S1 Table. Molecular marker (primer) combinations used to differentiate APR alleles from wild-type Hm1. Using

PCR-based markers, APR alleles were introgressed into B73 genetic background.

Project

Forward primer

Reverse primer

Primers for linkage analysis

Genetic cross: (P8 x Pr) x Pr

5-GCCCACCAAGGTCCAGC-3’

5-GATGTCGAGGTGAGGGAAC-3’

Differentiate HmlA from hml
(256-bp insertion in exon4)

5’—- CCGGCGTTCGAGGTGGTGA-3’

5’-GATGTCGAGGTGAGGGAAC-3’

Differentiate Hm1A and Hm 1"’
allele

5’-TACGCGGTGCGCGCGATCCA-3’

5’-CAGGCGTTCCAGTTCAGAA-3’

5’- GACGCGGTGCGCGCGATCCT-3’

5’- CAGGCGTTCCAGTTCAGAA-3’

HmlA introgressed into B73

5’-GAGGTGAGGTACCCTGGTCC-3’

5’- CAGACGCACCGGTGTTCCGC - 3’

Differentiate Hm1A from Hm1

5’-TACGCGGTGCGCGCGATCCA-3’

5’-CAGGCGTTCCAGTTCAGAA-3’

Differentiate novel B73 null allele
(hm1-2) from Hm1

5’-TCCGAAGCGCACACTTCGACG-3’

5’-GATGTCGAGGTGAGGGAAC-3’

Differentiate Hm1A from Hm1-B73

5’-GAGGTGAGGTACCCTGGTCC-3’

5’- CAGACGCACCGGTGTTCCGC - 3’

5’-GACCGCTAATGCTTGTTTAGACC-3’

5'-GCGTGTTTCGCCTTTCGCGACG -3’

Hml-3 allele from HmI-B73: CAPs
marker - Nlall

5" GGCGAAACACGCCAAAGGCGA 3

5" TTCTGA ACTGGAACGCCTG 3’

Hmli-4 allele from HmI-B73: CAPs
marker - Nlalll

5" GCTCAACGTTGACTATCCTCTCCG 3’

5" CGCTGGGTGCACGTGGACGACG 3’

Hml-5 allele from HmI-B73: CAPs
marker - Kpnl

5" GGCGAAACACGCCAAAGGCGA 3’

5’ TTCTGA ACTGGAACGCCTG 3’

Amplify HmI over hm1 from novel
EMS mutants

5" GACCGCTAATGCTTGTTTAGACC 3’

5" GCGTCGCGAAAGGCGAAACACGC 3’

5" GGCGAAACACGCCAAAGGCGA 3’

5’ TTCTGA ACTGGAACGCCTG 3’

5" GCTCAACGTTGACTATCCTCTCCG 3’

5" CGCTGGGTGCACGTGGACGACG 3’

5" GCTCCTGAGCTACAACGGCGGC 3’

5" GGGGAACTTGGATTGTTCGCT 3’

Cloning of HmI1* cDNA

5’-ATGGCCGAAAAGGAGAGCAACG-3’

5’-TTATCCTTTCTGTAGGCCGAG-3’




