595 0.18987735 98 05=M; PE=2 SV=1
QOIKK7-3  Tmod2 -0.044218664 0803651942 0.004932002 0414634037 0.382335049 Isoform 3 of Tropomodulin-2 05=Mus musculus GN=Tmod2
BSTVM2  lidr2 -0.048465015 0.803814154 0.004844351 0470440361 0.32749542: ik ptor 2 05=M PE=25V=2
QaKML4  Abracl -0.030531954 0805080299 0.004160801 0275254735 0.560265201 C y protein ABRACL 0S=M PE=3 SV=1
Q61490 Alcam 0.805728602 0093811219 0843937594 0.073689667 CD166 antigen OS=Mus musculus GN=Alcam PE=15V=3
Q88640 Katnbl 0.806211274 0.003551133 0159411304 0.797480885 Katanin p80 lus GN=Katnb1 PE=1 SV=1
Q91573 Chnl 0806734362 0.003269444 0.604198896 0.218820072 Isoform 3 of N-chimaerin OS=Mus musculus GN=Chn1
PEO122  Ruvbll 0807011397 0003120332 0742625803 0.12922965 Ruv-like 1 0S=Mus musculus GN=Ruvbl1 PE=1 SV=1
70207 Stam 0809198838 0.09194475 0881281882 0.054885158 Sigs 108=Mus musculus GN=Stam PE=2 5V=3
Q8BW96-3  Camkid -0.061918083 0.800237306 0.091924104 0295853695 0.528923003 Isoform 3 of Calcium/calmodulin-dependent protein kinase type 10 05=Mus musculus GN=Camk1d
Q7TQH03  Atn2! 0.034042936 0809457231 0.091806093 0487605828 0.311931112 Isoform 3 of Ataxin-2-like protein OS=Mus musculus GN=At2
P70175  Dig3 -0.009031884 0809479021 0.091794402 0851190112 0.06997343 Disks large homolog 3 0S=Mus musculus GN=DIg3 PE=15V=1
Q3UTI27  Sorbs2 0,057950639 0809541928 0.091760653 0608171812 0.215973713 Isoform 7 of Sorbin and SH3 protein 2 05=M:
Q3Use7  Pldl1 0022503716 0810241767 0001385373 0752230442 0.123643899 ~like protein 1 05=Mi
QSBWTL  Acaa -0.012718196 0810506283 0.091243614 0874580851 0.058195567 3-ketoacyl-CoA thiolase, mitochondrial OS=Mus musculus GN=Acaa2 PE=15\
P12382 P -0.025217069 0810507523 009124295 0184376013 0.73429346 6-phosphofructokinase, liver type OS=Mus musculus GN=Pfk| PE=15V=4
Q9CX86  Hnrmpad 0.044485976 0811181626 0.000881895 0081631001 1088144878 A0 OS=M: sv=1
Q8K1As  Ccadla -0.073206494 0811271719 0.090833663 0822484284 0.084872392 Colled: 2 rotein 14 0 lus GN=Cc2d1a PE=15V=2
QOWVA3  Bub3 0813861827 0.089449321 0823534205 0.084318358 Mitotic checkpoint protein BUB3 05=Mus musculus GN:
Q524183 Dbrl K 0815012569 0.088835694 0292980594 0.533161145 Isoform 3 of Drebrin-fike protein 05=Mus musculus G
ARTE2  Fbxl1s 0815158844 0.088757755 0159174139 0.79812749. F-box/LRR-repeat protein 16 Of
Pa7911  Rpl6 0815656854 088492 0674088748 0171282022 | protein L6 05=M
Pag722  Hspadl -0.016027148 0815846403 0.088301597 058268145 0.234568807 Heat shock 70 kDa protein 4L OS ispadi PE=15V=2
Q545162 0815065012 0.088328463 0997769536 0.00096976 Isoform 2 of Glycerol kinase 05=Mus musculus GN=Gk
Q9oM28  Rnps1 0815093593 0.088313251 0350824172 0.454910491 RNA-binding protein with serine-rich domain 105=Mus musculus GN=Rnps1 PE=2 SV=1
WVB0  Snxt 0816053579 0.088281326 0284001041 0.546680069 Sorting nexin-1 05=Mus musculus GN=5nx1 PE=1 SV=1
054984 Asnal 0816663724 0.087956735 0120519017 0.91894442 ATPase Asnal 05=Mus musculus GN=Asnal PE=1 5V=2
Q8k83  Sdha 0816724464 0.087924436 040250875 0.395224674 Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial OS=Mus musculus GN=Sdha PE=1 SV=1
A2AWA9  Rabgapl 08168513 0.087856996 0969612293 0.013401887 Rab GTPase-activating protein 1 05=Mus musculus GN=Rabgap1 PE=15V=1
Q9CPV4-3  Glods 0816852394 0.087856414 0752505814 0.123490141 Isoform 3 of protein 4 05=M
QowuAs Ak K 0817250152 0.08764499 0941864522 0.026011562 RAC lus GN=AKt3 PE=15V=1
Pag0254  Cit K 0818212878 0.087133689 0711934763 0.147559801 Isoform 4 of Citron Rho-interacting kinase OS=Mus musculus GN=Cit
Pa7753  Capzal K 0818559183 0.086949915 0767513738 0.114913822 0s=N apzal PE=15)
QOIWS0  Csdel 0818815535 0.086813926 0907208481 0.042292899 Cold shock E108=Mus musculus GN=Csdel PE=2 SV=1
035684 Serpinil 0819356107 0.086527305 0631011255 0.199962895 Neuroserpin 0S=Mus musculus GN=Serpini1 PE=1 SV=1
P487222  Hspadl K 0819538299 0.086430746 057501395 0.240321619 Isoform 2 of Heat shock 70 kDa protein 4L 0S=Mus musculus GN=Hspad]
