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Supplementary Figure S1. The detection of V/F polymorphism by SSP showing 3 different genotypes. 

Three different DNA samples representing homozygous T (a), heterozygous (b), and homozygous G 

(c) genotype. T on the lane means the SSP used for amplification was specific for the T allele, while 

a G indicates the SSP used for amplification was specific for the G allele. Each figure was derived 

from 3 different gels. Red dotted lines marked the border between the ladder and the samples. 

 