Q8CHPs  Wibg K 0820112247 0.086126703 0420207836 0.376535853 Partner of Y14 and mago OS=Mus musculus GN=Wibg PE=2 5
Q7INs2 Minos1 0820428561 0.085959229 0.760562726 0.118864962 108=Mus musculus GN=Minos1 PE=2 SV=1
Q99PLS  Rrbpl 0820579335 0.085879424 0542930511 0.265248552 Ribosome-binding protein 1 05=Mus musculus GN=Rrbp1 PE=1 5V=2
Q9DIM4  Eeflel -0 0821150006 0.085577499 0802145703 0.0057467: ! factor 1 epsilon-105=M: PE=25V=1
P83917  Chxl 0823102002 0.084546294 0854319179 0.068379844 Chromobox protein homolog 1 0S=Mus musculus GN=Cbx1 PE=1 V=1
Q8CBR3-8  Ank2 K 0824196133 0.083969427 0.102308662 0.990087594 Isoform 8 of Ankyrin-2 0S=Mus musculus GN=Ank2
Q3UNHE  Gprinl 0824435737 0.083843191 0872113121 0.050427179 G protein-regulated inducer of neurite outgrowth 1 0S=Mus musculus GN=Gprin1 PE=1 V=2
Q3THE2  Myl12b K 0824557129 0.083779249 0274192833 0.561943902 Myosin regulatory light chain 128 O5=Mus musculus GN=Myl12b PE=1 5V=2
Q61301 Ctnna2 0825040201 0.083524889 0555397971 0.255395711 Catenin alpha-2 05=Mus musculus GN=Ctnna2 PE=15
PE2761 Vsl 0. 0826024106 0.083007278 0214287953 0.669002243 Visinin-like protein 105=Mus musculus GN=Vsnl1 PE=1 5V=:
Q9IRS Dx1 0827377314 0.082296391 0502425523 0.208928307 helicase DDX1 OS=Mi PE=15V=1
A2G49T  Kalrn K 0828883499 0.081506506 0114653212 0.940613775 Isoform 7 of Kalirin O5=Mus musculus GN=Kalrm
QoCczx02  Elp3 K 0829265095 0.081306614 0.663683023 0.178039292 Isoform 2 of Elongator complex protein 3 05=Mus musculus GN=Elp3
PageGs  Adss 0829617402 0.081122147 0516854941 0.286631327 v 2 08=Mus musculus GN=Adss PE=15V=2
QOIRL  Twf -0 0829755674 0.081049769 0578241858 0.237890474 Twinfilin-1 05=Mus musculus GN=Twf1 PE=15V=2
Qow1a  sic1zas K 0829820162 0.081016017 0205770077 0.68661588 Solute carrier family 12 member 5 05=Mus musculus GN=Slc12a5 PE=15V=2
Q3THe  Prrcac K 0831115173 0.080338789 0720412396 0.142418823 Protein PRRC2C 05=Mus musculus GN=Prr2c PE=15V=3
P31650  Siceall 0831279683 0.080252834 0363287523 0.439749518 Sod 305=M 1PE=15V=2
Q9CR98  Fami3ea 083194329 0079906277 0641391817 0.192876585 Protein FAM136A O5=Mus musculus GN=Fam136a PE=2 SV=1
P62307  Snrpf K 0833792722 00789419 0872107088 0.059430184 Small F 05=Mus musculus GN=Snrpf PE=2 5V=1
08g746  Tomi K 0834563295 0.07854072 0562857341 0.249601665 Target of Myb protein 105=Mus musculus GN=Tom1 PE=1 5V=1
008788 Detnl 0834761143 0078437775 0275742443 0.550496381 Dynactin subunit 1 0S=Mus musculus GN=Detn1 PE=15V=3
P39087  Grik2 K 0834870271 0078381003 0460741992 0.336542204 ionotropic, kainate 2 05=M PE=15V=4
Q61879 Myh10 0836104003 0077739697 0822548162 0.084838664 Myosin-10 0S=Mus musculus GN=Myh10 PE=15V=2
Qscots  sipatll 0837206152 0077167589 090313468 0.044247481 Signal-induced L-lke protein 1 05=M ipalll PE=15V=2
083851 Rbbpg K 0837345083 0077095525 0174847545 075734046 v =M PE=15V=2
Q9oUB  Hgs 0. 0839768498 0.075840421 0577307837 0.238524847 lated tyrosine lus GN=Hgs PE=15V=2
P3gsgs  Td 0.840395868 0.075516092 0418307137 0378504725 =M sv=2
A2A690  Tanc2 0842636842 0.074359557 0377220775 0.423404397 Protein TANC2 O=Mus musculus GN=Tanc2 PE=1 SV=1
Q7TPB0  Lppr3 0843560732 0.073883645 022955427 0,639114625 Lipid phosphate phosphatase-related protein type 3 0S=Mus musculus GN=Lppr3 PE=2 SV=1
P39688  Fyn 0844208425 0073504021 0308729658 0510421649 Ty kinase Fyn 05=M PE=15)
Q7TNP2  Ppp2rib 0844718761 007328786 0838786473 0.076348582 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Mus musculus GN=Ppp2r1b PE=1 SV=2
asavs2  Grm3 0.846949624 007214242 0151573726 08193760 0s=M;
Q3THWS  Haafu 0848727398 0071231778 0953332519 0.020755592 Histone H2A.V 05=Mus musculus GN=H2afv PE=15V=3
QSXG69  Fam169a 0.848887904 0.071149655 0993520034 0.002822977 Soluble lamin-associated protein of 75 kDa OS=Mus musculus GN=Fam169a PE=1 5V=3
Qsazva stk -0.042251981 0848927105 00711296 0.605808051 0.217664959 kinase 32C 05=M: =2 5v=1
QoDBa1  Sic2sa1s 002992168 0849236531 0070971332 0.666106354 0.176456424 208
P6803; Ube2i3 -0.009915176 0849529501 0.070821535 0.642600481 0.192052871 Ubi £213 05=M PE=25V=1
Q8vDDs  Myho 0.00741761 0851103141 0.070017807 0936184256 0.028638667 Myosin-9 0S=Mus musculus GN=MyhO PE=15V=4
Q01730 Rsul 0.029590073 0852920669 0.069091361 033528284 0.474588674 R protein 105=M PE=2S)
Q88GH2  Samms0 0.026299952 0.852099541 0.069051202 0.360048596 0.443638879 Sorting and machinery =M, PE=15V=1
Price -0.010327827 08530493 0.069025869 0329620083 0.481974478 Protein kinase C epsilon type 0S=Mus musculus GN=Prkce PE=1 SV=1
Q697983 Brsk2 0017227683 0853529077 0.068781679 0924860299 0.033923863 Isoform 3 protein kinase BRSK2 Of
P211072  Tpm3 0,010956083 0.854848257 0.068110969 0502086329 0.299221604 Isoform 2 of T Ipha-3 chain 0S=M P
Q8K310  Matr3 0.008670278 0.855112155 0.06797692 0250050513 060197225
Q8166 Cpnel 0.033480975 0855206317 0.067883398 0483882785 0.315259828 Copine-105=Mus musculus GN=Cpnel PE=1 SV=1
Q8C1As  Thopl 0069093 0855550725 0067754236 0.562419861 0.249939351 Thimet oligopeptidase OS=Mus musculus GN=Thop1 PE=1 SV=1
Q9967 Mdp1 0014032614 0855719262 0.067668692 0117343678 0.930540304 d phosphatase 105=M: PE=15V=1
QsKo21  Scampl 0855757997 0.067649034 0337300057 0.471983586 Secretory carrier-associated membrane protein 1 05=Mus musculus GN=Scamp1 PE=1 V=1
Q61411 Hras 0.855790536 0.06763252 0891843817 0.049711194 GTPase HRas OS=Mus musculus GN=Hras PE=15V=2
QOIVED  Slc27as 0.855829902 0.067612544 0591438584 0.228090347 Long-chain fatty 4.08=Mus musculus GN=Slc27a4 PE=1 5V=1
P97352 5100213 0.856125485 0.067462575 078320043 0.106077179 Protein 5100-A13 05=Mus musculus GN=5100a13 PE=15
083001 Cpd 0.856979707 0.067029462 0998258405 0.000757025 Carboxypeptidase D OS=Mus musculus GN=Cpd PE=15V=2
QocPva  Gloda 0857161336 0.066937427 03452023 0.461926319 Gly: rotein 4 0f lus GN=Glod4 PE=15V=1
P97355  Sms 0.858409708 0.066305379 0108173879 0.965877595 Spermine synthase 05=Mus musculus GN=5ms PE=15)
P4306  Itgav 0850584318 0065711516 0519400294 0.284490284 Integrin alpha-V O5=Mus musculus GN=ltgav PE=15)
Q9Csuo-2  Rprdib 0861246899 0.064872329 0.70838551 0.149730331 Isoform 2 of Regulation of nuclear pre-mRNA d protein 16
Q887127 Gmppb 0861330023 0.064830415 0442500041 0.354086685 =M PE=25V=1
Quacst  Pred3 086241268 0.064284867 0334332486 0475821422 protein 3, =M PE=25V=2

P97950  Rab3da 0492526349 0307570531 Ras-related protein Rab-33A 0S=Mus musculus GN=Rab33a PE=2 SV=1
QGRHRI-3  Magil 0016073227 0865450075 0062757529 0249123356 0105757952 0.975686966 Isoform 3 of , WW and PDZ protein 1 N=MagiL




Bum insignificant, Veh insig.

Accession _Gene Lo Students T Test in Bumetanide _-Log10 T Test in Bumetanide _Log2 fold change in Vehicle _Students T Test in Vehicle _-Log10T Test in Vehicle _Description
QBVELY  Rem2 002933114 0865014359 0.062525059 -0.01515643 092775223 0.032567993 GTP-binding protein REM 2 0S=Mus musculus GN=Rem2 PE=1 5V=2
D3z4s3  Puhdl 0.866109516 006242719 0629955311 0.200690258 p 0s=M; PE=35V=1
P28660  Nekapl 0866779412 0.062091413 088191463 0.054573453 Nck-associated protein 105=Mus musculus GN=Nckap1 PE=15V=2
Q88IZ1-3  Ankslb 0.868284 0.061338202 0612601539 0.212821916 Isoform 3 of Ankyrin repeat and sterile alpha motif domain-containing protein 18 0S=Mus musculus GN=Anks1b
Q3UHX2  Pdapl 0869490272 0060735273 0780771058 0.107476294 28 =M PE=15V=1
61971 Nutf2 0.870441266 0.060260528 0974632489 0011159116 208=Mus musculus GN=Nutf2 PE=2 V=1
Q99MDI  Nasp 0.871068487 0.059947698 0757778854 0.120457518 Nuclear 05=Mus musculus GN=Nasp PE=15V=2
QozaHS  Epball 0872117718 005042489 0.646370397 0.189518542 Band 4.1-like protein 105=Mus musculus GN=Epb4111 PE=1 5V=2
Qxs6  Dbnl 087317 0.058898984 0343286929 0.464342733 Drebrin OS=Mus musculus GN=Dbn1 PE=15V=4
P11499  Hspo0abl 0873437304 0.058768264 0539910406 0.267678302 Heat shock protein HSP 90-beta OS=Mus musculus GN=Hsp90ab1 PE=15V=3
Q148V7-3  Kiaa1a8 0.873699096 0.058638114 0857200789 0.066917438 Isoform 3 of LisH domain and HEAT protein KIAA1468 O5=M:
Q8RIFL  Fam129b 0.873826485 0.058574796 070834179 0.149757135 Niban-like protein 105=Mus musculus GN=Fam129b PE=2 5V=2
Q9QXK3-3  Copg2 0873969613 0.058503667 0297020877 0.527213024 Isoform 3 of Coatomer subunit gamma-2 05=Mus musculus GN=Copg2
Q32002 Acots 087528838 0.057848837 0647335463 0.188870601 Acy lus GN= =15v=1
Q6PDS3-3  Sarm1 0875752809 0.057618461 0278747573 0.554788905 Isoform 3 of ipha and TIR 108=Mus musculus GN=Sarm1
2527 Ltadh 0876461705 0.057267054 0721243228 0.141918251 Leukotriene A4 hydrolase OS=Mus musculus GN=Ltadh PE=15)
QoZ2HS-3  Epba1 0876853107 0057073155 0512908745 0.289959896 Isoform 3 of Band 4.1-like protein 1 0S=Mus musculus GN=Epba1i1
0355513 Rabept 0876995287 0.057002741 0345808821 0.461050918 Isoform 3 of protein 105=M p
21279 Gnag 0877385813 0.056809392 0421813372 0.374879656 Guanine nucleotide-binding protein G( Ipha OS=M; PE=15V=4
c204  Cops7a 0877611412 0.056697738 049335109 0.306843908 C 7a 0S=Mus musculus GN=Cops7a PE=1 5V=2
Q8522 Endod1 0877817833 0.056595601 0393835874 0.404684727 Endonuclease domain-containing 1 protein OS=Mus musculus GN=Endod1 PE=15V=2
QgeQ Mgeas 0878223632 0.056394881 0428961173 0.367582016 Bifunctional protein NCOAT 0S=Mus musculus GN=Mgeas PE=1SV:
POB032  Sptal 0879030777 0.055095919 0.508628323 0.29350946 Spectrin alpha chain, erythrocytic 1 0S=M PE=25V=3
Q3224 Vert 0879304813 0.05586055 0990482518 0.004153185 Isoform 4 of Vezatin O5=Mus musculus GN=Vezt
Q887672 Ndrgd 0879506815 0.055760791 0277549935 0.55665887 Isoform 2 of Protein NDRG4 05=Mus musculus GN=Ndrgd
Q97060 Gipcl 0879546049 0.055741418 0.19544064 0.708985125 PDZ d protein GIPC1 05=M
0085325 Cacna2dl 0879722228 0.055654435 0704264876 0.152263971 Isoform 2€ of Vo acna2d1
P21278  Gnall 0883656309 0.053716617 0820850777 0.085731025 Guanine nucleotide-binding protein
Pa7963  Rpl13 0884954732 0.053078944 0228588272 0,640946056 I protein L13 05=M:
Q9DCMO  Ethet 0.884962656 0.053075055 0747374658 0.126461632 ¥
Pa7754  Capza2 0.885035408 0.053039354 0057254082 1242103548 =M apza2 PE=15)
Qocwis  Atic 0886723572 0052211747 0.566871124 0.246515665 Bifunctional purine biosynthesis protein PURH 05=Mus musculus GN=Atic PE=1 5V=2
Q3uu4  Ddbl 0886824278 0.052162426 0810284341 0.091362554 DNA damage-binding protein 105=Mus musculus GN=Ddb1 PE=15\
Q9EQP2  Ehda 0.887458644 0051851876 0572302004 0.242374734 EH domain-containing protein 4 0S=Mus musculus GN=Ehd4 P
14 Abcb8 088768378 0051741716 0292280845 0.53419964 B member 8, PE=25V=1
Qs7as8  Larpl 0.888582374 0.051302306 0261452206 0.58260769 La-related protein 1 05=Mus musculus GN=Larp1 PE=15V=2
P62141  Ppplch 0889730373 0.050741584 0361808245 0.441521: b pplc PE=15V=3
P28652  Camk2b 0.890026949 0.050596843 0854207832 0.068390696 C: d protein kinase type I amk2b PE=1 5V=2
Q3UHDI  Bail 0892600423 0.049342911 0923900007 0.034370799 hibitor 1 05=M PE=15V=1
Q7TNFO Doc2a 0894003239 0.0486¢ 0.166920675 0.777489867 Double C2-lik lus GN=Doc2a PE=2 V=1
P62631  Eefla2 0.894090991 0.048618281 0.645989764 0.189774364 Elongation factor 1-alpha 2 05=Mus musculus GN=Eef1a2 PE=1 SV=1
P17665  Coxlc 0895611819 0.047880184 0649188716 0.18762903 i c, 05=Mus musculus GN=Cox7c PE=1 V=1
P153313  Prph 0896122326 0.047632703 0.568877612 0.244981158 Isoform 5b of Peripherin 05=Mus musculus GN=Prph
Q3UVXs  Grms 0896918624 0.047246958 0249420017 0,603068696 505=M: PE=15V=2
A2ZANOS-2  Ubrd 0.897086934 0.047165469 099451511 0.002388614 Isoform 2 of £3 ubiquitin-protein ligase UBRA 0S=Mus musculus GN=Ubr4
QocaHT B34 0.898411356 0.046524767 0761812807 0.118151731 Transcription factor BTF3 homolog 4 0S=Mus musculus GN=Btf314 PE=2 5
Q8VEID  Vpsda 0.902625189 0.044492551 0794693708 0.009800226 Vacuolar d protein 4A 05=Mus musculus GN=Vpsda PE=1 SV=1
P63087  Ppplec 0.902730659 0.0444418 0740582706 0.13042643 0s=Mi pplec PE=1 SV=1
Q8BUKG  Hook3 0.903333547 0.044151861 0326716571 0.485828838 Protein Hook homolog 3 OS=!
Q03137 Ephas 0.903873385 0.043892401 0517322344 0.286238764 Ephrin type-A receptor 40
Qseozs  Dxd6 0.903986899 0.043837863 0811412702 0.000758198 Probable PE=15V=2
32067  Ssb 0.904729447 0.043481274 0.66522086 0.177028182 Lupus La protein homolog OS=Mus musculus GN=Ssb PE=1 5V=1
Q9DOT1  Nhp2i1 0.904982935 0.04335961 0841527453 0.074931712 NHP2-like protein 1 0S=Mus musculus GN=Nhp2I1 PE=15V=4
Qo1vHs  At3 0.905316384 0.04319962 0248900165 0,603959113  Atlastin-3 05=Mus musculus GN=AtI3 PE=2 SV=1
Q8RI1 Ugerlo 0.905365752 0043175938 0.590067816 0.229098072 Cytochrome b-c1 905=M: sv=1
P8I0  Epbdl 0.906615088 0.042577058 0787103251 0.103968294 Protein 4.1 05=Mus musculus GN=Epb41 PE=1 5V=2
QocaR2  Rps21 0.907378941 0042211304 0877322177 0.05684089: | protein 521 05=Mus musculus GN=Rps21 PE=2 SV=1
0887412 Gdapl 0.907396875 0042202721 0603473274 0.219341959 Isoform 2 of Ganglioside-induced differentiation-associated protein 1 0S=Mus musculus G
Q88IG7  Comtd1 0907928398 0.0419484 0.187840376 0726211052 protein 1 05=M omtd1 P
P56 Cdh2 0.908469923 0.041689447 010873176 0.963643583 Cadherin-2 OS=Mus musculus GN=Cdh2 PE=15V=2
Q9DaM8  Ube2va 0.908530499 0.041660489 064131251 0.192930288 Ui £2 variant 2 05=Mus musculus GN=Ub
P62983  Rps2Ta 0.909148346 0.041365247 0777448882 0.109328157 Ubi 1 =M PE=15)
Q80780 Gas7 0.909353029 0.041267482 0925745088 0.033508161 Growth arrest-specific protein 7 05=Mus musculus GN=Gas? PE=15V=1
Q8ROAS  Tceal3 0.910083558 0.040489461 0871619206 0.059673208 Transcription elongation factor A protein-like 3 0S=Mus musculus GN=Tceal3 PE=2 V=2
PSS096  Abed3 0.911060834 0.040452623 0086708397 106193884 D member 3 05=M PE=15V=2
P3ST00  Praxl 0912142105 0.039937496 0196835321 0.705896968 Peroxiredoxin-105=Mus musculus GN=Prdx1 PE=1 SV=1
Qa2 6 0912396925 0.039816187 0088082196 1055111865 ARF GTPase-activating protein GIT2 05=Mus musculus G
Qg8 Prh2 0914072833 0.039019199 0070526833 1151645616 Peptidy-RNA hydrolase 2, N=Ptrh2 PE=2 SV=1
Q8070 Ppmle 0.914815809 0.038666339 0284267354 0.546273013 Protein phosphatase 1€ 05=Mus musculus GN=Ppm1e P
Q9CRS7  Rpl14. 0.915040678 0.038132653 0740131692 0.130690999 I protein L14 05=M:
Q9CYe7  Tommsa 0915071192 0.038118185 0784953632 0.105155997 Mitochondrial import rec TOM34 05=Mus 34 PE=2 SV=1
PO0382  Ldhc 0917120561 003757357 0795923555 0.09912864: chain 05=M
Qo7235  Serpine2 0917497191 0.037395257 0396236989 0.402044985 Glia-derived nexin OS=Mus musculus GN=Serpine2 PE=_
Qopics  Vps28 0917636359 0.037329387 0431491716 0.365027538 Vacuolar d protein 28 homolog OS=Mi ps28 PE=2 V=1
Qavan2  cdv3 0917668325 0037314258 0618562053 0.208616727 Protein CDV3 0S=Mus musculus GN=Cdv3 PE=1 5V=2
Q9caio  chmp3 0917760714 0037270537 0891550801 0.049849521 Charged y protein 3 05=Mus musculus GN=Chmp3 PE=15V=3
Q8163 Exog 0918963313 0.036701826 0.590606165 0.228702024 Nuclease EXOG, mitochondrial 05=Mus musculus GN=Exog PE=2 V=1
PI0711  Tceal 0.918967625 0.036699788 0093006703 1031065698 Transcription elongation factor A protein 1 05=Mus musculus GN=Tceal PE=15V=2
czus skivalz 0921443776 0035531159 00867719 1061620893 Superki 2like 2 05=M PE=15V=1
Qsc1673  Prepl 0922339543 0035109172 0791608377 0.101489619 Isoform 3 of 05=M; p
Q8c203  Rbmi4 0.922483564 0.035041363 0309814001 0.508898833 RNA-binding protein 14 0S=Mus musculus GN=Rbm14 PE=1 5V=1
Q886513 Rhotl 0922783408 0034900223 0.898803022 0.046335476 Isoform 3 of Mitochondrial Rho GTPase 1 05=Mus musculus GN=Rhot1
QOERE7  Mesdc2 240491 0.034304951 0.598698927 022279152 L lus GN=Mesd 1
P03 Hintl 092518125 0033773177 091702674 0.037618001 Histidine triad nucleoti 108=Mus musculus GN=Hint1 PE=15V=3,
QOR1V7-3  Adam23 0.925892464 0.03343945 0226539634 06448558 Disintegrin and tein 23 05=Mus musculus GN=Adam23
QePsF7  Ttyh3 0926026101 0033376772 0624805633 0.204255064 Protein tweety homolog 3 0S=Mus musculus GN=Ttyh3 PE=1 5
CXW3  Cacybp. 0.926111743 0,033336609 0531726264 0.274311888 Calcyclin-binding protein O5=Mus musculus GN=Cacybp PE=15V=1
QX9 Emes 092735601 0.032753088 0907255823 0042270236 M PE=2SV=1
Qowva1-3 Magi2 0927610583 0,032634305 0134530344 0.871179747 Isoform 3 of , WW and PDZ protein 2
Q99LE6  Abef2 0928077558 0032415729 0837404428 0.077064747 F member 2 05=M; PE=2 SV=
Qszpas  Pitpnm2 0.928008205 0.032406067 0856734007 0.067153994 Memb d protein 2 05=Mus musculus GN=Pitpnm?2 PE=1 5V=2
Qsvops  Ccar2 -0.011194896 0.929009161 0,031980003 0664231145 0.177680765 Cellcycle and lator protein 2 0S=M car2 PE=1 5V=2
P63268  Actg2 K 0.929180635 0.03189985 0271358128 0.566457166 Actin, muscle 05=M PE=15V=1
QoIK2  Lancl2 0929942386 0.031543957 0965818954 0.015104276 LanC-like protein 2 05=Mus musculus GN=Lancl2 PE=15)
QORODE  Wdrs4. K 0930215117 0.031416607 0587435737 0.231039637 WD rep: 54 05=Mus musculus GN=Wdr54 PE=2 V=1
Qo0 Rnfla 0930025218 0.031085205 0947119279 0.023595323 €3 ubig ligase RNF14 05=M PE=25V=2
QSPHQ8  Naa3s -0 0931056311 0031024052 0967728041 0014246675 N-alp 35, Nat GN=Naa3s PE=1 SV=1
Q99MRO  Actiet K 093126224 0.030928006 0953033096 0.020892017 Actin-like protein 68 05=Mus musculus GN:
Q8KoGs  Tsscl 0. 0.932268906 0.030458801 0.564643668 0.248225538 Protein TSSC1 05=Mus musculus GN=Tssc1 PE=2 5V=2
Qozops  Tw2 0932959181 0030137357 0.641508547 0.192797553 Twinfilin-2 05=Mus musculus GN=Twf2 PE=15V=1
QOWUA3-2 Pfkp K 0.933559548 0.02857975 0064253601 1192102527 Isoform 2 of 6-phosphofructokinase type C 05=Mus musculus GN=Pfkp
QOIKK7  Tmod2 K 3788348 0029751317 0071708549 1144429063 Tropomodulin-2 OS=Mus musculus GN=Tmod2 PE=15V=2
QU7 Acsi4 0.934549808 0.029397547 0419097402 0.37768503; h v oAl lus GN=
PI17156  Hspa2 K 0.935659659 0.028882005 0.883176056 0053952714 hock-related 70 kDa protein 2 05=M
Q80673 Ptomn K 0936385813 0.028545175 0.590694977 0228636722 v protein phospt NOS=M PE=15V=2
Qoz1X43 13 0.937985011 0.027804102 0761545162 0.118304337 Isoform 3 of Interleukin enhancer-binding factor 3 0S=Mus musculus G
QsPFRS  Tra2a K 0.941497515 0026180822 0065199365 1185756634 protein lus GN=Tra2a P
WA Acsi3 0941922312 0.025084915 0229551224 0,639120387 Long-chain-fatty-acid-CoA ligase 3 05=Mus musculus GN=AcsI3 PE:
Q88YA0  Thed 0. 0942211437 0.025851628 0480749421 0.318081: M PE=2 SV=
QOIMHE  Txnrd1 K 0.942793068 0.025583619 0637779236 0.195320624 Thioredoxin reductase 1, cytoplasmic 05=Mus musculus GN=Txnrd1 PE=15V=3
P28184 3 0.943352654 0025325924 0955897428 0.019588707 Metallothionein-3 05=Mus musculus GN=M13 PE=1 SV=1
Q9D6ZL  Nops6 0.944992075 0.024571834 0.53444887 0.272003837 us musculus GN= =15v=2
QgomiL-4  Ercl K 0.945749833 0024223727 0.68781811 0.162526394 Isoform 3 of ELKS/Rab6-interacting/CAST family member 105=Mus musculus GN=Erc1
Q9CPRS  Mrpl1s K 0.945862411 0024172033 0825505581 0.0832799 I protein L15, 0s=M =25,
P62627  Dynlibl K 0.945062196 0024126219 0264179132 0.57810149 Dynein light chain roadblock-type 1 05=Mus musculus GN=Dynlrb1 PE=15V=3
P43276  Histihib K 0.946434975 0.023909219 0.786148882 0.104495199 Histone H1.5 OS=Mus musculus GN=Hist1h1b PE=15V=2
DOK2  Oxetl K 0.947671696 002334209 0.704679877 0.15200813 Suceinyl-C 1, 05=Mus musculus GN=Oxct1 PE=1 5V=1
Q9Ds17  Agpat3 0.948033659 0023176283 0742083408 0.129547278 1-acyk-sn-glycerol =M pat3 PE=15V=2
Pa7964  Rpl36 K 0951113566 0021767624 035473579 0.450094992 I protein 136 05=M: PE=25V=2
Q9ES97  Rtn3 0.951860909 0.021426509 0463899102 0.333576469 Reticulon-3 05=Mus musculus GN=Rn3 PE=15V=2
Q923193 Camk2g 095214162 0.021208451 0578500112 0.237696553 Isoform 3 of Kinase type =Camk2g
POBI03  Hck 0952510551 0021130205 0377637987 0.422924326 Ty Kinase HCK 0S=M: PE=15V=4
QSPHUS  Sortl -0.018045094 0.954643219 0.020158908 0248814751 0,604123877 Sortilin 05=Mus musculus GN=Sort1 PE=1 5V=1
Q3Use8  Myeov2 001346419 0.954789492 0,020092369 0516508688 0.286922369 Myeloma-overexpressed gene 2 protein homolog O5=Mus musculus GN=Myeov2 PE=3 SV=1
P20152  Vim -0.00461 0.95498721 0.020002425 091698647 0.037637072 Vimentin OS=Mus musculus GN=Vim PE=1 5
Q8BK67  Rec2 006671207 0.955455739 0019789427 0341069568 0.467157029 Protein RCC2 05=Mus musculus GN=Rec2 PE=15V=1
P70481  Slcoadrl 0.004409868 0956507318 0019311703 0.196087413 0.70755028; NHE-RF1 0=M GN=Slc9ar1 PE=15V=3
QsssM3-4  Arhgapas 0.002693173 0.956862177 0019150612 0847891406 0.071659767 Isoform 4 of Rh protein 44 05=M:
Q6668 Hecw2 0.957105486 0019040194 0613205001 0.212394248 €3 ubiquitin-protein ligase HECW2 O5=Mus musculus GN=Hecw2 PE=
asccs Amer2 0957764277 0.018741365 0920868115 0.035802564 APC membrane recruitment protein 2 05=Mus musculus GN=Amer2 PE=1 5
P630343  Cyth2 0.958176804 0.018554347 0384726926 0.414847417 Isoform 3 of Cytohesin-2 0S=Mus musculus GN=Cyth2
P62715  Ppp2ch 0.958212803 0.018538031 0.564287906 0.24849925: phosphatase 2 betaisoform OS=Mus musculus GN=Ppp2cb PE=15V=1
009114 Prgds 0.958344002 0018478571 0211206199 0675293339 lus GN=Ptgds PE=15V=
5 sic 0.958755016 0018202351 0350657617 0.455116723 Neuronal proto-oncogene tyrosine-protein kinase Src OS=Mus musculus GN=Src PE=1 5V=4
P29595  Nedds 0959090141 0018140573 005836273 1233862502 NEDD8 OS=Mus musculus GN=Nedd8 PE=1 5V=2
FezDsa  Tpr 0.960137357 0.017666632 0486591759 0.31283525 Nucleoprotein TPR 0S=Mus musculus GN=Tpr PE=1 SV=1
088543 Cops3 0.960253051 0017614304 0981863732 0.007948782 C 305=M 0ps3 PE=15V=3,
Q9EPL2  Clstnl 0.96036786 0017562383 0724150424 0.140165813 Calsyntenin-1 05=Mus musculus GN=Clstn1 PE=15V=1
Qomia  Nisc 0.961341935 0017122113 0146284041 083480305 5'(3) = =15v=1
Qcvid Luerl 0.961553932 0017026352 0.76861306 0.11429224 Putative RNA-binding protein Luc7-like 10S=Mus musculus GN=Luc7| PE=2 5V=2
09 Gatm 0.962259693 0016707705 0.606024338 0217509934 Gl lus GN= =15v=1
PE1961  Ufml 0962459222 0.016617662 0077974147 1.10804937 Ubi Id modifier 1 05=M [
Q03157 Aplpt 0.964209032 0.015828805 0326998395 0.485454378 Amyloid-like protein 1 0S=Mus musculus GN=Aplp1 PE=15
QscaN22  Scai 0.965348917 0015315686 029195769 534680081 Isoform 2 of Protein SCAI OS=Mus musculus GN=Scai
P97822  Anpae 0.96587902 0015077267 0701968101 0.153682623  Acidic leucine-rich nuclear phosphoprotein 32 family member E OS=Mus musculus GN=Anp32e PE=15V=2
Q9DB34  Chmp2a 0.966332675 0014873335 0896133115 0.047627474 Charged 2205-M
QscH72  Trim32 0.966608569 0.014749359 0522162526 0.2821943 E3 ubia ligase TRIM32 O5=M:
GINOK3  Arfgefl 0.002869891 0.966610455 0.014748512 0782980291 0.106244178 Brefeldin 1 N=Arfgef1 PE=2 SV=1




Bum insignificant, Veh insig.

Accession _Gene Lo Students T Test in Bumetanide _-Log10 T Test in Bumetanide _Log2 fold change in Vehicle _Students T Test in Vehicle _-Log10T Test in Vehicle _Description
PGSO  Mel -0.001545452 0.968229906 0.014021507 0079873088 0140111401 0.853526523 d =M
Q99PI0  Ntm 0.005088557 0.968765051 0013781537 0381050045 0.419017981 Neurotrimin OS=Mus musculus GN=Ntm PE=2 5\
088967 Ymell1 -0.005916249 0.969516867 0013444631 0614456714 0.2115087 YMELL1 0S=Mus musculus GN=Yme1l1 PE=2 5V=1
Q90773 Mrpl2 0.005822236 0.969868966 0.013286937 0065536142 1183519128 I protein L2, 2y PE=2S)
QNIsL Gsk3a 0.970350092 0013071549 0788773541 0.103047666 alpha O5=M: sv=2
Q9oi09  Wdr77 0971012021 0012775394 0462801853 0.334604911 protein 50 05=M: PE=15)
QoDUE  Mrpi1a 0971991053 0012337733 0932002612 0.030540935 I protein L14, =M pl14 PE=2 V=1
Q9DBPs  Cmpk1 097231191 0012194394 0846966785 0.072133621 UMP-CMP kinase 05=Mus musculus GN=Cmpk1 PE=1 SV=1
PaGa67 psdb 0972599993 0.012065738 0556924195 0.254203914 Vacuolar d protein 48 05=M PE=15V=2
Q88763 Teplll 0973525429 00116527 0720204741 0.142489756 T-complex protein 11-like protein 1 0S=Mus musculus G
Q51598 Gdi2 0973879524 0.011494765 0603245058 0.21950557 =M B
QsBHsE Ao 0973975349 0011452035 0308002235 0.511446132 Armadillo repeat-containing X-linked protein 3 05=Mus musculus GN=Armex3 PE=1SV=1
0085324 Cacna2dl 0974316227 0.011300064 0725260473 0.139500602 Isoform 20 of I N=Cacna2d1
032609 Bin2 0.974449819 0011240521 0891051244 0.050097319 Bridging integrator 2 0S=Mus musculus GN=Bin2 PE=15
Q8K3HO  Applt 0.974638214 0.011156565 027524844 0.560275134 DCC-interacting protein 13-alpha OS=Mus musculus GN=Appl1 PE=1 SV=1
Q8019 Mical3 097477694 0011004753 0193611176 0.71306957 MICAL3 OS=M: PE=25V=2
P185722  Bsg 0974913838 0011033765 0917950563 0.037176449 Isoform 2 of Basigin OS=Mus musculus GN=Bsg

cazi Hsbpl 0.97528184 0.010869862 0719920438 0.142710067 Heat shock factor-binding protein 105=Mus musculus GN=Hsbp1 PE=2 SV=1
Q9CPWO  Cntnap2 0975789175 0.010¢ 0313382992 0.503924577 Contactin-associated protein-like 2 05=Mus musculus GN=Cntnap2 PE=15V=2
PI18572  Bsg 097620735 001041789 0917950563 0.037176449 Basigin OS=Mus musculus GN=Bsg PE=1 SV=2
Q04750 Topl 76408865 0.010368286 0253601921 0.50584746 DNA topoisomerase 105=Mus musculus GN=Top1 PE=1 5V=2
Q8CBR3-6  Ank2 0976951021 0010127209 005789648 1.237347838 Isoform 6 of Ankyrin-2 0S=Mus musculus G
Qgcass  Mtap 0977386283 0.00993376 0365934071 0436597153 s p PE=15V=1
P62137  Ppplca 0977800872 0.00974958 046899794 0.328829065 musculus GN=Pppica PE=15V=1
Q8Koso  Phyhip 0.978577696 0.009404687 0719572057 0.14292571 Phytanoyl-CoA hydroxy protein O5=M: yhip PE=15)
P70398  Uspox 0978992671 0.009220559 035273808 0.452547653 Probable I hydrolase FAF-X 05=M:
Q615982 Gdli2 944¢ 0.009019322 0621950545 0.206237863 Isoform 2 of inhibitor beta OS=Mus muscul
Q9DCS3 Mecr 0.980756688 0.008438722 0305059135 0515615965 I-CoA reduct:
QOOKK9  Hars2 0981101917 0.008285876 0820268375 0.086044032 Probable h ligase, =M
Qozavs  Prosc 0.981196097 0.008244188 02008275 0697176818 4 protein O5=M: PE=15V=1
Q88L65-3  Ablim2 0.981299105 0.008198597 067822775 0.168624445 Isoform 3 of Actin-bind protein 2 05=M:
Q8CBW3-3  Abil 0.981518867 0.008101348 0454234926 0.342719476 Isoform 3 of Abl interactor 105=Mus musculus GN=Abi1
Q9OMRE-3  Srrt 0.982115536 0.007837419 040994981 0.38726931 Isoform C of Serrate RNA effector molecule homolog OS=Mus musculus GN=Srrt
Q7M1 Gidg 0.982782684 0.007542504 0876537982 0.05722926 Glucose-induced degradation protein 8 homolog O5=Mus musculus GN=Gid8 PE=2 SV=1
Q8POK9-2  Nrxn3 0.983916239 0007041872 0997324147 0.001163666 Isoform 2a of Neurexin-3 0S=Mus musculus GN=Nrxn3
Q9EPK23  Rp2 984084275 0.006967708 0340383035 0.468030945 Isoform 3 of Protein XRP2 O5=Mus musculus GN=Rp2
Q9axse-2  Dbnl 0.985170667 0.006488528 0324215192 0.463169966 Isoform A2 of Drebrin OS=Mus musculus GN=Dbn1
P63168  Dynll 0.985031772 0.006153138 0.568405342 0.245341849 Dynein light chain 1, cytoplasmic OS=Mus musculus GN=Dynll1 PE=1 SV=1
Q8PSF9 Xpol 0.986877297 0.005736842 0.706728684 0.150747282 Exportin-1 05=Mus musculus GN=Xpo1 PE=1 SV=1
PSI660  Hsd17b4 0.988231387 0.005141357 0931450741 0.030835911 Peroxisomal multifunctional enzyme type 2 0S=Mus musculus GN=Hsd17bé PE=15V=3
Qsorss  vatl 0.988445 0.005047465 0295633353 0.529246571 Synapt VAT-1 h like 0= lus GN=Vat1l P
Q80VPO  Tecprl 0993142474 0.002988444 0073156491 1135747134 Tectonin b protein 105=M
BIAXVO  Frrsll 0.993751961 0.002722001 0420264928 0.376476852 DOMON domain-containing protein FRRS1L OS=Mus musculus GN=Frrs1l PE=1 V=1
Qmv22 P2 0.994205876 0.002523675 0998144537 0.000806566 Isoform 2 of Profilin-2 05=Mus musculus GN=Pfn2
Q61696 Hspala 0994337033 0.002466385 0378218597 0.422257121 Heat shock 70 kDa protein 1A OS=Mus musculus GN=Hspala PE=1 V=2
P97825 in1 0.994682089 0002315702 0.100251893 0.998907419 ] 1 protein Os=M; sv=3
Q8BLE7T  Slc17a6 0997335792 0.001158595 0124055515 0553850126 0.256607742 205=M: 726 PE=1 SV=1




